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ctgctggcgg cgggcgaggc cggcaccttc gacgtggccg tggtggatgc ggacaaggag 
480 

aactgctccg cctactacga gcgctgcctg cagctgctgc gacccggagg catcctcgcc 
54 0 

gtcctcagag tcctgtggcg cgggaaggtg ctgcaacctc cgaaagggga cgtggcggcc 
600 

gagtgtgtgc gaaacctaaa cgaacgcatc cggcgggacg tcagggtcta catcagcctc 
660 

ctgcccctgg gcgatggact caccttggcc ttcaagatct agggctggcc cctagtgagt 
720 

gggctcgagg gagggttgcc tgggaacccc aggaattgac cctgagtttt aaattcgaaa 
780 

ataaagtggg gctgggacac acgaaaaaaa aa 
812 

<210> 4378 
<211> 233 
<212> PRT 

<213> Homo sapiens ^ 



<400> 4378 
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<210> 4379 
<211> 2347 
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<212> DNA 

<213> Homo sapiens 
<400> 4379 

ngaggaccaa gccatgcgtg cctttgagct aatgaggagc aacgcggccc tgttccagct 
60 

gggctcggcc ccgcggtgtg ctggattgtg tgcacgactc tgaagctgca gatggagaag 
120 

ggggaggacc cggtccccac ctgcctcacc cgcacggggc tgttcctgcg tttcctctgc 
180 

agccggttcc cgcggggcgc acagctgcgg ggcgcgctgc ggacgctgag cctcctggcc 

240 

gcgcagggcc tgtgggcgca gacgtccgtg cttcaccgag aggatctgga aaggctcggg 
300 

gtgcaggagt ccgacctccg tctgttcctg gacggagaca tcctccgcca ggacagagtc 
360 

tccaaaggct gctactcctt catccacctc agcttccagc agtttctcac tgccctgttc 
420 

tacaccctgg agaaggagga ggaagaggat agggacggcc acacctggga cattggggac 
480 

gtacagaagc tgctttccgg agtagaaaga ctcaggaacc ccgacctgat ccaagcaggc 
540 

tactactcct ttggcctcgc taacgagaag agagccaagg agttggaggc cacttttggc 
600 

tgccggatgt caccggacat caaacaggaa ttgctgcgat gcgacataag ttgtaagggt 
660 

ggacattcaa cggtgacaga cctgcaggag ctgctcggct gtctgtacga gtctcaggag 
720 

gaggagctgg tgaaggaggt gatggctcag ttcaaagaaa tatccctgca cttaaatgca 
780 

gtagacgttg tgccatcttc attctgcgtc aagcactgtc gaaacctgca gaaaatgtca 
840 

ctgcaggtaa taaaggagaa tctcccggag aatgtcactg cgtctgaatc agacgccgag 
900 

gttgagagat cccaggatga tcagcacatg cttcctttct ggacggacct ttgttccata 
960 

tttggatcaa ataaggatct gatgggtcta gcaatcaatg atagctttct cagtgcctcc 
1020 

ctagtaagga tcctgtgtga acaaatagcc tctgacacct gtcatctcca gagagtggtg 
1080 

ttcaaaaaca tttccccagc tgatgctcat cggaacctcn tgcctnnagc tcttcgaggt 
1140 

cacaagactg taacgtatct gacccttcaa ggcaatgacc aggatgatat gtttcccgca 
1200 

ttgtgtgagg tcttgagaca tccagaatgt aacctgcgat atctcgggtt ggtgtcttgt 
1260 

tccgctacca ctcagcagtg ggctgatctc tccttggccc ttgaagtcaa ccagtccctg 
1320 

acgtgcgtaa acctctccga caatgagctt ctggatgagg gtgctaagtt gctgtacaca 
1380 

actttgagac accccaagtg ctttctgcag aggttgtcgt tggaaaactg tcaccttaca 
1440 

gaagccaatt gcaaggacct tgctgctgtg ttggttgtca gccgggagct gacacacctg 
1500 
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tgcttggcca agaaccccat tgggaataca ggggtgaagt ttctgtgtga gggcttgagg 
1560 

taccccgagt gtaaactgca gaccttggtg ctttggaact gcgacataac tagcgatggc 
1620 

tgctgcgatc tcacaaagct tctccaagaa aaatcaagcc tgttgtgttt ggatctgggg 
16B0 

ctgaatcaca taggagttaa gggaatgaag ttcctgtgtg aggctttgag gaaaccactg 
1740 

tgcaacttga gatgtctgtg gttgtgggga tgttccatcc ctccgttcag ttgtgaagac 
1800 

gtctgctctg ccctcagctg caaccagagc ctcgtcactc tggacctggg tcagaatccc 
1860 

ttggggtcta gtggagtgaa gatgctgttt gaaaccttga catgttccag tggcaccctc 
1920 

cggacactca ggttgaaaat agatgacttt aatgatgaac tcaataagct gctggaagaa 
1980 

atagaagaaa aaaacccaca actgattatt gatactgaga aacatcatcc ctgggaagaa 
2040 

aggccttctt ctcatgactt catgatctga atccccccga gtcattcatt ctccatgaag 
2100 

tcatcgattt tccaggtgtg ggtgaactgc ctgtgactcc tctcctcccc cgcccctacc 
2160 

cctcagggat aatgagttca ttgctgggct agatgtttta gccatgattc tgcctctgtt 
2220 

ttatacctgc acacatcctt atctttgtta catatgaaat atctgtatca cgggtatatt 
2280 

gagagaaata aaggtgagag cattcacaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

2340 

aaaaaaa 

2347 

<2X0> 4380 
<211> 652 
<212> PRT 

<213> Homo sapiens 



<400> 4380 
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130 135 140 

Tyr Ser Phe Gly Leu Ala Asn Glu Lys Arg Ala Lys Glu Leu Glu Ala 
145 150 155 160 

Thr Phe Gly Cys Arg Met Ser Pro Asp lie Lys Gin Glu Leu Leu Arg 

165 170 175 

Cys Asp He Ser Cys Lys Gly Gly His Ser Thr Val Thr Asp Leu Gin 

180 185 190 

Glu Leu Leu Gly Cys Leu Tyr Glu Ser Gin Glu Glu Glu Leu Val Lys 

195 200 205 

Glu Val Met Ala Gin Phe Lys Glu He Ser Leu His Leu Asn Ala Val 

210 215 220 

Asp Val Val Pro Ser Ser Phe Cys Val Lys His Cys Arg Asn Leu Gin 
225 230 235 240 

Lys Met Ser Leu Gin Val He Lys Glu Asn Leu Pro Glu Asn Val Thr 

245 250 255 

Ala Ser Glu Ser Asp Ala Glu Val Glu Arg Ser Gin Asp Asp Gin His 

260 265 270 

Met Leu Pro Phe Trp Thr Asp Leu Cys Ser He Phe Gly Ser Asn Lys 

275 280 285 

Asp Leu Met Gly Leu Ala He Asn Asp Ser Phe Leu Ser Ala Ser Leu 

290 295 300 

Val- Arg He Leu Cys Glu Gin He Ala Ser Asp Thr Cys His Leu Gin 
305 310 315 320 

Arg Val Val Phe Lys Asn He Ser Pro Ala Asp Ala His Arg Asn Leu 

325 330 335 

Xaa Pro Xaa Ala Leu Arg Gly His Lys Thr Val Thr Tyr Leu Thr Leu 

340 345 350 

Gin Gly Asn Asp Gin Asp Asp Met Phe Pro Ala Leu Cys Glu Val Leu 

355 360 365 

Arg His Pro Glu Cys. Asn Leu Arg Tyr Leu Gly Leu Val Ser Cys Ser 

370 375 380 

Ala Thr Thr Gin Gin Trp Ala Asp Leu Ser Leu Ala Leu Glu Val Asn 
385 390 395 400 

Gin Ser Leu Thr Cys Val Asn Leu Ser Asp Asn Glu Leu Leu Asp Glu 

405 410 415 

Gly Ala Lys Leu Leu Tyr Thr Thr Leu Arg His Pro Lys Cys Phe Leu 

420 425 430 

Gin Arg Leu Ser Leu Glu Asn Cys His Leu Thr Glu Ala Asn Cys Lys 

435 440 445 

Asp Leu Ala Ala Val Leu Val Val Ser Arg Glu Leu Thr His Leu Cys 

450 455 460 

Leu Ala Lys Asn Pro He Gly Asn Thr Gly Val Lys Phe Leu Cys Glu 
465 470 475 480 

Gly Leu Arg Tyr Pro Glu Cys Lys Leu Gin Thr Leu Val Leu Trp Asn 

485 490 495 

Cys Asp He Thr Ser Asp Gly Cys Cys Asp Leu Thr Lys Leu Leu Gin 

500 505 510 

Glu Lys Ser Ser Leu Leu Cys Leu Asp Leu Gly Leu Asn His He Gly 

515 520 525 

Val Lys Gly Met Lys Phe Leu Cys Glu Ala Leu Arg Lys Pro Leu Cys 

530 535 540 

Asn Leu Arg Cys Leu Trp Leu Trp Gly Cys Ser He Pro Pro Phe Ser 
545 550 555 560 

Cys Glu Asp Val Cys Ser Ala Leu Ser Cys Asn Gin Ser Leu Val Thr 
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565 570 575 

Leu Asp Leu Gly Gin Asn Pro Leu Gly Ser Ser Gly Val Lys Met Leu 

580 585 590 

Phe Glu Thr Leu Thr Cys Ser Ser Gly Thr Leu Arg Thr Leu Arg Leu 

595 600 605 

Lys lie Asp Asp Phe Asn Asp Glu Leu Asn Lys Leu Leu Glu Glu lie 

610 615 620 

Glu Glu Lys Asn Pro Gin Leu lie lie Asp Thr Glu Lys His His Pro 
625 630 635 640 

Trp Glu Glu Arg Pro Ser Ser His Asp Phe Met lie 
645 650 

<210> 4381 
<211> 1638 
<212> DNA 

<213> Homo sapiens 
<400> 4381 

nnagagcccg gggcgagtgg gcctctgctc gtgggtggtt ctcgtggagg tcagctcccg 
60 

cgtgtctccg ctcgacaggg tgcttgggca gagcccatcg ggtaggcgcg ggccatggcg 
120 

cagtacaagg gcaccatgcg cgaggcaggc cgtgccatgc acctcctcaa gaagcgcgaa 
180 

aggcagcggg agcagatgga ggtgctgaag cagcgcatcg ccgaggagac catcctcaag 
240 

tcgcaggtgg acaagaggtt ctcggcgcat tacgacgccg tggaggccga gctgaagtcc 
300 

agcgcggtgg gcctggtgac cctgaacgac atgaaggccc ggcaggaggc cc tggtcagg 
360 

gagcgcgagc ggcagctggc caagcgccag cacctggagg agcagcggct gcagcaggag 
420 

cggcagcggg agcaggagca gcggcgcgag cgcaagcgta agatctcctg cctgtccttt 
480 

gcactagacg acctcgatga ccaggccgac gcggccgagg ccaggcgcgc cggaaacctg 
540 

ggcaagaacc ccgacgtgga caccagcttc ctgccagacc gcgaccgcga ggaggaggag 
600 

aaccggctcc gagaggagct gcgccaagag tgggaggcgc agcgcgagaa agtgaaggac 
660 

gaggagatgg aggtcacctt cagctactgg gacggctcgg gccaccggcg cacggtgcgg 
720 

gtgcgcaagg gcaacacggt gcagcagttc ctgaagaagg cgctgcaggg gctgcgcaag 
780 

gacttcctgg agctgcgctc cgccggcgtg gagcagctca tgttcatcaa ggaggacctc 
840 

atcctgccgc actaccacac cttctacgac ttcatcatcg ccagggcgag gggcaagagc 
900 

gggccgctct tcagcttcga tgtgcacgat gacgtgcgcc tgctcagcga cgccaccatg 
960 

gagaaggacg agtcgcacgc gggcaaggtg gtgctgcgca gctggtacga gaagaacaag 
1020 

cacatcttcc ccgccagccg ctgggaggcc tatgaccccg agaagaagtg ggacaagtac 
1080 
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accatccgct 
1140 

ctaggcccca 
1200 

aagacagagg 
1260 

gcttggttgg 
1320 

ctgagctgta 
1380 

cattttttac 
1440 

ccgacacagc 
1500 

agtttggtca 
1560 

attaagtgaa 
1620 

aaaaaaaaaa 
1638 



aacacccgcc 
tcaccagtca 
gttctcatga 
tcttttctga 
ttgaaaccat 
ctggtggtta 
ctcctccttg 
cctgtaaaag 
ttaatatttg 
aaaaaaaa 



tgccagagcg 
cttgatttcg 
ttcacattgg 
gtattttagt 
gactgggccc 
tgagcatgga 
ctgtgtagtt 
gaaataacaa 
taaaacgctt 



gaaaccgggg 
tgaccttgat 
ttgtgctatt 
gttgccacct 
actgtcagac 
cttgggggcc 
ttgggtaagc 
gagcacttac 
agctcttaat 



gtggggggag 
ttcttccccc 
gctgatgtta 
ggatttgctg 
agaaattaga 
acagtgactg 
ttattaaacc 
tttataagat 
aaatgtttct 



acactcattt 
aaatttaata 
tgctttggtt 
cattgctctg 
ataggaggca 
agtttgattc 
cccatgcctc 
tgatgtgagt 
gttgttatta 



<210> 4382 

<211> 325 

<212> PRT 

<213> Homo sapiens 



<400> 4382 
Met Ala Gin Tyr 
1 

Leu Leu Lys Lys 
20 

Gin Arg lie Ala 
35 

Phe Ser Ala His 
50 

Val Gly Leu Val 
65 

Val Arg Glu Arg 

Gin Arg Leu Gin 
100 

Arg Lys Arg Lys 
115 

Asp Gin Ala Asp 
130 

Asn Pro Asp Val 
14 5 

Glu Glu Asn Arg 

Arg Glu Lys Val 
180 

Asp Gly Ser Gly 
195 

Val Gin Gin Phe 



Lys Gly Thr Met 
5 

Arg Glu Arg Gin 

Glu Glu Thr lie 
40 

Tyr Asp Ala Val 
55 

Thr Leu Asn Asp 
70 

Glu Arg Gin Leu 
85 

Gin Glu Arg Gin 

lie Ser Cys Leu 
120 

Ala Ala Glu Ala 
135 

Asp Thr Ser Phe 
150 

Leu Arg Glu Glu 
165 

Lys Asp Glu Glu 

His Arg Arg Thr 
200 

Leu Lys Lys Ala 



Arg Glu Ala Gly 
10 

Arg Glu Gin Met 
25 

Leu Lys Ser Gin 

Glu Ala Glu Leu 
60 

Met Lys Ala Arg 

75 

Ala Lys Arg Gin 
90 

Arg Glu Gin Glu 
105 

Ser Phe Ala Leu 

Arg Arg Ala Gly 
140 

Leu Pro Asp Arg 
155 

Leu Arg Gin Glu 
170 

Met Glu Val Thr 
185 

Val Arg Val Arg 
Leu Gin Gly Leu 



Arg Ala Met His 
15 

Glu Val Leu Lys 
30 

Val Asp Lys Arg 
45 

Lys Ser Ser Ala 

Gin Glu Ala Leu 
80 

His Leu Glu Glu 
95 

Gin Arg Arg Glu 
110 

Asp Asp Leu Asp 
125 

Asn Leu Gly Lys 

Asp Arg Glu Glu 
160 

Trp Glu Ala Gin 
175 

Phe Ser Tyr Trp 
190 

Lys Gly Asn Thr 
205 

Arg Lys Asp Phe 
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210 215 220 

Leu Glu Leu Arg Ser- Ala Gly Val Glu Gin Leu Met Phe lie Lys Glu 
225 230 235 240 

Asp Leu lie Leu Pro His Tyr His Thr Phe Tyr Asp Phe lie lie Ala 

F 245 250 255 

Arq Ala Arg Gly Lys Ser Gly Pro Leu Phe Ser Phe Asp Val His Asp 

260 265 270 

Asp Val Arg Leu Leu Ser Asp Ala Thr Met Glu Lys Asp Glu Ser His 

^ 275 2B0 2B5 

Ala Gly Lys Val Val Leu Arg Ser Trp Tyr Glu Lys Asn Lys His lie 

290 295 300 

Phe Pro Ala Ser Arg Trp Glu Ala Tyr Asp Pro Glu Lys Lys Trp Asp 
305 310 315 320 

Lys Tyr Thr He Arg 
325 

<210> 4383 
<211> 419 
<212> DNA. 

<213> Homo sapiens 

<400> 4383 ,_ . 

cgagatctgg cgtgttttat acagtttgaa aatgtcaaca tttactatgg gactcagcat 

aaaatgaaat ataaagcgcc cactgactat tgctttgttt taaagcaccc ccaaattcag 
120 
aag 
180 
gtc 
240 

gtg 

300 

cca 
360 
cag 
419 



120 

aaggagtccc agtatatcaa gtatctctgc tgtgatgaca caagaaccct taaccagtgg 
180 

gtcatgggaa tacggatagc caagtatggg aagactctct atgataacta ccagcgggct 

240 

gtggcaaagg ctggacttgc ctctcggtgg acaaacttgg ggacagtcaa tgcagctgca 
ccagctcagc catttacagg acctaaaaca ggcaccaccc agcccaatgg acagattccc 
caggctacac atttcttcag tgctgttctc caagaagccc agagacatgc tgaaaactn 



<210> 4384 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 4384 



<400> 4384 _ 
Arg Asp Leu Ala Cys Phe lie Gin Phe Glu Asn Val Asn lie Tyr Tyr 

5 10 15 

Gly Thr Gin His Lys Met Lys Tyr Lys Ala Pro Thr Asp Tyr Cys Phe 

20 25 30 

Val Leu Lys His Pro Gin He Gin Lys Glu Ser Gin Tyr lie Lys Tyr 

35 40 45 

Leu Cys Cys Asp Asp Thr Arg Thr Leu Asn Gin Trp val Met Gly He 

50 55 6° 

Arg He Ala Lys Tyr Gly Lys Thr Leu Tyr Asp Asn Tyr Gin Arg Ala 

111 Ala Lys Ala Gly Leu Ala Ser Arg Trp Thr Asn Leu Gly Thr Val 
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85 90 95 

Asn Ala Ala Ala Pro Ala Gin Pro Phe Thr Gly Pro Lys Thr Gly Thr 

100 105 110 

Thr Gin Pro Asn Gly Gin He Pro Gin Ala Thr His Phe Phe Ser Ala 

115 120 125 

Val Leu Gin Glu Ala Gin Arg His Ala Glu Asn 
130 135 

<210> 4385 

<211> 754 

<212> DNA 

<213> Homo sapiens 

<400> 4385 

ntttagagga gggtctgggc tagtttattt tctctctgga ggggtcttca gggagagcag 
60 

tcccggctgc tcaagcgggt gggaaggagc ggccactctt gctgaaaggt ggctgggaga 
120 

ggtcctggtc agagtcggag tcagagtccc aggaggggag tggagggctc aggcactggt 
180 

gccccttgtg gcctcttagg ctcgaggcct tgggacaggc ccccgagcac aaagtgaggc 
240 

tgtctatgga gttctgcagc acgtgcacag cagaccatat atcactcagt tccttctgga 
300 

ggtcatcctt ccagcagcca ctggctccct gcggtatctc ttcagtctcc ggacaggcgg 
360 

ctgtctcatg accctgctgc ttcatcttgg tcaggatttt gcggcatttc acctgcgttt 
420 

tctgcatttt ctgaatgttc accaagttct ctgagatctc atcctcctgc gcttcttcaa 
480 

gctgctgaat cttgatttgc tgcaagcagc tctccttctc caacatggtc actgagtggt 
540 

tcaggaactc gaaagccttg gtctgggcct gtaactggct cttgagtgac ccaagttcac 
600 

atcgcaggag cttctgggag tcgggaatca tcacaatggt cttggctttg actttggaag 
660 

agctggtctc caagggcttc acataccacc tgttcatgct ctcccatcag ggaccacgaa 
720 

gaaagtcctc agctgtgacg ctgaagtttg atca 
754 

<210> 4386 

<211> 85 

<212> PRT 

<213> Homo sapiens 

<400> 4386 

Gly Cys Leu Trp Ser Ser Ala Ala Arg Ala Gin Gin Thr He Tyr His 

15 10 15 

Ser Val Pro Ser Gly Gly His Pro Ser Ser Ser His Trp Leu Pro Ala 

20 25 30 

Val Ser Leu Gin Ser Pro Asp Arg Arg Leu Ser His Asp Pro Ala Ala 

35 40 45 

Ser Ser Trp Ser Gly Phe Cys Gly He Ser Pro Ala Phe Ser Ala Phe 
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50 55 60 

Ser Glu Cys Ser Pro Ser Ser Leu Arg Ser His Pro Pro Ala Leu Leu 
65 70 75 80 

Gin Ala Ala Glu Ser 
85 

<210> 4387 
<211> 341 
<212> DNA 

<213> Homo sapiens 
<400> 4387 

ggggggggcc ttcccatctt tttccctttt atgggggggg ggtttttcaa aaaaaaaggg 
60 

gggccccccc aaaagggggg ggggggaagg gggtcttccc accccaaaaa accccccccc 
120 

ccccccgggn gggggggaag gggggggggg tttttccccc ctcccccccc ccctaaaaaa 

180 

aaaacccgga aaattttttt tccccccccc ccaaaaaaaa aaaaaaaacc ggggggcccc 
cctttttttg gggggggggg tttttttttt tttttttttt tttttttttt ttttttttac 

300 

aaaacagaga atgtttattg tgccagaggg tggagtgtgc n 
341 

<210> 4388 
<211> 113 
<212> PRT 

<213> Homo sapiens 

<:400> 4388 
Gly Gly Gly Leu Pro 

1 5 
Lys Lys Lys Gly Gly 
20 

Ser His Pro Lys Lys 
35 

Gly Gly Phe Phe Pro 
50 

lie Phe Phe Pro Pre 
65 ? 
Pro Phe Phe Gly Gly 
85 

Phe Phe Phe Tyr Lys 
100 

Val 



lie 


Phe 


Phe 


Pro 


Phe 


Met 


Gly 


Gly Gly Phe 


Phe 










10 






15 




Pro 


Pro 


Gin 


Lys 


Gly Gly Gly 


Gly Arg Gly 


Phe 








25 








30 




Pro 


Pro 


Pro 


Pro 


Pro 


Gly 


Xaa 


Gly Gly Arg 


Gly 






40 










45 




Pro 


Pro 


Pro 


Pro 


Pro 


Lys 


Lys 


Lys Thr Arg 


Lys 




55 










60 






Pro 


Pro 


Lys 


Lys 


Lys 


Lys 


Lys 


Pro Gly Gly 


Pro 


70 










75 






80 


Gly Gly 


Phe 


Phe 


Phe 


Phe 


Phe 


Phe Phe Phe 


Phe 










90 






95 




Thr 


Glu 


Asn 


Val 


Tyr 


Cys 


Ala 


Arg Gly Trp 


Ser 








105 








110 





<210> 4389 
<211> 1895 
<212> DNA 

<213> Homo sapiens 
<400> 4389 
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nggtgttttg cgggctgccg tacagcgaag agcgcgtgct gaagagttgc gcgtggcgtg 
60 

gctgccgagg gccgcgcggt gtacgtggtg gacgacgcag ctgtcctggg cgcagaggac 
120 

ccagcggtgt acggcgattc tgcccgtgag aaggcattgc gtggagctct gcgagcctcc 
180 

gtggaacgac gcctgagtcg ccacgacgtc gtcatcctgg actcgcttaa ctacatcaaa 
240 

ggtttccgtt acgagctcta ctgcctggca cgggcggcgc gcaccccgct ctgcctggtc 
300 

tactgcgtac ggcccggcgg cccgatcgcg ggacctcagg tggcgggcgc gaacgagaac 
360 

cctggccgga acgtcagtgt gagttggcgg ccacgcgctg aggaggacgg gagagcccag 
420 

gcggcgggca gcagcgtcct cagggaactg catactgcgg actctgtagt aaatggaagt 
480 

gcccaggccg acgtacccaa ggaactggag cgagaagaat ccggggctgc ggagtctcca 
540 

gctcttgtga ctccggattc agagaaatct gcaaagcatg ggtccggtgc cttttactct 
600 

cccgaactcc tggaggccct aacgctgcgc tttgaggctc ccgattctcg gaatcgctgg 
660 

gaccggcctt tattcacttt ggtgggcata gaggagccgt tgcccccggc ggggatccgc 
720 

tctgccctgt ttgagaaccg ggccccacca ccccatcagt ctacgcagtc ccagcccctc 
780 

gcctccggca gctttctgca ccagttggac caggtcacga gtcaagtact ggccggattg 
840 

atggaagcgc agaagagcgc tgtccccggg gacttgctca cgcttcctgg taccacagag 
900 

cacttgcggt ttacccggcc cttgaccatg gcagaactga gtcgccttcg tcgccagttt 
960 

atttcgtaca ctaaaatgca tcccaacaat gagaacttgc cgcaactggc caacatgttt 
1020 

cttcagtatt tgagccagag cctgcactaa ccagaggagg taggggggaa gccatggctt 
1080 

ctgatctcca ctccacttta tttctctggg aaaaataggc tgcaggtctc cagagcatat 
1140 

cgatgcagta ctgtactaga gctgttgtga ctgattcact caaactttcc tgcatacccc 
1200 

tgtgccaggc cttgggttta cagcataagt tcagactaaa gagaatggag aactattgtg 
1260 

gtgcaacctg gcaaatccct cagaggacag agctaaggtg gacagggatt acctagattg 
1320 

gatcctactt gggctatcac agagcattga ccattggctt ccctcatctg aggcgtggga 
1380 

gagcagactg gatagatgag aattgtttta aaacaattgt gaacagaaac tgaagatggt 
1440 

acagttctac atctgcacct gccctttttt cataccacaa aagtattttt tgagtactgt 
1500 

actgactttt tgctagtttc tattctggga ccgagttcac agataaatcc attggtttgt 
1560 

atccttgaga aactttgttt ttgtggaagt aagaaagtta tctactagat tatttcctct 
1620 
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aataaaatct tttaaaatag 
1680 

tcatgtaaca ttttaggtat 
1740 

tagttctgag agagtagatg 
1800 

gtaactgttt tgcttcattc 
1860 

tcttcattga tttcattgaa 
1895 



tctactggaa tctctttcac 
acttgtcatt gttctgcctt 
ttttgagcta ctctacagta 
tgcatttcaa ggcaaatatc 
caaatggtag gtacc 



ttaatgttcc ctgtgtaact 
taagtgaagt agtattttga 
attatattat gacaatttcc 
attgtaagct tgtctttcat 



<210> 4390 
<211> 335 
<212> PRT 

<213> Homo sapiens 



<400> 4390 
Arg Val Ala Arg 
1 

Asp Asp Ala Ala 
20 

Ser Ala Arg Glu 
35 

Arg Arg Leu Ser 
50 

lie Lys Gly Phe 
65 

Thr Pro Leu Cys 

Gly Pro Gin Val 
100 

Val Ser Trp Arg 
115 

Gly Ser Ser Val 
130 

Gly Ser Ala Gin 
145 

Gly Ala Ala Glu 

Ala Lys His Gly 
180 

Leu Thr Leu Arg 
195 

Pro Leu Phe Thr 
210 

lie Arg Ser Ala 
225 

Thr Gin Ser Gin 

Gin Val Thr Ser 
260 

Ala Val Pro Gly 
275 

Arg Phe Thr Arg 



Gly Val Ala Ala 
5 

Val Leu Gly Ala 

Lys Ala Leu Arg 
40 

Arg His Asp Val 
55 

Arg Tyr Glu Leu 
70 

Leu Val Tyr Cys 
85 

Ala Gly Ala Asn 

Pro Arg Ala Glu 
120 

Leu Arg Glu Leu 
135 

Ala Asp Val Pro 
150 

Ser Pro Ala Leu 
165 

Ser Gly Ala Phe 

Phe Glu Ala Pro 
200 

Leu Val Gly He 
215 

Leu Phe Glu Asn 
230 

Pro Leu Ala Ser 
245 

Gin Val Leu Ala 

Asp Leu Leu Thr 
280 

Pro Leu Thr Met 



Glu Gly Arg Ala 
10 

Glu Asp Pro Ala 
25 

Gly Ala Leu Arg 

Val He Leu Asp 
60 

Tyr Cys Leu Ala 
75 

Val Arg Pro Gly 
90 

Glu Asn Pro Gly 
105 

Glu Asp Gly Arg 

His Thr Ala Asp 
140 

Lys Glu Leu Glu 
155 

Val Thr Pro Asp 
170 

Tyr Ser Pro Glu 
185 

Asp Ser Arg Asn 

Glu Glu Pro Leu 
220 

Arg Ala Pro Pro 
235 

Gly Ser Phe Leu 
250 

Gly Leu Met Glu 
265 

Leu Pro Gly Thr 
Ala Glu Leu Ser 



Val Tyr Val Val 
15 

Val Tyr Gly Asp 
30 

Ala Ser Val Glu 
45 

Ser Leu Asn Tyr 

Arg Ala Ala Arg 
80 

Gly Pro He Ala 
95 

Arg Asn Val Ser 
110 

Ala Gin Ala Ala 
125 

Ser Val Val Asn 

Arg Glu Glu Ser 
160 

Ser Glu Lys Ser 
175 

Leu Leu Glu Ala 
190 

Arg Trp Asp Arg 
205 

Pro Pro Ala Gly 

Pro His Gin Ser 
240 

His Gin Leu Asp 
255 

Ala Gin Lys Ser 
270 

Thr Glu His Leu 
285 

Arg Leu Arg Arg 
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290 295 300 

Gin Phe He Ser Tyr Thr Lys Met His Pro Asn Asn Glu Asn Leu Pro 
305 310 315 320 

Gin Leu Ala Asn Met Phe Leu Gin Tyr Leu Ser Gin Ser Leu His 
325 330 335 

<210> 4391 

<211> 988 

<212> DKA 

<213> Homo sapiens 

<400> 4391 

nagcccttct cctggcccca tggagcctcc ccacgagccc aggggcatcc gagcatgggc 
60 

ggcccaatgc agagggtgac gcctcctcgt ggcatggcca gcgtggggcc ccagagctat 
120 

ggaggtggca tgcgaccccc acccaactcc ctcgccggcc caggcctgcc tgccatgaac 
180 

atgggcccag gagttcgtgg cccgtgggcc agccccagtg gaaactcgat cccctactcc 
240 

tcctcatccc ccggcagcta caccggaccc ccaggaggag gtgggccccc tggaacaccc 
300 

atcatgccta gccctggaga ttccaccaac tccagcgaaa acatgtacac tatcatgaac 
360 

cccatcgggc agggcgccgg cagggctaat ttcccgctcg gccctggccc ggagggcccc 
420 

atggccgcca tgagcgcgat ggagcctcac cacgtgaacg gatccctggg ctcgggcgac 
480 

atggacgggt tgccgaagag ttcccccggc gccgtggccg gcctgagcaa cgccccgggc 
540 

accccgcggg acgacggcga gatggcggcc gccgggacct tcctgcaccc gttcccgagc 
600 

gaaagctact cgccagggat gaccatgagc gtgtgatggg gcggcagccc cgggcctctc 
660 

tgcgggccta ggcttctgcc cagcgcccct gctcagggcg aggggctgag gtcacacctc 
720 

gggcacctgg actcctggcc aatcaaggct tgcccagctg ggaggcccca cacgaaagac 
780 

tcttaccatt ttattaaaaa cgcaaggacc tcagagacgt tcttttctgt atggaccctt 
840 

cctgccattt gtattttgtc ccagagagaa aggctctttg gggggcccct ctccccagga 
900 

cgtcaggggg tggggcccat aaataaatgg aagctggttt tggtttttgg taaaaaaaaa 
960 

aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
98B 

<210> 4392 
<211> 211 
<212> PRT 

<213> Homo sapiens 
<400> 4392 

Xaa Pro Phe Ser Trp Pro His Gly Ala Ser Pro Arg Ala Gin Gly His 
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1 

Pro Ser Met Gly 
20 

Ala Ser Val Gly 
35 

Asn Ser Leu Ala 
50 

Val Arg Gly Pro 
65 

Ser Ser Ser Pro 

Pro Gly Thr Pro 
100 

Glu Asn Met Tyr 
115 

Ala Asn Phe Pro 
130 

Ser Ala Met Glu 
145 

Met Asp Gly Leu 

Asn Ala Pro Gly 
180 

Thr Phe Leu His 
195 

Met Ser Val 
210 



5 

Gly Pro Met Gin 

Pro Gin Ser Tyr 
40 

Gly Pro Gly Leu 
55 

Trp Ala Ser Pro 
70 

Gly Ser Tyr Thr 
85 

He Met Pro Ser 

Thr He Met Asn 
120 

Leu Gly Pro Gly 
135 

Pro His His Val 
150 

Pro Lys Ser Ser 
1S5 

Thr Pro Arg Asp 

Pro Phe Pro Ser 
200 



10 

Arg Val Thr Pro 
25 

Gly Gly Gly Met 

Pro Ala Met Asn 
60 

Ser Gly Asn Ser 
75 

Gly Pro Pro Gly 
90 

Pro Gly Asp Ser 
105 

Pro He Gly Gin 

Pro Glu Gly Pro 
140 

Asn Gly Ser Leu 
155 

Pro Gly Ala Val 
170 

Asp Gly Glu Met 
185 

Glu Ser Tyr Ser 



15 

Pro Arg Gly Met 
30 

Arg Pro Pro Pro 
45 

Met Gly Pro Gly 

He Pro Tyr Ser 
80 

Gly Gly Gly Pro 
95 

Thr Asn Ser Ser 
110 

Gly Ala Gly Arg 
125 

Met Ala Ala Met 

Gly Ser Gly Asp 
160 

Ala Gly Leu Ser 
175 

A2a Ala Ala Gly 
190 

Pro Gly Met Thr 
205 



<210> 4393 

<211> 2171 

<212> DNA 

<213> Homo sapiens 



<400> 4393 ^ 

gaggccaccc gccccggggc ctgggctcgc tgtggactcg tcatggcgac cgagcagagg 
60 

cctttccacc tggtggtgtt cggcgcgtct ggcttcaccg gccagttcgt gaccgaggag 
120 

gtggcccggg agcaggtgga cccggagcgg agctcccctg ccctgggcgt ggcgggccgc 
180 

tcccgggaga agctgcagcg ggtgctggag aaggcggccc tgaagctggg aagaccaaca 
240 

ctgtcatctg aagttggaat catcatctgt gatattgcta atccagcctc gcttgatgaa 
300 

atggctaaac aggcaacagt tgtcctcaat tgcgtaggac catatcggtt ttatggagaa 
360 

cctgtaataa aagcatgtat tgaaaatgga gccagttgta tcgacatcag tggagaacct 

420 

cagtttctgg aactaatgca actgaagtat catgagaaag ctgcagacaa aggggtttat 
480 

atcattggaa gcagcggctt tgactccatt ccagcagatc tgggagtaat atataccaga 
540 

aataaaatga atggtacttt gactgctgtg gaaagtttcc tgactataca ttcaggacct 
600 
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gaggggttga gcattcatga tggtacctgg aagtcagcaa tttatggttt tggagatcag 
660 

agtaatttga gaaaactaag aaatgtatca aatctgaaac ctgtcccgct cattggtcca 
720 

aaattgaaga gaaggtggcc aatttcttat tgtcgggaac tcaaaggtta ttccattcct 
780 

tttatgggat ctgatgtgtc tgttgtaagg aggactcaac gttacttgta tgaaaattta 

840 

gaggaatcac cagttcagta tgctgcgtat gtaactgtgg gaggcatcac ctctgttatt 
900 

aagctgatgt ttgcaggact tttctttttg ttctttgtga ggtttggaat tggaaggcaa 
960 

cttctcataa aattcccatg gttcttctcc tttggctatt tttcaaaaca aggcccaaca 
1020 

caaaaacaga ttgatgctgc ctcattcacg ctgacattct ttggtcaagg atacagccaa 
1080 

ggcactggta cagataagaa caaaccaaat atcaaaattt gtactcaggt gaaaggacca 
1140 

gaggctggct atgtggctac ccccacagct atggttcagg cagccatgac tcttctaagt 
1200 

gatgcttctc atctgcctaa ggcgggcggg gtcttcacac ctggagcagc tttttccaaa 
1260 

acaaagttga ttgacagact caacaaacac ggtattgagt ttagtgttat tagcagctct 

1320 _ 
gaagtctaaa cactggaaga attaactgaa gtcataacgt gcgtgaatta acagcttctc 

1380 

tatttgatat ttgaaattct tctgtaagcc tgtctgagtg tatgtggaaa cgattgtcaa 
1440 

atctaaaata tctatatatt aaaaagtagg aaattgtcct agcttaccct aaatttcaaa 
1500 

tctgagttga ttttgtgatt ttattgctta taacagagaa ctcatatttg acatattttt 
1560 

ttcattgatg tgttcctggt agattttcac gaatgagctg gcaggtctaa tgggggaggc 
1620 

ggcgtcccag tctgtgttgc agcagcattc tcatcggggg tgcgcacacc atcgttactg 
1680 

tcgggcagta actgccgctt gccttgccgc agtaggaggg aaatctcacc ttccttccac 
1740 

atac tgtctt gagcctttgc taaattaaac tgcacttttt gctgtttttg cctagttttt 
1800 

cgccaatcta cactgatttt ggactgttac ctaagttgaa aaataaaagg ttgtcaatcg 
1860 

aatggtggtt taatgtttgg acctgccgat gtatttgtat agtggtagaa acatgctgct 
1920 

taagtggcct aacctgtttc ttgccaataa gtaggcttat cattttatct ttacgtaatt 
1980 

ctatatctgt gactaggttt ttaaggatac agcttataag ttgctatcaa ttttcactac 
2040 

ctaagcagaa tttttctcta atttactttt tgtattttaa ctaggtttta catggaagcc 
2100 

ctaaaataag gcaaaagact ttttcttttg taataagcat ataataaaca cgtatataca 
2160 

tagcaaattg a 
2171 
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<210> 4394 
<211> 428 
<212> PRT 

<213> Homo sapiens 
<400> 4394 

Met Ala Thr Glu Gin Arg Pro Phe His Leu Val Val Phe Gly Ala Ser 

15 10 15 

Gly Phe Thr Gly Gin Phe Val Thr Glu Glu Val Ala Arg Glu Gin Val 

20 25 30 

Asp Pro Glu Arg Ser Ser Pro Ala Leu Gly Val Ala Gly Arg Ser Arg 

35 40 45 

Glu Lys Leu Gin Arg Val Leu Glu Lys Ala Ala Leu Lys Leu Gly Arg 

50 55 60 

Pro Thr Leu Ser Ser Glu Val Gly He He He Cys Asp He Ala Asn 
65 70 75 80 

Pro Ala Ser Leu Asp Glu Met Ala Lys Gin Ala Thr Val Val Leu Asn 

85 90 95 

Cys Val Gly Pro Tyr Arg Phe Tyr Gly Glu Pro Val He Lys Ala Cys 

100 105 HO 

He Glu Asn Gly Ala Ser Cys He Asp He Ser Gly Glu Pro Gin Phe 

115 120 125 

Leu Glu Leu Met Gin Leu Lys Tyr His Glu Lys Ala Ala Asp Lys Gly 

130 135 140 

Val Tyr He He Gly Ser Ser Gly Phe Asp Ser He Pro Ala Asp Leu 
145 150 155 160 

Gly Val He Tyr Thr Arg Asn Lys Met Asn Gly Thr Leu Thr Ala Val 

165 1*70 175 

Glu Ser Phe Leu Thr He His Ser Gly Pro Glu Gly Leu Ser He His 

180 185 190 

Asp Gly Thr Trp Lys Ser Ala He Tyr Gly Phe Gly Asp Gin Ser Asn 

195 200 205 

Leu Arg Lys Leu Arg Asn Val Ser Asn Leu Lys Pro Val Pro Leu He 

210 215 220 

Gly Pro Lys Leu Lys Arg Arg Trp Pro He Ser Tyr Cys Arg Glu Leu 
225 230 235 240 

Lys Gly Tyr Ser He Pro Phe Met Gly Ser Asp Val Ser Val Val Arg 

245 250 255 

Arg Thr Gin Arg Tyr Leu Tyr Glu Asn Leu Glu Glu Ser Pro Val Gin 

260 265 270 

Tyr Ala Ala Tyr Val Thr Val Gly Gly He Thr Ser Val He Lys Leu 

275 280 285 

Met Phe Ala Gly Leu Phe Phe Leu Phe Phe Val Arg Phe Gly He Gly 

290 295 300 

Arg Gin Leu Leu He Lys Phe Pro Trp Phe Phe Ser Phe Gly Tyr Phe 
305 310 315 320 

Ser Lys Gin Gly Pro Thr Gin Lys Gin lie Asp Ala Ala Ser Phe Thr 

325 330 335 

Leu Thr Phe Phe Gly Gin Gly Tyr Ser Gin Gly Thr Gly Thr Asp Lys 

340 345 350 

Asn Lys Pro Asn He Lys He Cys Thr Gin Val Lys Gly Pro Glu Ala 

355 360 365 

Gly Tyr Val Ala Thr Pro He Ala Met Val Gin Ala Ala Met Thr Leu 
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370 375 380 

Leu Ser Asp Ala Ser His Leu Pro Lys Ala Gly Gly Val Phe Thr Pro 
385 390 395 400 

Gly Ala Ala Phe Ser Lys Thr Lys Leu He Asp Arg Leu Asn Lys His 

405 410 415 

Gly He Glu Phe Ser Val He Ser Ser Ser Glu Val 
420 425 

<210> 4395 
<211> 1893 
<212> DNA 

<213> Homo sapiens 
<400> 4395 

natgtgtccc caattcttga aggaaaaaga gagctgtggg cttccagggc gactcccttc 
60 

acatccgtgg tatctgtctc tccctgcccc atgccaaggc ccaggaggtg tgaatggctc 
120 

ccttctcctc tgcaggcgct gaggatcacg catcctgtga ctctcccctg tcccccgcca 
180 

ccctctgaac cactggccac catggctact tcaaagttgc ccgtggtgcc tggggaggag 
240 

gaaaacacca tccttatggc caaggaaagg ctggaggccc tgcgcacagc ctttgagccg 
300 

ggtgacctcc cccaggccgc ctctcacctc caggagctgc tggcctccac ggaaagcatc 
360 . 

cgcctggagg tgggcgtcac gggcgagtcg ggcgcgggca agtcctccct catcaatgcc 
420 

ctgcgtggcc tggaggccga ggaccctggc gcggctctca cgggcgtcat ggagaccacg 
480 

atgcaaccgt cgccctatcc acacccacag ttccctgacg tgaccctctg ggacctgcca 
540 

ggagccggct ctccaggctg cccggctgac aagtacctaa agcaggtaga cttcagccgc 
600 

tatgacttct tcctgctggt ctccccccgc cgctgcgggg ccgtcgagac ccgcctggcc 
660 

gctgagatcc tgtgccaggg caagaagttc tactttgtgc gcaccaaggt ggacgaggac 
720 

ctggcggcca cgcgcaccca gcggccgtcg ggcttcagag aggccgctgt cctgcaggag 
780 

atccgagacc accgtgccga gcggctgcgg gaggccggcg tggctgaccc tcgcatcttc 
840 

ctggtgtcca acctctcgcc ggcccgctac gactttccca cgctggtgtc cacctgggag 
900 

cacgacctgc cctcccaccg gcgccacgct ggcctgctgt cgctccccga catctcgctg 
960 

gaggccttgc agaagaagaa ggccatgctt caagagcaag tcctcaagac cgccctggtg 
1020 

ttgggcgtca tccaggccct gccggtccca gggctggcgg ccgcctacga tgatgcgttg 
1080 

ctcatccact cactgcgtgg ctaccaccgc agctttggtc tggacgacga ctcgctggcc 
1140 

aagctggccg agcaggtggg caaacaggca ggtgacctgc gctcggtcat ccgctcccca 
1200 
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ctggccaacg aggtctcgcc tgagactgtc 
1260 

gccatgcggg tggcccgcgc ctttgagagg 
1320 

ggcggcatca gctttggcgc tgtctacacc 
1380 

gaggacgccc agcgtgtccg catcaaggcc 

1440 

agcttggaag tggccagtga caatggcgtg 
1500 

gaggaagccc cactctcaac ctgcaggaag 
1560 

agctggaaga aacacgactc agaagagaaa 
1620 

cccacaaact aagtcttaac aaaatccaaa 
1680 

gtgagggctg cagttgcctg gggggtgggt 
1740 

gggagccggc gtcctgggca gggcaaagga 
1800 

ggtgggccca gggccaacag gggtgtagtg 
1860 

gttggagaca tggatggtgg gcccagggtt 
1893 



ctgcggctct attcccagtc gtccgacggc 
ggcatccctg tgtttgggac gctggtggct 
atgctccagg gctgcctcaa cgagatggct 
ctggaggatg acgagccgca gccggaggtc 
gaaaaggggg gctccgggga gggaggtggg 
ctcggcctcc ttcttaagta cattctggac 
taaagagtgc agccccgccc ccctgcctca 
ttaccaacaa aaaaggccga tgtggtgaat 
gtggagggag cctgtgtccc tggcaggcag 

gggggc act 9 ggg a gggg a g gaggg a gg ca 

aaaggggaca ggagtgccct ggagagggag 
ccc 



<210> 4396 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<400> 4396 

Met Ala Thr Ser Lys Leu Pro Val Val Pro Gly Glu Glu Glu Asn Thr 

15 10 15 

He Leu Met Ala Lys Glu Arg Leu Glu Ala Leu Arg Thr Ala Phe Glu 

20 25 30 

Ser Gly Asp Leu Pro Gin Ala Ala Ser His Leu Gin Glu Leu Leu Ala 

35 40 45 

Ser Thr Glu Ser He Arg Leu Glu Val Gly Val Thr Gly Glu Ser Gly 

50 55 60 

Ala Gly Lys Ser Ser Leu He Asn Ala Leu Arg Gly Leu Glu Ala Glu 
65 70 75 80 

Asp Pro Gly Ala Ala Leu Thr Gly Val Met Glu Thr Thr Met Gin Pro 

85 90 95 

Ser Pro Tyr Pro His Pro Gin Phe Pro Asp Val Thr Leu Trp Asp Leu 

100 105 HO 

Pro Gly Ala Gly Ser Pro Gly Cys Pro Ala Asp Lys Tyr Leu Lys Gin 

115 120 125 

Val Asp Phe Ser Arg Tyr Asp Phe Phe Leu Leu Val Ser Pro Arg Arg 

130 135 140 

Cys Gly Ala Val Glu Thr Arg Leu Ala Ala Glu He Leu Cys Gin Gly 
145 150 155 160 

Lys Lys Phe Tyr Phe Val Arg Thr Lys Val Asp Glu Asp Leu Ala Ala 

165 170 175 

Thr Arg Thr Gin Arg Pro Ser Gly Phe Arg Glu Ala Ala Val Leu Gin 
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180 185 190 

Glu lie Arg Asp His Cys Ala Glu Arg Leu Arg Glu Ala Gly Val Ala 

195 200 205 

Asp Pro Arg lie Phe Leu Val Ser Asn Leu Ser Pro Ala Arg Tyr Asp 

210 215 220 

Phe Pro Thr Leu Val Ser Thr Trp Glu His Asp Leu Pro Ser His Arg 
225 230 235 240 

Arg His Ala Gly Leu Leu Ser Leu Pro Asp He Ser Leu Glu Ala Leu 

245 250 255 

Gin Lys Lys Lys Ala Met Leu Gin Glu Gin Val Leu Lys Thr Ala Leu 

260 265 270 

Val Leu Gly Val He Gin Ala Leu Pro Val Pro Gly Leu Ala Ala Ala 

275 280 285 

Tyr Asp Asp Ala Leu Leu lie His Ser Leu Arg Gly Tyr His Arg Ser 

290 295 300 

Phe Gly Leu Asp Asp Asp Ser Leu Ala Lys Leu Ala Glu Gin Val Gly 
305 310 315 320 

Lys Gin Ala Gly Asp Leu Arg Ser Val He Arg Ser Pro Leu Ala Asn 

325 330 335 

Glu Val Ser Pro Glu Thr Val Leu Arg Leu Tyr Ser Gin Ser Ser Asp 

340 345 350 

Gly Ala Met Arg Val Ala Arg Ala Phe Glu Arg Gly He Pro Val Phe 

355 360 365 

Gly Thr Leu Val Ala Gly Gly He Ser Phe Gly Ala Val Tyr Thr Met 

370 375 380 

Leu Gin Gly Cys Leu Asn Glu Met Ala Glu Asp Ala Gin Arg Val Arg 
385 390 395 400 

He Lys Ala Leu Glu Asp Asp Glu Pro Gin Pro Glu Val Ser Leu Glu 

405 410 415 

Val Ala Ser Asp Asn Gly Val Glu Lys Gly Gly Ser Gly Glu Gly Gly 

420 425 430 

Gly Glu Glu Ala Pro Leu Ser Thr Cys Arg Lys Leu Gly Leu Leu Leu 

435 440 445 

Lys Tyr He Leu Asp Ser Trp Lys Lys His Asp Ser Glu Glu Lys 
450 455 460 

<210> 4397 
<211> 2543 
<212> DNA 

<213> Homo sapiens 
<400> 4397 

nccggccccc gctccgggga gcagagtccg gagcgggatc cgcggcccac aggttgcgag 
60 

gggcggtgtt gaagaatgtg tgggcgaaca tcctgtcact tacctagaga tgttctcacg 
120 

agagcttgcg cctaccagga tcggcggggc cagcagcggc tcccggagtg gagggaccct 
180 

gataagtact gcccctctta caacaagagt cctcaatcca acagcccagt gcttctgtct 
240 

cgactgcact ttgagaagga tgcagactca tctgagcgta tcattgctcc catgcgctgg 
300 

ggcttggtcc cttcttggtt caaagaaagt gatccttcca agctgcagtt caatactacc 
360 



3585 



WO 00/58473 



PCT/USOO/08621 



aactgtcgta gtgataccgt aatggagaaa cggtcattta aggtgcctct gggaaaggga 
420 

agacgctgtg tcgttttagc agatggattc tatgagtggc agcgatgtca gggaacaaac 
480 

cagaggcagc catacttcat ctattttcct caaatcaaga cagagaagtc aggtagcatt 
54 0 

ggtgctgcag atagtcctga gaactgggag aaagtctggg acaactggag gctgctgaca 
600 

atggccggga tctttgactg ctgggagccc ccagagggag gagatgtcct gtattcctat 
660 

accatcatca cagtggattc ctgcaaaggc ttgagtgaca tccaccacag gatgcctgcc 
720 

atattagatg gagaggaggc agtttctaaa tggcttgact ttggtgaagt ctcaactcag 
780 

gaagctctga aattaatcca cccaacagag aacatcacct tccatgcagt ctcttctgtg 
840 

gtgaacaact cgcgaaacaa cactcctgag tgtctggctc ctgtcgactt ggtggtcaaa 
900 

aaggagctca gggcaagtgg cagtagccag aggatgttgc agtggttggc cacaaagtca 
960 

cccaaaaagg aagactcaaa aacacctcaa aaggaagagt cagatgttcc ccagtggtcc 
1020 

agtcagttcc tgcagaagag tccactcccc accaagagag gcactgcagg actcctagag 
1080 

caatggctga agcgggagaa ggaggaggaa cctgtggcca agcgtcctta cagccagtga 
1140 

cacaggactt tcagagacca aggccagggt ctgctgcact gctgttctga taataggttc 
1200 

ttaacattgt atgtatatgt gtttgctttg ggaggaggtg gcactgtgtt agttgacagt 
1260 

tgtgggctca tgtagtcttt tttgccatga gtaggagccc ctagtggggc tggtggacag 
1320 

ctttggaaga ggtgtcctgc tgctgttacc agccatgtgg gccccatagg ggcactgcgc 
1380 

ctgctgccct ttcctggcag ggctggtgga gtcttccctc aaagcatgcc ttacccagct 
1440 

gggaagtctc tgccctgatc tggtactcct tgtagtaagc tgttttctgc tcagccactg 
1500 

ggctctttca cttttttagt tcttaaaaat ttatttttaa gttctaaaat aaaataaaaa 
1B60 

taagttctta aaatttattt ttttcctgaa taaattgtat ttggtaaact tctgcctaca 
1620 

ttttggaaag tgatgctggt ggggaaagtt ctagatctta cttggtttct tctagaatca 
1680 

gtcttcagga atggattttg tcacaaatgg ggcatggggg ctttctgagg aaataactac 
1740 

aagtcttggt ggtgggctcc ttattatgtt tctttttctt tcattcttga tacttggaag 
1800 

tcgtctgaat cctttagctt caaaccagcc tgagtttgag tgcttgccgt agcagaaact 
1860 

atccttacca caggtgggaa ggaaaggacc agtttctagc agtgtcgggc cactcctctt 
1920 

tcgaacatcc ctaagggagg cattcacaaa agctgtccca agcagctgga agaaaacagc 
1980 
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ttccgagatg accaggagga ctgggcggcg 
2040 

gttggcgttg gccgattgct gctggtgggg 
2100 

aatcagggat cagaagatcg gaatttccac 
2160 

gctaatggga gacagcagcg ccacgccaca 
2220 

gagccaggtg gggctcccgc ccagaccctt 
2280 

taaattcctc ttttgagtgc cctcccttcc 
2340 

tacactcagt caccctgcac tgtggaggcg 
2400 

gatttggttg ttttattaag agatttaaaa 
2460 

tgtcatattt gcttccaggt taataaatga 
2520 

aaaaaaaaaa aaaaaaaaaa aaa 
2543 



ccgagcccag aacgctcctg gcgcagcacc 
ggcgggggtg caggccccag tctctatgca 
caatcagcgg gaagcctcgg ccctgtaact 
ggcttttccc ctggtttcgg gaggggtggg 
tcccgaggtc cgccctctcc gccttttctc 
ggttgagagg cgggggttgg cccgtagttg 
ggggcctccc ttgtggactg atttgcgtgg 
aattcagatg acttactagt atgactgttt 
caaaaatgaa aaaaaaaaaa aaaaaaaaaa 



<210> 4398 

<211> 354 

<212> PRT 

<213> Homo sapiens 



<400> 4398 
Met Cys Gly Arg 
1 

Ala Cys Ala Tyr 
20 

Arg Asp Pro Asp 
35 

Asn Ser Pro Val 
50 

Ser Ser Glu Arg 
65 

Trp Phe Lys Glu 

Cys Arg Ser Asp 
100 

Gly Lys Gly Arg 
115 

Gin Arg Cys Gin 
130 

Pro Gin lie Lys 
145 

Pro Glu Asn Trp 

Ala Gly He Phe 
180 

Tyr Ser Tyr Thr 
195 

lie His His Arg 



Thr Ser Cys His 
5 

Gin Asp Arg Arg 

Lys Tyr Cys Pro 
40 

Leu Leu Ser Arg 
55 

He He Ala Pro 
70 

Ser Asp Pro Ser 
85 

Thr Val Met Glu 

Arg Cys Val Val 
120 

Gly Thr Asn Gin 
135 

Thr Glu Lys Ser 
150 

Glu Lys Val Trp 
165 

Asp Cys Trp Glu 

He He Thr Val 
200 

Met Pro Ala He 



Leu Pro Arg Asp 
10 

Gly Gin Gin Arg 
25 

Ser Tyr Asn Lys 

Leu His Phe Glu 
60 

Met Arg Trp Gly 
75 

Lys Leu Gin Phe 
90 

Lys Arg Ser Phe 
105 

Leu Ala Asp Gly 

Arg Gin Pro Tyr 
140 

Gly Ser He Gly 
155 

Asp Asn Trp Arg 
170 

Pro Pro Glu Gly 
185 

Asp Ser Cys Lys 
Leu Asp Gly Glu 



Val Leu Thr Arg 
15 

Leu Pro Glu Trp 
30 

Ser Pro Gin Ser 
45 

Lys Asp Ala Asp 

Leu Val Pro Ser 
80 

Asn Thr Thr Asn 
95 

Lys Val Pro Leu 
110 

Phe Tyr Glu Trp 
125 

Phe He Tyr Phe 

Ala Ala Asp Ser 
160 

Leu Leu Thr Met 
175 

Gly Asp Val Leu 
190 

Gly Leu Ser Asp 
205 

Glu Ala Val Ser 
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210 215 220 

Lvs Trp Leu Asp Phe Gly Glu Val Ser Thr Gin Glu Ala Leu Lys Leu 
225 230 235 240 

He His Pro Thr Glu Asn He Thr Phe His Ala Val Ser Ser Val Val 

245 250 255 

Asn Asn Ser Arg Asn Asn Thr Pro Glu Cys Leu Ala Pro Val Asp Leu 

260 265 270 

val Val Lys Lys Glu Leu Arg Ala Ser Gly Ser Ser Gin Arg Met Leu 

275 260 285 

Gin Trp Leu Ala Thr Lys Ser Pro Lys Lys Glu Asp Ser Lys Thr Pro 

290 295 300 

Gin Lys Glu Glu Ser Asp Val Pro Gin Trp Ser Ser Gin Phe' Leu Gin 
305 310 315 320 

Lys Ser Pro Leu Pro Thr Lys Arg Gly Thr Ala Gly Leu Leu Glu Gin 

325 330 335 

Trp Leu Lys Arg Glu Lys Glu Glu Glu Pro Val Ala Lys Arg Pro Tyr 
340 345 350 

Ser Gin 



<210> 4399 

<211> 723 

<212> DNA 

<213> Homo sapiens 

<400> 4399 

gtgcaccgca tcaagcgcga gtgcgagcgc gacatccgca ggctgatgga tgagatcaaa 
60 

gggaaagacc gtgtgattct ggccttggag aaggaacttg gcgtgcaggc tgggcagacc 
120 

cagaagctgc ttctgcagaa agaggctttg gatgagcagc tggttcaggt caaggaggcc 
180 

gagcggcacc acagtagtcc aaagagagag ctcccgcccg ggatcgggga catggtggag 
240 

ctcatgggcg tccaggatca acatatggac gagcgagatg tgaggcgatt tcaactaaaa 
300 

attgctgaac tgaattcagt gatacggaag ctggaagaca gaaatacgct gttggcagat 
360 

gagaggaatg aactgctgaa acgctcacga gagaccgagg ttcagctgaa gcccctggtg 
420 

gagaagaaca agcggatgaa caagaagaat gaggatctgt tgcagagtat ccagaggatg 
480 

gaggagaaaa tcaagaacct cacgcgggaa aacgtggaaa tgaaagaaaa gctgtcagcg 
540 

caggcgtctc tgaagcggca tacctccttg aatgacctca gcctgacgag ggatgagcag 
600 

gagatcgagt tcctgaggct gcaggtgctg gagcagcagc acgtcattga cgacctctca 
660 

ctggagagag aacggctgtt gcgctccaaa aggcatcgag ggaaaagtct gaaaccgccc 

720 

aag 

723 

<210> 4400 
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<211> 241 
<212> PRT 
<213> Homo sapiens 

<400> 4400 

Val His Arg lie Lys Arg Glu Cys Glu Arg Asp lie Arg Arg Leu Met 

15 10 15 

Asp Glu lie Lys Gly Lys Asp Arg Val He Leu Ala Leu Glu Lys Glu 

20 25 30 

Leu Gly Val Gin Ala Gly Gin Thr Gin Lys Leu Leu Leu Gin Lys Glu 

35 40 45 

Ala Leu Asp Glu Gin Leu Val Gin Val Lys Glu Ala Glu Arg His His 

50 55 60 

Ser Ser Pro Lys Arg Glu Leu Pro Pro Gly lie Gly Asp Met Val Glu 
65 70 75 80 

Leu Met Gly Val Gin Asp Gin His Met Asp Glu Arg Asp Val Arg Arg 

85 90 95 

Phe Gin Leu Lys lie Ala Glu Leu Asn Ser Val lie Arg Lys Leu Glu 

100 105 110 

Asp Arg Asn Thr Leu Leu Ala Asp Glu Arg Asn Glu Leu Leu Lys Arg 

115 120 125 

Ser Arg Glu Thr Glu Val Gin Leu Lys Pro Leu Val Glu Lys Asn Lys 

130 135 140 

Arg Met Asn Lys Lys Asn Glu Asp Leu Leu Gin Ser lie Gin Arg Met 
145 150 155 ' 160 

Glu Glu Lys lie Lys Asn Leu Thr Arg Glu Asn Val Glu Met Lys Glu 

165 170 175 

Lys Leu Ser Ala Gin Ala Ser Leu Lys Arg His Thr Ser Leu Asn Asp 

180 185 190 

Leu Ser Leu Thr Arg Asp Glu Gin Glu lie Glu Phe Leu Arg Leu Gin 

195 200 205 

Val Leu Glu Gin Gin His Val lie Asp Asp Leu Ser Leu Glu Arg Glu 

210 215 220 

Arg Leu Leu Arg Ser Lys Arg His Arg Gly Lys Ser Leu Lys Pro Pro 
225 230 235 240 

Lys 



<210> 4401 

c211> 1131 

<212> DNA 

<213> Homo sapiens 



<400> 4401 

nncccgggta aacctctcta gcccattctc aataaagatt cacatagcta tagcacgact 
60 

atgcccatga tgatgtatca ttttatactt actggaatcc aagccaggct ggtttctaat 
120 

agaaaggtga tccaaggaat cacatgtgag aaaaacagtg ctctagcaaa gggatcctcg 
180 

aatcaaaggc atcgagaata tttttaaata ctaatgcctt tttgctattt ccggggaaag 
240 

gctggattgt gctaccgacg ctcaatatcc atgcaccccg gatctggaag actttgccgg 
300 
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cctgcagatt ggccttaaga gaaggacgga gccacatact gctgacggcc cagaactggc 
360 

agagagaagg ttgccatggc tgctgttgac agtttctacc tcttgtacag ggaaatcgcc 
420 

aggtcttgca attgctatat ggaagctcta gctttggttg gagcctggta tacggccaga 

aaaagcatca ctgtcatctg tgacttttac agcctgatca ggctgcattt tatcccccgc 
540 

ctggggagca gagcagactt gatcaagcag tatggaagat gggccgttgt cagcggtgca 
600 

acagatggga ttggaaaagc ctacgctgaa gagttagcaa gccgaggtct caatataatc 
660 

ctgattagtc ggaacgagga gaagttgcag gttgttgcta aagacatagc cgacacgtac 
720 

aaagtggaaa ctgatattat agttgcggac ttcagcagcg gtcgtgagat ctaccttcca 
780 

attcgagaag ccctgaagga caaagacgtt ggcatcttgg taaataacgt gggtgtgttt 
840 

tatccctacc cgcagtattt cactcagctg tccgaggaca agctctggga catcataaat 
900 

gcgaacattg ccgccgctag tttgatggtc catgttgtgt taccgggaat ggtggagaga 
960 

aagaaaggtg ccatcgtcac gatctcttct gggctcctgc tgcaacccac tcctcagctg 

1020 _ _ 

gctgcatttt ctgcttctaa ggcttattta gaccacttca gcagagcctt gcaatatgaa 

1080 

tatgcctcta aaggaatctt tgtacagagt ctaatncctt tctatgtagc c 
1131 

<210> 4402 
<211> 2S2 
<212> PRT 

<213> Homo sapiens 
<400> 4402 

Met Ala Ala Val Asp Ser Phe Tyr Leu Leu Tyr Arg Glu He Ala Arg 

1 5 10 15 

Ser Cys Asn Cys Tyr Met Glu Ala Leu Ala Leu Val Gly Ala Trp Tyr 

20 25 30 

Thr Ala Arg Lys Ser He Thr Val He Cys Asp Phe Tyr Ser Leu He 

35 40 45 

Arg Leu His Phe He Pro Arg Leu Gly Ser Arg Ala Asp Leu He Lys 

50 55 60 

Gin Tyr Gly Arg Trp Ala Val Val Ser Gly Ala Thr Asp Gly He Gly 
65 70 75 80 

Lys Ala Tyr Ala Glu Glu Leu Ala Ser Arg Gly Leu Asn He He Leu 

85 90 95 

He Ser Arg Asn Glu Glu Lys Leu Gin Val Val Ala Lys Asp He Ala 

100 105 HO 

Asp Thr Tyr Lys Val Glu Thr Asp He He Val Ala Asp Phe Ser Ser 

115 120 I 25 

Gly Arg Glu lie Tyr Leu Pro He Arg Glu Ala Leu Lys Asp Lys Asp 

130 135 140 

Val Gly He Leu Val Asn Asn Val Gly Val Phe Tyr Pro Tyr Pro Gin 
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145 150 155 ISO 

Tvr Phe Thr Gin Leu Ser Glu Asp Lys Leu Trp Asp He He Asn Val 

165 170 175 

Asn He Ala Ala Ala Ser Leu Met Val His Val Val Leu Pro Gly Met 

180 185 190 

Val Glu Arg Lys Lys Gly Ala He Val Thr He Ser Ser Gly Leu Leu 

19S 200 205 

Leu Gin Pro Thr Pro Gin Leu Ala Ala Phe Ser Ala Ser Lys Ala Tyr 

210 215 220 

Leu Asp His Phe Ser Arg Ala Leu Gin Tyr Glu Tyr Ala Ser Lys Gly 
225 230 235 240 

He Phe Val Gin Ser Leu Xaa Pro Phe Tyr Val Ala 
245 250 

<210> 4403 

<211> 4237 

<212> DNA 

<213> Homo sapiens 

<400> 4403 

nggatccaag ccatattgat tgggctgcat tggcccaagc ttggattgcc cacaagagaa 
60 

gcttcaggac agcaaagcat ggtagaacaa ccaccaggaa tgatgccaaa tggacaagat 
120 

atgtctacaa tggaatctgg tccaaacaat catgggaatt tccaagggga ttcaaacttc 
180 

aacagaatgt ggcaaccaga atggggaatg catcagcaac ccccacaccc ccctccagat 
24 0 

cagccatgga tgccaccaac accaggccca atggacattg ttcctccttc tgaagacagc 
300 

aacagtcagg acagtgggga atttgcccct gacaacaggc atatatttaa ccagaacaat 
360 

cacaactttg gtggaccacc cgataatttt gcagtggggc cagtgaacca gtttgactat 
420 

cagcatgggg ctgcttttgg tccaccgcaa ggtggatttc atcctcctta ttggcaacca 
480 

ggacctccag gacctccagc acctccccag aatcgaagag aaaggccatc atcattcagg 
540 

gatcgtcagc gttcacctat tgcacttcct gtgaagcagg agcctccaca aattgacgca 
600 

gtaaaacgca ggactcttcc cgcttggatt cgcgaaggtc ttgaaaaaat ggaacgtgaa 
660 

aagcagaaga aattggagaa agaaagaatg gaacaacaac gttcacaatt gtccaaaaaa 
720 

aaaaaaaagg ccacagaaga tgctgaagga ggggatggcc ctcgtttacc tcagagaagt 
780 

aaatttgata gtgatgagga agaagaagac actgaaaatg ttgaggctgc aagtagtggg 
840 

aaagtcacca gaagtccatc cccagttcct caagaagagc acagtgaccc tgagatgact 
900 

gaagaggaga aagagtatca aatgatgttg ctgacaaaaa tgcttctaac agaaattctg 
960 

ctggatgtca cagatgaaga aatttattac gtagccaaag atgcacaccg caaagcaacg 
1020 
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aaagctcctg caaaacagct ggcacagtcc agtgcactgg cttccctcac tggactcggt 

ggactgggtg gttatggatc aggagacagt gaagatgaga ggagtgacag aggatctgag 

icatctgaca ctgatgatga agaattacgg catcgaatcc ggcaaaaaca ggaagctttt 

Jggagaaaag aaaaagaaca gcagctatta catgataaac agatggaaga agaaaagcag 

caaaeagaaa gggttacaaa agagatgaat gaatttatcc ataaagagca aaatagttta 

Jcactactag aagcaagaga agcagacggt gatgtggtta atgaaaagaa gagaactcca 

aatgaaacca catcagtttt agaaccaaaa aaagagcata aagaaaaaga aaaacaagga 

aggagtaggt cgggaagttc tagtagtggt agttccagta gcaatagcag aactagtagt 

actagtagta ctgtctccag ctcttcatac agttctagct caggtagtag tcgtacttct 

tctcggtctt cctctcctaa aaggaaaaag agacacagta ggagtagatc tccaacaatc 

aaagctagac gtagcaggag tagaagctat tctcgcagaa ttaaaataga gagcaatagg 

gftagggtaa agattagaga tagaaggaga tctaatagaa atagcattga aagagaaaga 

^acgaaatc ggagtccttc ccgagagaga cgtagaagta gaagtcgctc aagggataga 

cgaLcaatc gtgccagtcg cagtaggagt cgagataggc gtaaaattga tgatcaacgt 

ggaaatctta gtgggaacag tcataagcat aaaggtgagg ctaaagaaca agagaggaaa 
1 920 

aaggagagga gtcgaagtat agataaagat aggaaaaaga aagacaaaga aagggaacgt 
1 980 

gaacaggata aaagaaaaga gaaacaaaaa agggaagaaa aagattttaa gttcagtagt 
caggatgata gattaaaaag gaaacgagaa agtgaaagaa cattttctag gagtggttct 
atwctgtta aaaccataag acatgattct agacaggata gtaagaaaag tactaccaaa 
gatagtaaaa aacattcagg ctctgattct agtggaagga gcagttctga gtctccagga 

2220 

agtagcaaag aaaagaaggc taagaagcct aaacatagtc gatcgcgatc cgtggagaaa 

2280 

tctcaaaggt ctggtaagaa ggcaagccgc aaacacaagt ctaagtcccg atcaaggtag 
Jatacttttt aaagtatttt gtctgatttt taaaaaaaat tgactgaatt tattcaaagt 
Jgaaagtgtc etttctctct ctctttaata aactcagttt ggtacttgat aaataatcat 

agtcttaaat gttagaaatc ctatataata ttatttattt aaaattgcag atttttaatt 

2520 

taaaatacat ttttattttt aaattttgtc ttttccctct tttttcagat caacaacccc 
"cccgtcgt aaacgctgag gaatgatgtg gcaagaatgc catgatgttc tttaaaaaaa 
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ttccatgagt tttaagggct tgtctcatta 
2700 

ccagaatctt tttttttttt aatctgtaaa 
2760 

ttacttaata ggatttcttt gtattacgtt 
2820 

tataaacatg ccattctctt tcagctgtaa 
2880 

gatgtcaata aagctcttta gttcattttt 
2940 

ttaatctaag gaacgtactt ctataaaaag 
3000 

aggtaccttc tctcacctcc cccaaagaaa 
3060 

tgtaaattgt acccatggac ttttgccaga 
3120 

gaaatagacc tttacttttc atttggaagt 
3180 

ttttggggat tttcaagtaa tatattctct 
3240 

aatgaaattg ctggaatcaa tcaagccagt 
3300 

tgtgtctgac agtaatagtc aagtctggaa 
3360 

agaagcatct tgaaacactt tttggggtta 
3420 

atttatattt ttaaagtata atatgacctc 
3480 

gtttgtgtca atttcatgac attaaaattg 
3540 

ttagtgagtg gtctaacagt ttaaggcatt 
3600 

agcattttaa ctcagttgct ttagggtcca 
3660 

aatgaatctc tgaaaacaaa tgcttttaca 
3720 

cacagaaaag ttttaaagta tgccttctta 
3780 

agatttttgc caagatcagt gtttcctcaa 
3840 

gctcttgtac ctctacatag attattatat 
3900 

gaaataaatc aactgtgaat aaatgcatgt 
3960 

gttctgatat ttataaagat gacatttcac 
4020 

tatagtttag acatcgatca catctggaga 
4080 

ggcgagctaa cacagtgtac ctaattgcag 
4140 

tgtataacat tttcatatct taaaatgttt 
4200 

aaaataaaat tctacagaaa aaaaaaaaaa 
4237 



tagaggcaca ttgtggctgt gtaggtgaaa 
taggtgtact ttttccaatg ctgctccaag 
tttttcaaaa aatatagtgc ataataagac 
tgttcttaaa attattcttg aatgtactgt 
gttaaactct tgcaccttaa ttttatggtt 
gcagctggaa ttttgtataa caggttttaa 
atggttttta cttaatagtt tgtcaaagtt 
ttccaacttt aagggtatga aagagggcta 
atttgacaac tttctaaact tttcttccta 
gtgtgtataa cgtgtggttc actcctgtaa 
gcaccagtag agttatttgt aaggaacgat 
ctatattcta cagtcaccca cttctgtttt 
tagaaataag actcatgatt atatatattt 
aaatcaatgg aggaatgctg tattatgcag 
tctgattttg tccgtttctt aaaattatga 
gataacttac aagtagagtg gggctctcaa 
tttttttatg taatcactta ctcagtgata 
Ctttaattta aaaagaaaac aggtgcaggc 
ccagcaatag ttcattttaa aaatcatgcc 
catgaagata gaaatagatt tgtatagtgt 
aattttgagc agttacacat ttatctaaag 
ttaccaaaat ggctgtttac agtgcattta 
agaataactt taaaatagtt tgaaattcta 
caaaataaaa tgtgcaatat tttttatgta 
aattatctga ttaatttgta atagataagt 
tttagatcaa tcttgaagtg aaatattttc 
aaaaaaa 
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<210> 4404 
<211> 779 
<212> ?RT 

<213> Homo sapiens 
<400> 4404 

Xaa He Gin Ala He Leu He Gly Leu His Trp Pro Lys Leu Gly Leu 

15 10 15 

Pro Thr Arg Glu Ala Ser Gly Gin Gin Ser Met Val Glu Gin Pro Pro 

20 25 30 

Gly Met Met Pro Asn Gly Gin Asp Met Ser Thr Met Glu Ser Gly Pro 

35 40 45 

Asn Asn His Gly Asn Phe Gin Gly Asp Ser Asn Phe Asn Arg Met Trp 

50 55 60 

Gin Pro Glu Trp Gly Met His Gin Gin Pro Pro His Pro Pro Pro Asp 
65 70 75 80 

Gin Pro Trp Met Pro Pro Thr Pro Gly Pro Met Asp He Val Pro Pro 

85 90 95 

Ser Glu Asp Ser Asn Ser Gin Asp Ser Gly Glu Phe Ala Pro Asp Asn 

100 105 iio 

Arg His He Phe Asn Gin Asn Asn His Asn Phe Gly Gly Pro Pro Asp 

115 120 125 

Asn Phe Ala Val Gly Pro Val Asn Gin Phe Asp Tyr Gin His Gly Ala 

130 135 140 

Ala Phe Gly Pro Pro Gin Gly Gly Phe His Pro Pro Tyr Trp Gin Pro 
145 150 155 160 

Gly Pro Pro Gly Pro Pro Ala Pro Pro Gin Asn Arg Arg Glu Arg Pro 

165 170 175 

Ser Ser Phe Arg Asp Arg Gin Arg Ser Pro He Ala Leu Pro Val Lys 

180 185 190 

Gin Glu Pro Pro Gin He Asp Ala Val Lys Arg Arg Thr Leu Pro Ala 

195 200 205 

Trp He Arg Glu Gly Leu Glu Lys Met Glu Arg Glu Lys Gin Lys Lys 

210 215 220 

Leu Glu Lys Glu Arg Met Glu Gin Gin Arg Ser Gin Leu Ser Lys Lys 
225 230 235 240 

Lys Lys Lys Ala Thr Glu Asp Ala Glu Gly Gly Asp Gly Pro Arg Leu 

245 250 255 

Pro Gin Arg Ser Lys Phe Asp Ser Asp Glu Glu Glu Glu Asp Thr Glu 

260 265 270 

Asn Val Glu Ala Ala Ser Ser Gly Lys Val Thr Arg Ser Pro Ser Pro 

275 ' 280 285 

Val Pro Gin Glu Glu His Ser Asp Pro Glu Met Thr Glu Glu Glu Lys 

290 295 300 

Glu Tyr Gin Met Met Leu Leu Thr Lys Met Leu Leu Thr Glu lie Leu 
305 310 315 320 

Leu Asp Val Thr Asp Glu Glu He Tyr Tyr Val Ala Lys Asp Ala His 

325 330 335 

Arg Lys Ala Thr Lys Ala Pro Ala Lys Gin Leu Ala Gin Ser Ser Ala 

340 345 350 

Leu Ala Ser Leu Thr Gly Leu Gly Gly Leu Gly Gly Tyr Gly Ser Gly 

355 360 365 

Asp Ser Glu Asp Glu Arg Ser Asp Arg Gly Ser Glu Ser Ser Asp Thr 
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370 375 380 

Asp Asp Glu Glu Leu Arg His Arg lie Arg Gin Lys Gin Glu Ala Phe 
385 390 395 400 

Trp Arg Lys Glu Lys Glu Gin Gin Leu Leu His Asp Lys Gin Met Glu 

405 410 415 

Glu Glu Lys Gin Gin Thr Glu Arg Val Thr Lys Glu Met Asn Glu Phe 

420 425 430 

He His Lys Glu Gin Asn Ser Leu Ser Leu Leu Glu Ala Arg Glu Ala 

435 440 445 

Asp Gly Asp Val Val Asn Glu Lys Lys Arg Thr Pro Asn Glu Thr Thr 

450 455 460 

Ser Val Leu Glu Pro Lys Lys Glu His Lys Glu Lys Glu Lys Gin Gly 
465 470 475 480 

Arg Ser Arg Ser Gly Ser Ser Ser Ser Gly Ser Ser Ser Ser Asn Ser 

485 490 495 

Arg Thr Ser Ser Thr Ser Ser Thr Val Ser Ser Ser Ser Tyr Ser Ser 

500 505 510 

Ser Ser Gly Ser Ser Arg Thr Ser Ser Arg Ser Ser Ser Pro Lys Arg 

515 520 525 

Lys Lys Arg His Ser Arg Ser Arg Ser Pro Thr He Lys Ala Arg Arg 

530 535 540 

Ser Arg Ser Arg Ser Tyr Ser Arg Arg He Lys He Glu Ser Asn Arg 
545 550 555 560 

Ala Arg Val Lys He Arg Asp Arg Arg Arg Ser Asn Arg Asn Ser He 

565 570 575 

Glu Arg Glu Arg Arg Arg Asn Arg Ser Pro Ser Arg Glu Arg Arg Arg 

580 585 590 

Ser Arg Ser Arg Ser Arg Asp Arg Arg Thr Asn Arg Ala Ser Arg Ser 

595 600 60S 

Arg Ser Arg Asp Arg Arg Lys He Asp Asp Gin Arg Gly- Asn Leu Ser 

610 615 620 

Gly Asn Ser His Lys His Lys Gly Glu Ala Lys Glu Gin Glu Arg Lys 
625 630 635 640 

Lys Glu Arg Ser Arg Ser He Asp Lys Asp Arg Lys Lys Lys Asp Lys 

645 650 655 

Glu Arg Glu Arg Glu Gin Asp Lys Arg Lys Glu Lys Gin Lys Arg Glu 

660 665 670 

Glu Lys Asp Phe Lys Phe Ser Ser Gin Asp Asp Arg Leu Lys Arg Lys 

675 680 685 

Arg Glu Ser Glu Arg Thr Phe Ser Arg Ser Gly Ser He Ser Val Lys 

690 695 700 

He He Arg His Asp Ser Arg Gin Asp Ser Lys Lys Ser Thr Thr Lys 
705 710 715 720 

Asp Ser Lys Lys His Ser Gly Ser Asp Ser Ser Gly Arg Ser Ser Ser 

725 730 735 

Glu Ser Pro Gly Ser Ser Lys Glu Lys Lys Ala Lys Lys Pro Lys His 

740 745 750 

Ser Arg Ser Arg Ser Val Glu Lys Ser Gin Arg Ser Gly Lys Lys Ala 

755 760 765 

Ser Arg Lys His Lys Ser Lys Ser Arg Ser Arg 
770 775 

<210> 4405 
<211> 918 



3595 



WO 00/58473 PCT/USOO/08621 



<212> DNA 

<213> Homo sapiens 

<:400> 4405 

ngcttcctta cagcaccccc acctgccaga gctgatcctc cctaggccct gcctaacctt 
60 

gagttggccc ccaatccctc tggctgcaga agtcccctta cccccaatga gaggaggggc 
120 

aggaccagat cttttgagag ctgagggttg agggcattga gccaacacac agatttgtcg 
180 

cctctgtccc cgaagacacc tgcaccctcc atgcggagcc aagatgggga atggaactga 

ggaagattat aactttgtct tcaagggtac tatcgtggtg cagtgggggc cctcctggtg 
300 

tttgacctaa ccaagcacca gacctatgct gtggtggagc gatggctgaa ggagctctat 
360 

gaccatgctg aagccacgat cgtcgtcatg ctcgtgggta acaaaagtga cctcagccag 

420 ^ 
gcccgggaag tgcccactga ggaggcccga atgttcgctg aaaacaatgg actgctcttc 

480 

ctggagacct cagccctgga ctctaccaat gttgagctag cctttgagac tgtcctgaaa 
540 

gaaatctttg cgaaggtgtc caagcagaga cagaacagca tccggaccaa tgccatcact 
600 

ctgggcagtg cccaggctgg acaggagcct ggccctgggg agaagagggc ctgttgcatc 
660 

agcctctgac cttggccagc accacctgcc cccactggct ttttggtgcc ccttgtcccc 
720 

acttcagccc caggaccttt ccttgccctt tggttccaga tatcagactg ttccctgttc 
780 

acagcaccct cagggtctta aggtcttcat gccctatcac aaatacctct tttatctgtc 
840 

cacccctcac agactaggac cctcaaataa agctgtttta tatcaaaaaa aaaaaaaaaa 
900 

aaaaaaaaaa aaaaaaaa 
918 

<210> 4406 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<400> 4406 

Leu Cys Leu Gin Gly Tyr Tyr Arg Gly Ala Val Gly Ala Leu Leu Val 

X 5 10 " 

Phe Asp Leu Thr Lys His Gin Thr Tyr Ala Val Val Glu Arg Trp Leu 

20 25 30 

Lys Glu Leu Tyr Asp His Ala Glu Ala Thr He Val Val Met Leu Val 

35 40 45 

Gly Asn Lys Ser Asp Leu Ser Gin Ala Arg Glu Val Pro Thr Glu Glu 

50 55 60 

Ala Arg Met Phe Ala Glu Asn Asn Gly Leu Leu Phe Leu Glu Thr Ser 
65 70 75 80 

Ala Leu Asp Ser Thr Asn Val Glu Leu Ala Phe Glu Thr Val Leu Lys 
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SS 90 95 

Glu lie Phe Ala Lys Val Ser Lys Gin Arg Gin Asn Ser lie Arg Thr 

100 105 110 

Asn Ala He Thr Leu Gly Ser Ala Gin Ala Gly Gin Glu Pro Gly Pro 

115 120 125 

Gly Glu Lys Arg Ala Cys Cys lie Ser Leu 
130 135 

<210> 4407 

<211> 974 

<212> DNA 

<213> Homo sapiens 

<400> 4407 

ctgtggctaa tgaatgtttt accaaaactc taaactcttt taaacttccc agtttctcaa 
60 

agtcagtgtg taaattattt tattctagtt tgcacggaga caattttaaa agactgtttt 
120 

ttctctgtag tccttgagca gccatttgac caaataaatt taattttata atcaacaaaa 
180 

gtcaaaagaa taccttttga agatagggga tcacccattt atacctctaa atgttaacct 
240 

caatgcacat tttggaggat atctgcaaga tttattattc atttgatgtt ttcttaaagg 
300 

acgtttgatg taggtggaca gagatctgag agaaagaagt ggattcactg ctttgaagga 
360 

gctacacgca ttatattttg tgctgcactt agtgcctatg acatggtcct cgtggaagac 
420 

gaagaagtga atagaatgca tgaaagcctt cacctgttca acagtatctg taatcacaag 
480 

tatttttcaa caacctccat tgtcctgttc ctcaacaaaa aagatatctt tcaagaaaag 
54 0 

gtaaccaagg tgcatcttag tatctgcttt ccagaataca ctgggccaaa tacatttgaa 
600 

gatgcaggaa actacatcaa gaaccagttt ctagacctga atttaaaaaa agaagataag 
660 

gaaatttatt cccacatgac ctgtgctact gacacccaaa atgtcaagtt tgtgtttgac 
720 

gcagttacag atataataat caaagagaat ctaaaagact gtgggctttt ctaatcaact 
780 

attttctctt ccactcttgc tcatgtatgc ttttcaaaat ataaaagaaa aggtgctgta 
840 

tgacgtgttt agtttgaata gacattaact tatctagaca tataactagc attgtaaagc 
900 

aaaaagtttt cccacaaaaa tatttatgtg ttatcatcta tatctggata agtttaaatt 
960 

tctttggaac atgg 
974 

<210> 4408 

<211> 158 

<212> PRT 

<213> Homo sapiens 
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<400> 4408 



Arg 


Met 


Phe 


ASp 


Val 


Gly 


Gly 


Gin 


Arg 


Ser 


Glu Arg 


Lys 


Lys 


Trp 


He 


1 








5 










10 










15 




His 


Cys 


Phe Glu Gly 


Val 


Thr 


Cys 


He 


He 


Phe 


Cys 


Ala 


Ala 


Leu 


Ser 








20 










25 










30 






Ala 


Tyr 


Asp 


Met 


Val 


Leu 


val 


Glu 


Asp 


Glu 


Glu 


Val 


Asn 


Arg 


Met 


His 






35 










40 










45 








Glu 


Ser 


Leu 


His 


Leu 


Phe 


Asn 


Ser 


He 


Cys 


Asn 


His 


Lys 


Tyr 


Phe 


Ser 




50 










55 










60 










Thr 


Thr 


Ser 


He 


Val 


Leu 


Phe 


Leu 


Asn 


Lys 


Lys Asp 


He 


Phe 


Gin 


Glu 


65 










70 










75 










80 


Lys 


Val 


Thr 


Lys 


val 


His 


Leu 


Ser 


He 


Cys 


Phe 


Pro 


Glu 


Tyr 


Thr 


Gly 








85 










90 










95 




Pro 


Asn 


Thr 


Phe 


Glu 


Asp 


Ala 


Gly 


Asn 


Tyr 


He 


Lys 


Asn 


Gin 


Phe 


Leu 








100 










105 










110 






Asp 


Leu 


Asn Leu Lys 


Lys 


Glu 


Asp 


Lys 


Glu 


He 


Tyr 


Ser 


His 


Met 


Thr 






115 










120 










125 








Cys 


Ala 


Thr Asp Thr 


Gin 


Asn 


Val 


Lys 


Phe 


Val 


Phe 


Asp 


Ala 


Val 


Thr 




130 










135 










140 










Asp 


lie 


He 


He 


Lys 


Glu 


Asn 


Leu 


Lys 


Asp 


Cys 


Gly 


Leu 


Phe 






14 5 










150 










155 













<210> 4409 

<211> 4217 

<212> DNA 

<213> Homo sapiens 

<400> 4409 

gagagctctg aggaggagga gggggaggag ggggaggctg ggggcaagca ggggccacgg 
60 

ggaagccgaa gcagccgggc agacccccct ccccacagtc acatggccac acggtcccgg 
120 

gagaacgccc ggcgccgggg tacccctgaa cctgaagaag ctgggcggcg gggtgggaag 
180 

aggccaaagc caccccctgg agtggcctct gcatcggccc gagggccgcc agccactgat 
240 

gggctggggg ccaaggtgaa gctggaggag aagcagcacc atccatgcca gaagtgccca 
300 

cgagttttca acaaccgctg gtacctggag aaacacatga atgtgaccca cagccgcatg 
360 

cagatctgcg accagtgcgg caagcgcttc ctgctggaga gcgagctgct gctgcacagg 
420 

cagacagact gcgagcgcaa catccagtgt gtgacatgtg gcaaagcttt caagaagctt 
480 

tggtccctcc atgagcataa caagattgtg cacggctacg cagagaagaa gttctcatgc 
540 

gagatctgtg agaagaagtt ctacaccatg gcccacgtgc gtaagcacat ggttgcccac 
600 

accaaggaca tgcccttcac ctgcgagacc tgcggaaagt ccttcaaacg cagtatgtca 
660 

ctcaaggtgc actccttgca gcattctgga gagaagccct ttagatgcga gaactgtgac 
720 

gaaaggtttc agtacaagta ccagctacgc tcccacatga gcattcatat tgggcacaaa 
780 
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cagttcatgt gccagtggtg tggcaaggat ttcaacatga agcagtactt cgacgaacac 
840 

atgaaaacac acactggaga gaaacccttt atctgtgaaa tctgtggcaa aagcttcacc 
900 

agccgcccca acatgaagag acaccgcaga actcacacag gcgagaagcc ctatccatgt 
960 

gatgtgtgtg gccagcggtt ccgcttctcg aacatgctca aggcccacaa ggagaagtgc 
1020 

ttccgcgtca gccacaccct ggccggcgac ggcgtccccg ctgccccagg cctgccccca 
1080 

acccagcccc aggcgcacgc actgcccctg ctcccggggc tgccccagac cctgccgccc 

1140 

ccgccccacc tgccgccccc gcctccgctc ttccccacca ctgccagccc cggcgggagg 
1200 

atgaacgcca acaactagct gccgagctgc acccgtgcac ccgctggggc ctggagtcag 
1260 

ggcccactcc aggagggacc cactgccttc ccggggagca cagtagtgcg ggcctgggcc 
1320 

ctgctccacc tccagaagtg gctggatgta ccctgcctga ggccccgacg aggaggggta 
1380 

tgcaggctgg caggccccag agctggtgga gggcatctca ctcccaagtg cccccccttt 

1440 

ctgtgactcc ttgaagcctt tacttttttt ttttttttgg aagtgaagga aaaagaaact 
1500 

atttacagca ctcccctcca ggtgaggggg gtgctggggg tctgcagcag aaagaaaggg 
1560 

gcctgggcag caggtgtggc cagtccctcc gccaaggcct gtgccagagg ggttggccag 
1620 

ttggagcctg ggtcagcctc agcagcctat ccccatgtcc tctatgcccc taatttgctc 
1580 

cctcatcttg gagggtttgg ggagaagttg gcgtgccacc cccacaaccc ctgaggaggt 
1740 

gtagacccag tctgagagcc gcaagcactg aggcagggcc tgagactgga cctgggtgag 
1800 

cgtggggggt ggagggtggc gaggtgcgga gactgcagac cagtgcttca ctgtgtggag 
i860 

tggggcaggc aggggctgga ccccagggac ttgccttccc cacccactct gctgccagca 
1920 

ggcccaggga tccctgacct gcaccaggtg gcaccaaggg tcctgagtcc tggagatgtc 
1980 

cccagaagct gctgtgcctc acagcgctgt gagccagacc ctccttgggc agacaggctg 
2040 

actggcagca ccagctttgg gggcagagtc ctaggatgag gcttgggcag tgctggtagg 
2100 

gtttcaaggt gctattagtg gggcaggggc agggcggctg ctcacagagc accccagttc 
2160 

ctcaccagct actctggcca tatatcccac accagaagga acaagtgtgg ctgtgtccat 
2220 

ctctgctccc ccaaaggccc gctctaggcc ttatcctccc tctaggtcct gccacaacct 
2280 

gtccctggct ggctccagcg tcctcgtccc tcctgggcct gtgcaccggt gggtggggcg 
2340 

cccatagcac tgccggtaaa ggagcctgca tgttcaggcc cctcggggga ttggggggac 
2400 
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tggggaggcg cagcctagac 
2460 

ccttttttgt tgtcatttaa 
2520 

taagctacat gtttcctagt 
2580 

tactctttgc accttaaacc 
2640 

gagtgggaag aggcttgggc 
2700 

atgaggccca tggcactggg 
2760 

actttattct gtacagattt 
2820 

tccaagccac accaccctgg 
2880 

ttgcccaatt gatgttggag 
2940 

gagaaggttc gcccctcccc 
3000 

ggggactcca ggctcctgct 
3060 

gggcttccgt gatgtcctca 
3120 

cagtgcctgg cagctctttg 
3180 

agtgggctgt aggcagggtc 
3240 

cccacaggca ctggtggtgt 
3300 

tggccgtggc caggctgaga 
3360 

gtggggagct ggcaatgaaa 
3420 

ccctctggga tcaggtgagg 
3480 

acggtcacgg gagctctagg 
3540 

ctggggatag gagcctgtgt 
3600 

tgggggctcc tttccggcca 
3660 

cagtatggat aggggttcct 
3720 

acacaaaaaa acaatgtgcc 
3780 

tttccagggc tgggggaagg 
3840 

tcccaccgtc catctggact 
3900 

tctgccccct ccccggctcc 
3960 

tagagtgatg aactcaagcc 
4020 



ccaattgctt gcccccatga 
tgtctttatt cctgccttta 
taagctcLtt cctattgtgt 
cccaccactc cccgacacta 
cccgggggaa tggttagggg 
gcagggagct ggggacattt 
gggcaggccc aaggtgcccg 
ttgttctctg ggcttggagg 
ctgtagacgt acgctcaggc 
gaggaagaag gcttctggtc 
ttactgtagc tctttttctt 
gggtcccccc ctccctgttg 
gagctggctc acattttccc 
ctccatgggt ttccaacccc 
catcacctgc tggccccact 
cctgtcaggc catactgaca 
ccctgtcctg ggacatgggt 
ggtccagaca gctgaccaga 
tgggcacaac caacccctct 
ccctggtgct aagcactctc 
gaccacaagg ccagaagcaa 
gttttactag cttttacatc 
cccagatgtc agaatgaggc 
gggacgcagg atcatcccct 
tctcagcctg tttggctaga 
ttggggctct ctggtctcag 
ctgtggccac agttctggga 



ggctagcact aataggaaac 
atatggggag gaaggttcca 
ttatacagtt ttgtttgtta 
tcgccttccc agcatggctg 
gactgaaccc ctctgacctt 
taatcatcaa taaacgaagc 
agtgatctga ggatttataa 
gtacagtgcc agcagcttcc 
gctcctgctg tcctggggga 
aggaccccca ccccaaggct 
ccttgcactc cttgatcttt 
ctatttttaa tctctagtcc 
aaaaaaagtt gatctctccc 
catcactggc accaggacct 
acagcctgag taggcctgag 
agcagaggtc agagacactg 
ttcatgttct tgtacacttc 
cagcttgaca gctggtcaag 
cctgggaggc ccctgcccca 
ttcacttggg ccattgttgg 
taatggcacc tcagcagttc 
tttttattta aaacaaaaca 
gactagggca ccatactcac 
cccaaggaga tctgtggggg 
actcaggcct ggagtctggg 
gccagctggc gatgggtggc 
gccttcaacc ctggctcatg 
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ctgccatagt ctccacggtg cccttcacag agggcttggt agtggcagaa tggccatgcc 
4080 

caggtgtgtg ttgagaccat tgacaactgc tcgtgtacag gcaccccaca gccccagagc 
4140 

atggggcaca gcaggcatgc gagtgagagg atgaagggga ataaagtcag tacaactcgt 
4200 

aaaaaaaaaa aaaaaaa 
4217 

<210> 4410 

<211> 405 

<212> PRT 

<213> Homo sapiens 

<400> 4410 

Glu Ser Ser Glu Glu Glu Glu Gly Glu Glu Gly Glu Ala Gly Gly Lys 

15 10 15 

Gin Gly Pro Arg Gly Ser Arg Ser Ser Arg Ala Asp Pro Pro Pro His 

20 25 30 

Ser His Met Ala Thr Arg Ser Arg Glu Asn Ala Arg Arg Arg Gly Thr 

35 40 45 

Pro Glu Pro Glu Glu Ala Gly Arg Arg Gly Gly Lys Arg Pro Lys Pro 

50 55 SO 

Pro Pro Gly Val Ala' Ser Ala Ser Ala Arg Gly Pro Pro Ala Thr Asp 
65 70 75 80 

Gly Leu Gly Ala Lys Val Lys Leu Glu Glu Lys Gin His His Pro Cys 

85 90 95 

Gin Lys Cys Pro Arg Val Phe Asn Asn Arg Trp Tyr Leu Glu Lys His 

100 105 110 

Met Asn Val Thr His Ser Arg Met Gin lie Cys Asp Gin Cys Gly Lys - 

115 120 125 

Arg Phe Leu Leu Glu Ser Glu Leu Leu Leu His Arg Gin Thr Asp Cys 

130 135 140 

Glu Arg Asn lie Gin Cys Val Thr Cys Gly Lys Ala Phe Lys Lys Leu 
145 150 155 160 

Trp Ser Leu His Glu His Asn Lys lie Val His Gly Tyr Ala Glu Lys 

165 170 175 

Lys Phe Ser Cys Glu He Cys Glu Lys Lys Phe Tyr Thr Met Ala His 

180 185 190 

Val Arg Lys His Met Val Ala His Thr Lys Asp Met Pro Phe Thr Cys 

195 200 205 

Glu Thr Cys Gly Lys Ser Phe Lys Arg Ser Met Ser Leu Lys Val His 

210 215 220 

Ser Leu Gin His Ser Gly Glu Lys Pro Phe Arg Cys Glu Asn Cys Asp 
225 230 235 240 

Glu Arg Phe Gin Tyr Lys Tyr Gin Leu Arg Ser His Met Ser He His 

245 250 255 

He Gly His Lys Gin Phe Met Cys Gin Trp Cys Gly Lys Asp Phe Asn 

260 265 270 

Met Lys Gin Tyr Phe Asp Glu His Met Lys Thr His Thr Gly Glu Lys 

275 280 285 

Pro Phe He Cys Glu He Cys Gly Lys Ser Phe Thr Ser Arg Pro Asn 

290 295 300 

Met Lys Arg His Arg Arg Thr His Thr Gly Glu Lys Pro Tyr Pro Cys 
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305 

Asp Val Cys Gly 

Lys Glu Lys Cys 
340 

Pro Ala Ala Pro 
355 

Pro Leu Leu Pro 
370 

Pro Pro Pro Pro 
3B5 

Met Asn Ala Asn 



310 

Gin Arg Phe Arg 
325 

Phe Arg Val Ser 

Gly Leu Pro Pro 
360 

Gly Leu Pro Gin 
375 

Pro Leu Phe Pro 
390 

Asn 
405 



315 

Phe Ser Asn Met 
330 

His Thr Leu Ala 
345 

Thr Gin Pro Gin 

Thr Leu Pro Pro 
380 

Thr Thr Ala Ser 
395 



320 

Leu Lys Ala His 
335 

Gly Asp Gly Val 
350 

Ala His Ala Leu 
365 

Pro Pro His Leu 

Pro Gly Gly Arg 
400 



<210> 4411 

<211> 484 

<212> DNA 

<213> Homo sapiens 



<400> 4411 

cccaaggcag cagcaggctt gccaggtggg 
60 

gtgtggagtg aatggggctg aaagggtagg 
120 

caaaagagga gtttagggtg gctatggtgc 
180 

tactgtcttc tctctccatc aaggaggaag 
240 

cccaggctgt gtgtcccctt ttttcctcct 
300 

ctcagtggca gtgggggttc atcactgggt 
360 

ttccaggtgg gcccaaccag gcggcccctg 
420 

agcctcaatc ctgccagcgc cagcatgtct 

480 

atcc 

484 



aaggaccaga aggcagccca gcggtgggga 
gctggcccac agagggtggg gaggctgcag 
aggggcagct gtatgcttca cctcaaatgt 
ggcccaggct ggggttagga gggctagggg 
ggtgccctgc ccccccacgc tgtcatctcc 
cttcaggtcc cttgcccatg gctggtggtg 
cctctaggca gcgcgtaggt ttccttgggc 
ccctgcacag aagccatcaa gcacctttgg 



<210> 4412 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 4412 

Met Val Gin Gly Gin Leu Tyr Ala 

1 5 
Leu Ser He Lys Glu Glu Gly Pro 
20 

Ala Gin Ala Val Cys Pro Leu Phe 

35 40 
Arg Cys His Leu Pro Gin Trp Gin 

50 55 
Gly Pro Leu Pro Met Ala Gly Gly 



Ser Pro Gin Met Leu Leu Ser Ser 

10 15 
Arg Leu Gly Leu Gly Gly Leu Gly 
25 30 
Ser Ser Trp Cys Pro Ala Pro Pro 
45 

Trp Gly Phe He Thr Gly Ser Ser 
60 

Val Pro Gly Gly Pro Asn Gin Ala 
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65 70 75 80 

Ala Pro Ala Ser Arg Gin Arg Val Gly Phe Leu Gly Gin Pro Gin Ser 

85 90 95 

Cys Gin Arg Gin His Val Ser Leu His Arg Ser His Gin Ala Pro Leu 
100 105 110 

Asp 



<210> 4413 

<211> 1097 

<212> DNA 

<213> Homo sapiens 

<400> 4413 

atggcgctgc tttttgcacg ttctttgcgc ttgtgccgct ggggagccaa acgattggga 
60 

gttgcctcca cagagcgcca gagaggcgtc agtttcaaac tggaagaaaa aaccgcccac 
120 

agcagcctgg cactcttcag agatgatacg ggtgtcaaat atggcttggt gggattggag 
180 

cccaccaagg tgccttgaat gtggagcgct tccgggagtt ggcaggtgct ggcagacaca 
240 

gcggtcacca gtggcagaca ctactgggaa gtgacagtga agcgctccca gcagttccgg 
300 

ataggagtgg cagatgtgga catgtcccgg gatagctgca ttggtgttga tgatcgttcc 
360 

tgggtgttca cctatgccca gcgcaagtgg tacaccatgt tggccaacga gaaagcccca 
420 

gttgagggta ttgggcagcc agagaaggtg gggctgttgc tggagtatga ggcccagaag 
480 

ctgagcctgg tggatgtgag ccaggtctct gtggttcaca cgctacagac agatttccgg 
540 

ggtccagtgg tgcctgcctt tgctctctgg gatggggagc tgctgaccca ttcagggctt 
600 

gaggtgcccg agggcctcta gtatgtccat tactggagtc cctaatcacg cctttggcca 
660 

gcctcctttt gaaagtgtcc gaagcctttt tactttgcct caagcaacct ctagctccca 
720 

caattcagtg ttgggtcctc tgtgcaatat catgatcatc ttcctcatcc cctaccttgt 
780 

gaaagctagg catacagcca aaccctcctt ttccccaccc accaactact gccaatttcc 
840 

taggctacca tgggtgtatc ttccttgacc tgcttccttc agtccctctg cctccctttg 
900 

cccaggcctt tctcagactg tattccatcc tggggtctta tcattcagct ttgtttgaat 
960 

ttattaatca ccatgatacc tctccctccc tttgtccaca tgtaacttgt tcttggggct 
1020 

ctaccagatg gctgaagagt aaatcctttc tacctctggc tgaaaaaaaa aaaaaaaaaa 
1080 

aaaaaaaaaa aaaaaaa 
1097 

<210> 4414 
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<211> 65 
<212> PRT 

<213> Homo sapiens 
<400> 4414 

Met Ala Leu Leu Phe Ala Arg Ser Leu Arg Leu Cys Arg Trp Gly Ala 

15 10 15 

Lys Arg Leu Gly Val Ala Ser Thr Glu Arg Gin Arg Gly Val Ser Phe 

20 25 30 

Lys Leu Glu Glu Lys Thr Ala His Ser Ser Leu Ala Leu Phe Arg Asp 

35 40 45 

Asp Thr Gly Val Lys Tyr Gly Leu Val Gly Leu Glu Pro Thr Lys Val 
50 55 60 

Pro 
65 

<210> 4415 
<211> 775 
<212> DNA 

<213> Homo sapiens 
<400> 4415 

taaaaggaaa acagtgtctt tattgtgtgt agttctaaca aacgttcact gtgtgcgcat 
60 

tccagcagaa agagacaaag atctttgttc aaaatattct gaaaaaggta aactaactgc 
120 

attattgaat acacaaaagg aatgttaccg ttacttgttc atagtcaaag gtgaagttaa 
180 

aaaaaaaggg aagttaaata actgaagtaa tggtttgccc aaatagcaaa cgtaggatac 
240 

aggcgtgggc aaagagcagc tactgaagct catgaggagg atgctggata tagggtaggt 
300 

aacttgacaa atgcctctgc ttctttggaa ccttcttcct agatcacccc cacaaattcc 
360 

aaacctggct ctttcagagc acaacagcca aatgtaacta aactcctcat tacttctgtg 
420 

atatttggca acagaatgag atagtttaaa aaaaaatcaa tttcttgttg agacaagaca 
480 

Cgtctgaatc catttctctt ggggtaggag gaggtaatga acattaacgt tctgcatctc 
540 

aatctcctaa aatggaattt aaccagatag atatcgcttg agattttaaa gcaggagata 
600 

ccataagtaa tgatactcca ggcctgtaaa gcatttttca ttgtcccaca ttgcagctaa 
660 

atgagtataa actcgacagt gttctgattt cacaacatat gcatttatga caactgctaa 
720 

aacaacttta caggctcaaa cgataggttc caagggattt ttgtttttgc ttaag 
775 

<210> 4416 
<211> 100 
<212> PRT 

<213> Homo sapiens 
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<400> 4416 




























Met 


Lys Asn 


Ala 


Leu 


Gin 


Ala 


Trp 


Ser 


He 


He 


Thr Tyr Gly 


He 


Ser 


1 




5 










10 










15 




Cys 


Phe Lys 


He 


Ser 


Ser 


Asp 


lie Tyr 


Leu 


Val 


Lys 


Phe 


His 


Phe 


Arg 




20 










25 










30 






Arg 


Leu Arg 
35 


Cys 


Arg 


Thr 


Leu 


Met 
40 


Phe 


He 


Thr 


Ser 


Ser 
45 


Tyr 


Pro 


Lys 


Arg 


Asn Gly 


Phe 


Arg 


His 


val 


Leu 


Ser 


Gin 


Gin 


Glu 


He 


Asp 


Phe 


Phe 


50 








55 










60 










Leu 


Asn Tyr 


Leu 


He 


Leu 


Leu 


Pro 


Asn 


He 


Thr 


Glu 


Val 


Met 


Arg 


Ser 


65 






70 










75 










80 


Leu 


Val Thr 


Phe 


Gly Cys 


Cys 


Ala 


Leu 


Lys 


Glu 


Pro 


Gly 


Leu 


Glu 


Phe 








85 










90 










95 




Val 


Gly Val 


He 
100 



























<210> 4417 
<211> 980 
<212> DNA 

<213> Homo sapiens 
<400> 4417 

nnacgcgtga gggaaaagca gaggcagttg gaggtagcgc aagttgaaaa ccagctgcta 
60 

aaaatgaagg tggaatcgtc ccaagaagcc aatgctgagg tgatgcgaga gatgaccaag 
120 

aagctgtaca gccagtatga ggagaagctg caggaagaac agaggaagca cagtgctgag 
180 

aaggaggctc ttttggaaga aaccaatagt tttctgaaag cgattgaaga agccaataaa 
240 

aagatgcaag cagcagagat cagcctagag gagaaagacc agaggatcgg ggagctggac 
300 

aggctgattg agcgcatgga aaaggaacgt catcaactgc aacttcaact cctagaacat 
360 

gaaacagaaa tgtctgggga gttaactgat tctgacaagg aaaggtatca gcagttggag 
420 

gaggcatcag ccagcctccg tgagcggatc agacacctag atgacatggt gcattgccag 
480 

cagaagaaag tcaagcagat ggttgaggag attgagtcat taaagaaaaa agtgcaacag 
540 

aagcagctcc tgatactgca gcttttagaa aaaatctctt tcctggaagg agagaataat 
600 

gaactacaaa gcaggttgga ctatttgaca gaaacccagg ccaagactga agtggaaaca 
660 

agagaaattg gagtgggctg tgatcttctt cccagcccaa caggcaggac tcgtgaaatt 
720 

gtgatgcctt ctaggaacta caccccatac acaagagtcc tggagttatc ctcaaagaaa 
780 

acgctgactt aggcactcag aggcatacac tttttacaga tggacaaaag ctctggaacc 
840 

ctgtggcttc aaatcctttg ggaagggtga ctgttgtttc ccctacacac agtgtaagcc 
900 

ggaatgggaa tcgctgaggc tctgatccac ttctaagaca ggaaggaaag tgaaggcaga 
960 
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gtgagcaggt aagagaggga 
980 

<210> 4418 

<211> 263 

<212> PRT 

<213> Homo sapiens 



<400> 4418 




























Xaa Arg 


Val 


Arg 


Glu 


Lys 


Gin 


Arg 


Gin 


Leu 


Glu 


Val 


Ala 


Gin 


val 


Glu 


1 








5 










10 










15 




Asn 


Gin 


Leu 


Leu 


Lys 


Met 


Lys 


Val 


Glu 


Ser 


Ser 


Gin 


Glu 


Ala 


Asn 


Ala 








20 










25 










30 






Glu 


Val 


Met Arg 


Glu 


Met 


Thr 


Lys 


Lys 


Leu Tyr 


Ser 


Gin 


Tyr 


Glu 


Glu 






35 










40 










45 








Lys 


Leu 


Gin 


Glu 


Glu 


Gin 


Arg 


Lys 


His 


Ser 


Ala 


Glu 


Lys 


Glu 


Ala 


Leu 




50 










55 










60 










Leu 


Glu 


Glu 


Thr 


Asn 


Ser 


Phe 


Leu 


Lys 


Ala 


He 


Glu 


Glu 


Ala 


Asn 


Lys 


65 










70 










75 










80 


Lys 


Met 


Gin 


Ala 


Ala 


Glu 


He 


Ser 


Leu 


Glu 


Glu 


Lys 


Asp 


Gin 


Arg 


He 








85 










90 










95 




Gly Glu 


Leu 


Asp 


Arg 


Leu 


He 


Glu 


Arg 


Met 


Glu 


Lys 


Glu Arg 


His 


Gin 








100 










105 










110 






Leu 


Gin 


Leu 


Gin 


Leu 


Leu 


Glu 


His 


Glu 


Thr 


Glu 


Met 


Ser 


Gly Glu 


Leu 






115 










120 










125 








Thr 


Asp 


Ser 


Asp 


Lys 


Glu 


Arg 


Tyr 


Gin 


Gin 


Leu 


Glu 


Glu 


Ala 


Ser 


Ala 




130 










135 










140 










Ser 


Leu Arg Glu 


Arg 


lie 


Arg 


His 


Leu Asp 


Asp 


Met 


val 


His 


Cys 


Gin 


145 










150 










155 










160 


Gin 


Lys 


Lys 


Val 


Lys 


Gin 


Met 


Val 


Glu 


Glu 


He 


Glu 


Ser 


Leu 


Lys 


Lys 








165 










170 










175 




Lys 


Val 


Gin 


Gin 


Lys 


Gin 


Leu 


Leu 


He 


Leu 


Gin 


Leu 


Leu 


Glu 


Lys 


He 






180 










185 










190 






Ser 


Phe 


Leu 


Glu 


Gly 


Glu 


Asn 


Asn 


Glu 


Leu 


Gin 


Ser 


Arg 


Leu Asp 


Tyr 






195 










200 










205 








Leu 


Thr 


Glu 


Thr 


Glh 


Ala 


Lys 


Thr 


Glu 


Val 


Glu 


Thr 


Arg 


Glu 


He 


Gly 




210 










215 










220 










Val 


Gly 


Cys 


ASp 


Leu 


Leu 


Pro 


Ser 


Pro 


Thr 


Gly Arg 


Thr 


Arg 


Glu 


He 


225 










230 










235 










240 


Val 


Met 


Pro 


Ser 


Arg 


Asn 


Tyr 


Thr 


Pro 


Tyr 


Thr 


Arg 


Val 


Leu 


Glu 


Leu 










245 










250 










255 




Ser 


Ser 


Lys 


Lys 


Thr 


Leu 


Thr 





















<210> 4419 

<211> 369 

<212> DNA 

<213> Homo sapiens 



<400> 4419 

ngaattcctt gtatcgaaag tgccagaata catactattt attatgtatt tattctaaga 
60 

cagggtcttg ctctgntcac ccaggctgga gtgcagtggt gcgatcttgg ctcactgcaa 
120 
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cctccgcctc cccagctcaa gcaactctcc tgccccagcc acccaagtnn aaattacagg 
180 

cccgtgccac cacacccggc caatttctgt atttttagta gagacggggt ttcaccatat 
240 

tggccaggac ggtctcaaac tcctggcccc atgtgatcct cccaccttgg cctcccaagg 
300 

tgctggtate acaggcgtga gccaccactg cgcctggcca gattttgctc ttttttgagc 
360 

agtctcagn 
369 

<210> 4420 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 4420 

Xaa lie Pro Cys lie Glu Ser Ala Arg lie His Thr lie Tyr Tyr Val 

15 10 15 

Phe lie Leu Arg Gin Gly Leu Ala Leu Xaa Thr Gin Ala Gly Val Gin 

20 25 30 

Trp Cys Asp Leu Gly Ser Leu Gin Pro Pro Pro Pro Gin Leu Lys Gin 

35 40 45 

Leu Ser Cys Pro Ser His Pro Ser Xaa Asn Tyr Arg Pro Val Pro Pro 

50 55 60 

His Pro Ala Asn Phe Cys lie Phe Ser Arg Asp Gly Val Ser Pro Tyr 
65 70 75 80 

Trp Pro Gly Arg Ser Gin Thr Pro Gly Pro Met 
85 90 

<210> 4421 

<211> 1356 

<212> DNA 

<213> Homo sapiens 

<400> 4421 

nctggcagag tgtgagggaa gaggcgctaa tccctttccc atctggcctg gcctctcggg 
60 

tgtggacacc aaatcccgca ggggttgctg tagctatgcc cgtgggcatc cttgccctgg 
120 

ctggggtgtg ctagagagag gaaagctgga ggaggagagc tgagctggtg gttaccccat 
180 

gccaggaggg ccaaggcaag aagcctgcag ccccagagat actgaccctg tcccctgccc 
240 

tccagggcac aactgaacta acggaatggc ttaatcagat agctcgagaa ctgccactac 
300 

cactccctcc ctgcccactc ctcccaaagt ccacctgttc ccgcaagagt cccacctcac 
360 

aagcaaccac cagaggctga tacaaatggc cgctgtattt ttgctaaagt gacagtgaca 
420 

cagataaggc aaagagctga ggggcaggac acatcagatg ggaaggggga gaccgtgcaa 
480 

aatggcagtc taacagaaaa tcatccttgt accaacagcc ccttccctcc caagttaggt 
540 
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gagcccttgg gccagtgtat gggcagaaaa 
600 

aaaaaggtga aagctctagt tgaagggcag 
660 

ctcctggccg gtggtctggg tgcagcaagg 
720 

ggctggaggg gcatgggtac aggtttgggg 
780 

ttccccaaag cccttacagg ggcagaagca 
840 

ttgggaagtc ttctggggtg tatggatgcc 
900 

acggctatct ggctctagca cactcatggg 
960 

gctgggatgg gggtttaaga ggtctctgct 
1020 

ccaacctggc cttgggaaga gagtgcctag 
1080 

cataggtcca ggcctcatgg ccctacacct 
1140 

agtacaaaga ttcctcactg cgtgctaaga 
1200 

acacctataa tcccagcact ttggaaggct 
1260 

tcgagaccag cctggccaac atggcaaaac 
1320 

cgggcatggt ggcagatgcc tgtaatccca 
1356 



gcagatttgt gtccttcaga agggaaatgt 
tgagaggggc tggagtggga gagaaggtct 
gcactctgag aaggcagaat ggaaacgcag 
gctctttcca gcctctacta tgttgccccc 
cattccccgt gaccctgagt ctggcctcat 
tgtgtgtgtg agtgagatgg gtggggggcc 
agaccagctc tgggaacaac aggatggggt 
agatatttct gaactgacct ccccaggtgc 
ggcagcgggg atggaaaccc ttgcctgcag 
tgacctcttg actttgttgc cctggcctta 
aaacagatcc cgggccgggc ccggttgctc 
gaggcgggtg aatcacctga gatcaggagt 
cctgtctcta ctaaaaacac aaaaatttgc 
gctact 



<210> 4422 
<211> 58 
<212> PRT 

<213> Homo sapiens 



<400> 4422 
Gly Arg Ala Arg 
1 

Glu Ala Gly Glu 
20 

Thr Trp Gin Asn 
35 

Trp Trp Gin Met 
50 



Leu Leu Thr Pro 
5 

Ser Pro Glu lie 

Pro Val Ser Thr 
40 

Pro Val lie Pro 
55 



He lie Pro Ala 
10 

Arg Ser Ser Arg 
25 

Lys Asn Thr Lys 
Ala Thr 



Leu Trp Lys Ala 
15 

Pro Ala Trp Pro 
30 

He Cys Arg Ala 
45 



<210> 4423 

<211> 2673 

<212> DNA 

<213> Homo sapiens 



<400> 4423 

tccggaagtg gcttctgcga caacatgctt gcggacctcg gcttaatcgg aaccataggc 
60 

gaggatgacg aggtgccggt ggagcccgag tctgactccg gggacgagga agaggagggg 
120 
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cccattgtgc tgggcagacg 
180 

cctgatttcg ttttcactga 
240 

gtcatgagcc aactcaagaa 
300 

gttcgaaaga aaaggaaaac 
360 

aaagaagcaa aggaaggctc 
420 

gaaggctcag aagatgaagc 
480 

accaaagcag atacactcaa 
540 

gcaggaggat tttttgaaga 
600 

aacctttccc gccctcttct 
660 

atccagaagg cgtgcatacc 
720 

actgggacag gtaaaactgc 
780 

ccccgccagg ctccagtcac 
840 

caggtgcact ctgtcaccag 
900 

gtgggcggct tggatgtgaa 
960 

atcgccaccc caggccggct 
1020 

agcatcgagg tgctcatcct 
1080 

cagatgaagg agatcatccg 
1140 

accatgacag acgaggtgaa 
1200 

tttgtgaaca gcaacacaga 
1260 

cctaatcgtg aaggagaccg 
1320 

gaccatgtga tgctgttcac 
1380 

gggctcatgg ggctgcaggt 
1440 

gaggccctcc ggcgttttaa 
1500 

gcccgtggac ttgacattga 
1560 

atcaaacatt atgtccaccg 
1620 

gtctctctgg tgggagaaga 
1680 

gcccctgtga aggccaggat 
1740 



acaaaaagct ttggggaaga 
gaaggagggg acgtacgatg 
gaagagggca gccactacat 
agaggataaa gaagccaagt 
tgaaccaagg gagcaggaag 
ctcggagact gactactcat 
agtaaaggat cggaagaaga 
tgcatctcag tacgatgaaa 
gaaggccatt acagccatgg 
tgtgggtcta ttggggaagg 
cgcctttgcc ctgcctgttt 
ccgcgtgctg gtgctagtgc 
acagctggcc cagttctgca 
gtctcaggaa gcagctcttc 
catcgatcac ctccacaact 
ggacgaggct gacaggatgc 
aatgtgttcc caccaccgcc 
agate tggct tctgtctcct 
tgtggctccc ttcctgcggc 
ggaagecate gtggcagctt 
gcaaaccaag aagcaggccc 
gggtgagctc catggcaact 
ggatgaacag attgacatcc 
99gggtcaaa aeggtaatea 
ggtggggcga acagcaegtg 
tgagcggaag atgetgaagg 
acttccccaa gatgtcatcc 



accgcagtgc tgatttcaac 
gcagctgggc cctggctgat 
tagatgagaa gattgagaaa 
ctgggaagtt ggaaaaggag 
accttcaaga gaatgatgag 
cagctgatga gaacatcctc 
agaagaagaa aggacaggaa 
acctctcgtc ccaggacatg 
gcttcaagca gcccaccccg 
acatctgtgc ctgtgcagcc 
tggagegtet gatttataaa 
ccacccgaga gctgggcatc 
acatcaccac ctgcctggct 
gggcagcgcc tgacatcctc 
gcccttcctt ccacctgagc 
tggatgagta ctttgaggag 
agaccacgct cttctcggcc 
tgaagaatcc tgtceggata 
aggagttcat ccggatccgg 
tgttgacgag gaccttcact 
accgcatgca catcctcctg 
tgtcacagac geageggctg 
tcgtggccac tgatgtggca 
acttcacaat gcctaatacc 
ctggcagggc tgggegctea 
agantgtaaa agetgecaag 
tcaaattccg ggacaagatt 
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gagaaaatgg agaaagatgt gtatgcagtt 
1800 

cagcagtcag aagcccagat caatacagca 
1860 

gtggtccaag agcccgagag gagctggttc 
1920 

attgccaaag ctctgcagga atttgacttg 
1980 

tttatgaagg atgccaaaaa aaagggggag 
2040 

atcctcaagg cgcagatgtt tgctgaacgg 
2100 

gcccgagcaa tgcccgagga ggagccagtg 
2160 

aagaaatctg tatttgatga agaactcacc 
2220 

cgagctggcc cttcctttga agaaaggaaa 
2280 

ggaaacttta aatctaaatc caggtgatac 
2340 

attagagata aaaacctttc atggaaaaga 
2400 

ctgattttct tacagataca agaggaggaa 
2460 

gggcagccct taaatccctt ccctgtggga 
2520 

tttgtttaaa aaaaaaacaa aaacaaaaaa 
2580 

gctattttcc taagcatgtc tgtcaatctc 
2640 

tattaaatgg aagtattttt gggaaaagag 
2673 



ctgcagctag aggcggagga aaaagagatg 
aagcggctcc tggagaaggg gaaggaggca 
cagaccaaag aagagaggaa gaaggagaaa 
gccttaagag gaaagaagaa aaggaagaag 
atgacagcag aggaaaggtc tcagtttgaa 
ctagcgaaga ggaatcgcag agccaagcgg 
agaggtcctg ccaagaagca aaagcagggg 
aacacaagca agaaggccct gaaacagtat 
cagttgggct tgccccacca gagacgagga 
tggctgtttt ggaggggcac atgttttggg 
agcttctcca tcctcattct ggtcttaact 
gtagctgtcg tggcctgaag aaattcatgg 
agtcatcctg gctggtctgt cttttctcca 
caacactttg gtgtggtggt atggtacgta 
ccttcttgct gattagcttt catatgacta 
aaa 



<210> 4424 

<211> 768 

<212> PRT 

<213> Homo sapiens 



<400> 4424 

Ser Gly Ser Gly Phe Cys Asp Asn Met Leu Ala Asp Leu Gly Leu lie 

1 5 10 15 

Gly Thr lie Gly Glu Asp Asp Glu Val Pro Val Glu Pro Glu Ser Asp 

20 25 30 

Ser Gly Asp Glu Glu Glu Glu Gly Pro lie Val Leu Gly Arg Arg Gin 

35 40 45 

Lys Ala Leu Gly Lys Asn Arg Ser Ala Asp Phe Asn Pro Asp Phe Val 

50 55 60 

Phe Thr Glu Lys Glu Gly Thr Tyr Asp Gly Ser Trp Ala Leu Ala Asp 
65 70 75 80 

Val Met Ser Gin Leu Lys Lys Lys Arg Ala Ala Thr Thr Leu Asp Glu 

85 90 95 

Lys lie Glu Lys Val Arg Lys Lys Arg Lys Thr Glu Asp Lys Glu Ala 

100 105 110 

Lys Ser Gly Lys Leu Glu Lys Glu Lys Glu Ala Lys Glu Gly Ser Glu 
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115 120 125 

Pro Arg Glu Gin Glu Asp Leu Gin Glu Asn Asp Glu Glu Gly Ser Glu 

130 135 140 

Asp Glu Ala Ser Glu Thr Asp Tyr Ser Ser Ala Asp Glu Asn He Leu 
145 150 155 ISO 

Thr Lys Ala Asp Thr Leu Lys Val Lys Asp Arg Lys Lys Lys Lys Lys 

165 170 175 

Lys Gly Gin Glu Ala Gly Gly Phe Phe Glu Asp Ala Ser Gin Tyr Asp 

180 195 190 

Glu Asn Leu Ser Phe Gin Asp Met Asn Leu Ser Arg Pro Leu Leu Lys 

195 200 205 

Ala He Thr Ala Met Gly Phe Lys Gin Pro Thr Pro He Gin Lys Ala 

210 215 220 

Cys He Pro Val Gly Leu Leu Gly Lys Asp He Cys Ala Cys Ala Ala 
225 230 235 240 

Thr Gly Thr Gly Lys Thr Ala Ala Phe Ala Leu Pro Val Leu Glu Arg 

245 250 255 

Leu He Tyr Lys Pro Arg Gin Ala Pro Val Thr Arg Val Leu Val Leu 

260 265 270 

Val Pro Thr Arg Glu Leu Gly He Gin Val His Ser Val Thr Arg Gin 

275 280 285 

Leu Ala Gin Phe Cys Asn lie Thr Thr Cys Leu Ala Val Gly Gly Leu 

290 295 300 

Asp Val Lys Ser Gin Glu Ala Ala Leu Arg Ala Ala Pro Asp He Leu 
305 310 315 320 

He Ala Thr Pro Gly Arg Leu He Asp His Leu His Asn Cys Pro Ser 

325 330 335 

Phe His Leu Ser Ser He Glu Val Leu He Leu Asp Glu Ala Asp Arg 

340 345 350 

Met Leu Asp Glu Tyr Phe Glu Glu Gin Met Lys Glu He He Arg Met 

355 360 365 

Cys Ser His His Arg Gin Thr Met Leu Phe Ser Ala Thr Met Thr Asp 

370 375 3B0 

Glu Val Lys Asp Leu Ala Ser Val Ser Leu Lys Asn Pro Val Arg He 
385 390 395 400 

Phe Val Asn Ser Asn Thr Asp Val Ala Pro Phe Leu Arg Gin Glu Phe 

405 410 415 

lie Arg He Arg Pro Asn Arg Glu Gly Asp Arg Glu Ala He Val Ala 

420 425 430 

Ala Leu Leu Thr Arg Thr Phe Thr Asp His Val Met Leu Phe Thr Gin 

435 440 445 

Thr Lys Lys Gin Ala His Arg Met His He Leu Leu Gly Leu Met Gly 

450 455 460 

Leu Gin Val Gly Glu Leu His Gly Asn Leu Ser Gin Thr Gin Arg Leu 
465 470 475 480 

Glu Ala Leu Arg Arg Phe Lys Asp Glu Gin He Asp He Leu Val Ala 

485 490 495 

Thr Asp Val Ala Ala Arg Gly Leu Asp lie Glu Gly Val Lys Thr Val 

500 505 510 

He Asn Phe Thr Met Pro Asn Thr He Lys His Tyr Val His Arg Val 

515 S20 525 

Gly Arg Thr Ala Arg Ala Gly Arg Ala Gly Arg Ser Val Ser Leu Val 

530 535 540 

Gly Glu Asp Glu Arg Lys Met Leu Lys Glu He Val Lys Ala Ala Lys 
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545 










550 










555 










560 


Ala 


Pro 


Val 


Lys 


Ala 


Arcr 


He 


Leu 


Pro 


Gin 


Asp 


Val 


He 


Leu 


Lys 


Phe 










565 










570 










575 




Arg 


Asp 


Lys 


He 


Glu 


Lvs 
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Leu 
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Lys 
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Glu 


Ala 
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Gin 
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615 










620 










Pro Glu Arg 




Trp 


Phe 


Gin 


Thr 


Lys 


Glu 


Glu 


Arg 


Lys 


Lys 


Glu 


Lys 


625 










630 










635 










640 


He 


Ala 


Lys 


Axel 


Leu 


Gin 


Glu 


Phe 


Asp 


Leu 


Ala 


Leu Arg Gly Lys 


Lvs 
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Lys 


Lys 


Phe 
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Lys 
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Ala 


Lys 


Lys 


Lys 


Gly Glu 


Met 


Thr 
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670 
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Glu 


Arg 
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Gin 


Phe 


Glu 


He 


Leu 


Lys 


Ala 


Gin 


Met 


Phe 


Ala 
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685 
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Lys 


Arg 


Asn 


Arg 


Arg 


Ala 


Lys 


Arg 


Ala 


Arg 


Ala 


Met 
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700 
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Glu 


Glu 


Glu 


Pro 


Val 


Arg Gly 


Pro 


Ala 


Lys 


Lys 


Gin 


Lys 


Gin 


Gly 


705 
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Lys 


Lys 


Ser 


Val 


Phe Asp Glu 


Glu 


Leu 


Thr 


Asn 


Thr 


Ser 


Lys 


Lys 


Ala 










725 










730 










735 




Leu 


Lys 


Gin 


Tyr 


Arg 


Ala 


Gly 


Pro 


Ser 


Phe 


Glu 


Glu Arg 


Lys 


Gin 


Leu 








740 










745 










750 
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Leu 


Pro 


His 


Gin 


Arg 


Arg 


Gly 


Gly Asn 


Phe 


Lys 


Ser 


Lys 


Ser Arg 



755 760 765 

<210> 4425 
<211> 5199 
<212> DNA 

<213> Homo sapiens 
<400> 4425 

naaatccggt gagcggtaag gaaagtgatg ccaagtcttc gaagcctcag tgacaaacgc 
60 

atagcaagaa cacatccact ccagagatac cttctcgaaa caaaagattt tcctacctgc 
120 

ttatacttgg taaccgaggg aattactaag acttcttgct catttctgag tattgtcttt 
180 

atatcctgac actatgaatg ctacttggat gcctcttaag tctgttctct ggggaggcag 
240 

taaggggccg tggagctggc ctcggcctcg gcatcgggag aggctggact tcctgtctct 
300 

ctgtgctgaa tggctgcgat ggcgcccgct ctcactgacg cagcagctga agcacaccat 
360 

atccggttca aactggctcc cccatcctct accttgtccc ctggcagtgc cgaaaataac 
420 

ggcaacgcca acatccttat tgctgccaac ggaaccaaaa gaaaagccat tgctgcagag 
480 

gatcccagcc tagatttccg aaataatcct accaaggaag acttgggaaa gctgcaacca 
540 

ctggtggcat cttatctctg ctctgatgta acatctgttc cctcaaagga gtctttgaag 
600 
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ttgcaagggg tcttcagcaa gcagacagtc cttaaatctc atcctctctt atctcagtcc 
660 

tatgaactcc gagctgagct gttggggaga cagccagttt tggagttttc cttagaaaat 
720 

cttagaacca tgaatacgag tggtcagaca gctctgccac aagcacctgt aaatgggttg 
780 

gctaagaaat tgactaaaag ttcaacacat tctgatcatg acaattccac ttccctcaat 
840 

gggggaaaac gggctctcac ttcatctgct cttcatgggg gtgaaatggg aggatctgaa 
900 

tctggggact tgaagggggg tatgaccaat tgcactcttc cacatagaag ccctgatgta 
960 

gaacacacaa ctttgtatag caataatagc actgcaaaca aatcctttgt caattccatg 
1020 

gaacagccgg cacttcaagg aagcagtagg ttatcacctg gtacagactc cagctctaac 
1080 

ttggggggtg tcaaattgga gggtaaaaag tctcccctgt cttccattct tttcagtgct 
1140 

ttagattctg acacaaggat aacagcttta ctgcggcgac aggctgacat tgagagccgt 
1200 

gcccgcagat tacaaaagcg cttacaggtt gtgcaagcca agcaggttga gaggcatata 
1260 

caacatcagc tgggtggatt tttggagaag actttgagca aactgccaaa cttggaatcc 
1320 

ttgagaccac ggagccagtt gatgctgact cgaaaggctg aagctgcctt gagaaaagct 
1380 

gccagtgaga ccaccacttc agagggactt agcaactttc tgaaaagcaa ttcaatttca 
1440 

gaagaattgg agagatttac agctagtggc atagccaact tgaggtgcag tgaacaggca 
1500 

tttgattcag atgtcactga cagtagttca ggaggggagt ctgatattga agaggaagaa 
1560 

ctgaccagag ctgatcccga gcagcgtcat gtacccctga gacgcaggtc agaatggaaa 
1620 

tgggctgcag accgggcagc tattgtcagc cgctggaact ggcttcaggc tcatgtttct 
1680 

gacttggaat atcgaattcg tcagcaaaca gacatttaca aacagatacg tgctaataag 
1740 

gggttgatag ttcttgggga ggtacctccc ccagagcata caacagactt atttcttcca 
1800 

cttagttctg aggtgaagac agatcatggg actgataaat tgattgagtc cgtttctcag 
1860 

ccattggaaa accatggtgc ccctattatt ggtcatattt cagagtcact gtctaccaaa 
1920 

tcatgtggag cactcagacc tgtcaatgga gttattaaca ctcttcagcc tgtcttggca 
1980 

gaccacattc caggtgacag ctctgatgct gaggaacaat tacataagaa gcaacgactg 
2040 

aatctcgtct cttcatcatc tgatggcacc tgtgtggcag cccggacacg tcctgtactg 
2100 

agctgtaaga agcggaggct tgttcgaccc aacagcatcg ttcctctttc caagaaggtt 
2160 

caccggaaca gcacaatccg ccctggctgt gatgtgaatc cctcctgcgc actgtgtggt 
2220 
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tcaggcagca tcaacaccat gcctcccgaa 
2280 

ctttcccagt tggactcttg tgttcatcct 
2340 

agcctgcatt tccagagcat gctgaaatct 
2400 

aaacctccca aaaagttatc gcttaagcac 
2460 

tcagctcgta aggacaggca caaattggtc 
2520 

catcaccaaa cccggcctga caggacccac 
2580 

cccatggtgg agcgagtgac agcgccaaaa 
2640 

gtgcatgacc caaaccacag caaaatgaga 

2700 

gtgttgaagc atcacacaga catgagcagt 
2760 

ccacacagtc ccttggtgcg acagctctcc 
2820 

tctagctcac aggttacagc cagcacatcg 
2880 

agctcatttg atattaacaa cattgtcatc 
2940 

gagaaactgc aatacaagga aatccttacg 
3000 

ctgaagggga gtcctgatga ggagaatgaa 
3060 

gccgccctgc atgccaaatg tgaggagatg 
3120 

gtgccacccc agcggcgggg cagcaggtcc 
3180 

cagctgggca gtgccaaccc ctccaccccc 
3240 

cactctttgt cagaatactc ccatggtcag 
3300 

cactcagcac ccctcacccc tgtggctcgg 
3360 

acccgttgtt ccacaccaga gctggggctg 
3420 

cggaccttcc ccctggcgca cagtccccag 
3480 

gagcgagcag cccgctgcac tcgacgcacc 
3540 

ggcagcgccc acctcgcctc ccattgtccc 
3600 

cacagctcag cgcccgactc acagatgagc 
3660 

ctattggcat taaagcttca gaaatctctg 
3720 

attttcacag tttttagcga acttaaggaa 
3780 

tgttttaatt tttgttttgt ttttgtttcc 
3840 



attcactatg 


aagcccctct 


gttggaacgt 


gttctagcat 


ttccagatga 


tgttcccaca 


cagtggcaga 


acaagccttt 


tgacaaaatc 


agagcaccca 


tgccgggcag 


tctgccagat 


agctccttcc 


taacaacagc 


caagctgtcc 


aggcagcact 


tagacgatgt 


gggggccgtg 


gcagagcgct 


tgctcaaccc 


accaccaccc 


ttgcgagacc 


attcatctga 


gagaagtgaa 


tcgagctacc 


tggcagccac 


ccaccatcct 


acctcctcag 


attcccctgc 


acccgccagc 


cagcagccag 


taaggaggag 


aaggggagag 


ccaatgtctg 


ttgctgcaac 


aactcgcgta 


cccagctggc 


gggaggttga 


ccttcagtct 


gagattgagg 


acctatccga 


cgcagccttc 


gagagggcac 


ggtggctgtg 


gaccacgagt 


tacaggtcat 


cagacggccg 


gacaaccccc 


cagcctgcct 


cccctgatgt 


cagcagtagc 


tcccctagga 


gccccattag 


cccggaactg 


gacactctgc 


gacacttagc 


cagtgaggat 


gatgaacagt 


ctgtccagcc 


ctgggagcgg 


gcggagtgtg 


aggaccagct 


ggatgcacag 


tcaggcagca 


agactnggcc 


gggagacaga 


cctcaagagt 


cggcatctgg 


tggcagcagc 


gggagacagc 


catctaaaca 


gactcactaa 


cgtttgatat 


tcaaacatca 


tatgccggaa 


tttagatcct 


actttggtat 


ttttttttct 


atgttttctt gtcacacacc 


tgagcacttc 
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ctcccgttgg caaacagaag ttcaggatga gaccctgctg gcctggtcct ggcacatcct 
3900 

ctgcactgtt gaatcactgg acttactgat cttagatgac caccccctcc ctcacacctg 
3960 

tgggcagggc agaacagcct ggcgggctac agtttagcat ggccttcttg agctagggtg 
4020 

gaatggggca gggtgctctg gactcttacc ccctcccctc ccatctgtgg cttggctctg 
4080 

ctgtggccct cctggctggg tccccttggt ttttcgtgct ggaacatccc caccagagcc 
4140 

tctctgccat aactgccagc tgctctcccc gagtgctcag ctggcagaac acctttcctt 
4200 

tctcacccag aacttaagag actgattttt tgtttcatct gcatttggtc ttctctgttt 
4260 

tgactctttc actgcagtaa cctggctgtg gctgctcagg ttcccctccc catgccccct 
4320 

ggtacccttc cctgtctgct ctcccatgcc atgtacacac ccacaacccg tccttccact 
4380 

tggaatattt ttaccaccta tcctgatctt tgaaggtagg gttaggacta cttaacctct 
4440 

attcccactc ccctgcaaac tgggggttgt gggaagtgag cagccatctc cctgtgtgat 
4500 

tttttttttt tttttccctc tgattcactt tgccatgttt ccttcacatc cagatccctg 
4560 

tcggtgttag ttccactctt ggtctttcac gctccccttg cctgtggaac attgtctggt 
4620 

cctagctgtg gttcccattg ttcccccttc acccttctct gttaaccttg tgcctgtctc 
4680 

ctgtatgatc acatcaccaa aaagggggag gggggagaag actctttttt tttggccatt 
4740 

ttgtaatcgt ataaaaatag tagacaactg cttaatggtt ggggtttttt cacaattttc 
4800 

aacattagtg attttttttt ctgtttgcaa gttaaagggt ttgtcattgt ttctttaaaa 
4860 

aaaaaataca ataatgcacc atatccctat gcataaagtg cttcttctat ttataaggtt 
4920 

gaaaattctg aataaccctt ttagcattga aaaaaaaaac aaaaacaaaa aatggaaaaa 
4980 

aaaaaccttg tattttgtaa atattttctt ttcctgcttt ggagctgtgt aatggcagcg 
5O40 

aaacatgtag ctgtctttgt tctatagaaa tgcttttctt cagagaagct gatctttgtt 
5100 

aatgtcttga ttctgttcgc aaagcacaga ctagtgctta aaaaaaaaaa agaaggaaaa 
5160 

attgaaaaaa ataaaaaaaa aagttacaga aaaaaaaaa 
5199 

<210> 4426 

<211> 1116 

<212> PRT 

<213> Homo sapiens 

<400> 4426 

Met Ala Ala Met Ala Pro Ala Leu Thr Asp Ala Ala Ala Glu Ala His 
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1 

His lie Arg Phe 
20 

Ser Ala Glu Asn 
35 

Thr Lys Arg Lys 
50 

Asn Asn Pro Thr 
65 

Ser Tyr Leu Cys 

Lys Leu Gin Gly 
100 

Leu Leu Ser Gin 
115 

Pro Val Leu Glu 
130 

Gly Gin Thr Ala 
145 

Leu Thr Lys Ser 

Asn Gly Gly Lys 
180 

Met Gly Gly Ser 
195 

Thr Leu Pro His 
210 

Asn Asn Ser Thr 
225 

Ala Leu Gin Gly 

Asn Leu Gly Gly 
260 

lie Leu Phe Ser 
275 

Arg Arg Gin Ala 
290 

Leu Gin Val Val 
305 

Leu Gly Gly Phe 

Ser Leu Arg Pro 
340 

Ala Leu Arg Lys 
355 

Asn Phe Leu Lys 
370 

Ala Ser Gly lie 
385 

Asp Val Thr Asp 

Glu Leu Thr Arg 
420 

Arg Ser Glu Trp 



5 

Lys Leu Ala Pro 

Asn Gly Asn Ala 
40 

Ala lie Ala Ala 
55 

Lys Glu Asp Leu 
70 

Ser Asp Val Thr 
85 

Val Phe Ser Lys 

Ser Tyr Glu Leu 
120 

Phe Ser Leu Glu 
135 

Leu Pro Gin Ala 
150 

Ser Thr His Ser 
165 

Arg Ala Leu Thr 

Glu Ser Gly Asp 
200 

Arg Ser Leu Asp 
215 

Ala Asn Lys Ser 
230 

Ser Ser Arg Leu 
245 

Val Lys Leu Glu 

Ala Leu Asp Ser 
280 

Asp lie Glu Ser 
295 

Gin Ala Lys Gin 
310 

Leu Glu Lys Thr 
325 

Arg Ser Gin Leu 

Ala Ala Ser Glu 
360 

Ser Asn Ser lie 
375 

Ala Asn Leu Arg 
390 

Ser Ser Ser Gly 
405 

Ala Asp Pro Glu 
Lys Trp Ala Ala 



10 

Pro Ser Ser Thr 
25 

Asn lie Leu lie 

Glu Asp Pro Ser 
60 

Gly Lys Leu Gin 
75 

Ser Val Pro Ser 
90 

Gin Thr Val Leu 
105 

Arg Ala Glu Leu 

Asn Leu Arg Thr 
140 

Pro Val Asn Gly 
155 

Asp His Asp Asn 
170 

Ser Ser Ala Leu 
185 

Leu Lys Gly Gly 

Val Glu His Thr 
220 

Phe Val Asn Ser 
235 

Ser Pro Gly Thr 
250 

Gly Lys Lys Ser 
265 

Asp Thr Arg He 

Arg Ala Arg Arg 
300 

Val Glu Arg His 
315 

Leu Ser Lys Leu 
330 

Met Leu Thr Arg 
345 

Thr Thr Thr Ser 

Ser Glu Glu Leu 
380 

Cys Ser Glu Gin 
395 

Gly Glu Ser Asp 
410 

Gin Arg His Val 
425 

Asp Arg Ala Ala 



15 

Leu Ser Pro Gly 
30 

Ala Ala Asn Gly 
45 

Leu Asp Phe Arg 

Pro Leu Val Ala 
80 

Lys Glu Ser Leu 
95 

Lys Ser His Pro 
110 

Leu Gly Arg Gin 
125 

Met Asn Thr Ser 

Leu Ala Lys Lys 
160 

Ser Thr Ser Leu 
175 

His Gly Gly Glu 
190 

Met Thr Asn Cys 
205 

Thr Leu Tyr Ser 

Met Glu Gin Pro 
240 

Asp Ser Ser Ser 
255 

Pro Leu Ser Ser 
270 

Thr Ala Leu Leu 
285 

Leu Gin Lys Arg 

lie Gin His Gin 
320 

Pro Asn Leu Glu 
335 

Lys Ala Glu Ala 
350 

Glu Gly Leu Ser 
365 

Glu Arg Phe Thr 

Ala Phe Asp Ser 
400 

He Glu Glu Glu 
415 

Pro Leu Arg Arg 
430 

He Val Ser Arg 



3616 



WO 00/58473 PCTAJS00/08621 



435 440 445 

Trp Asn Trp Leu Gin Ala His Val Ser Asp Leu Glu Tyr Arg He Arg 

450 455 460 

Gin Gin Thr Asp He Tyr Lys Gin He Arg Ala Asn Lys Gly Leu He 
465 470 475 480 

Val Leu Gly Glu Val Pro Pro Pro Glu His Thr Thr Asp Leu Phe Leu 

4B5 490 495 

Pro Leu Ser Ser Glu Val Lys Thr Asp His Gly Thr Asp Lys Leu He 

500 505 510 

Glu Ser Val Ser Gin Pro Leu Glu Asn His Gly Ala Pro He He Gly 

515 520 525 

His He Ser Glu Ser Leu Ser Thr Lys Ser Cys Gly Ala Leu Arg Pro 

530 535 540 

Val Asn Gly Val He Asn Thr Leu Gin Pro Val Leu Ala Asp His He 
545 550 555 560 

Pro Gly Asp Ser Ser Asp Ala Glu Glu Gin Leu His Lys Lys Gin Arg 

565 570 575 

Leu Asn Leu Val Ser Ser Ser Ser Asp Gly Thr Cys Val Ala Ala Arg 

580 585 590 

Thr Arg Pro Val Leu Ser Cys Lys Lys Arg Arg Leu Val Arg Pro Asn 

595 600 605 

Ser He Val Pro Leu Ser Lys Lys Val His Arg Asn Ser Thr He Arg 

6io 615 620 

Pro Gly Cys Asp Val Asn Pro Ser Cys Ala Leu Cys Gly Ser Gly Ser 
625 630 635 640 

He Asn Thr Met Pro Pro Glu He His Tyr Glu Ala Pro Leu Leu Glu 

645 650 655 

Arg Leu Ser Gin Leu Asp Ser Cys Val His Pro Val Leu Ala Phe Pro 

660 665 670 

Asp Asp Val Pro Thr Ser Leu His Phe Gin Ser Met Leu Lys Ser Gin 

675 680 685 

Trp Gin Asn Lys Pro Phe Asp Lys He Lys Pro Pro Lys Lys Leu Ser 

690 695 700 

Leu Lys His Arg Ala Pro Met Pro Gly Ser Leu Pro Asp Ser Ala Arg 
705 710 715 720 

Lys Asp Arg His Lys Leu Val Ser Ser Phe Leu Thr Thr Ala Lys Leu 

725 730 735 

Ser His His Gin Thr Arg Pro Asp Arg Thr His Arg Gin His Leu Asp 

740 745 750 

Asp Val Gly Ala Val Pro Met Val Glu Arg Val Thr Ala Pro Lys Ala 

755 760 765 

Glu Arg Leu Leu Asn Pro Pro Pro Pro Val His Asp Pro Asn His Ser 

770 775 780 

Lys Met Arg Leu Arg Asp His Ser Ser Glu Arg Ser Glu Val Leu Lys 
785 790 795 800 

His His Thr Asp Met Ser Ser Ser Ser Tyr Leu Ala Ala Thr His His 

805 810 815 

Pro Pro His Ser Pro Leu Val Arg Gin Leu Ser Thr Ser Ser Asp Ser 

820 825 830 

Pro Ala Pro Ala Ser Ser Ser Ser Gin Val Thr Ala Ser Thr Ser Gin 

835 840 845 

Gin Pro Val Arg Arg Arg Arg Gly Glu Ser Ser Phe Asp He Asn Asn 

850 855 860 

He Val He Pro Met Ser Val Ala Ala Thr Thr Arg Val Glu Lys Leu 
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865 870 875 880 

Gin Tyr Lys Glu lie Leu.Thr Pro Ser Trp Arg Glu Val Asp Leu Gin 

885 890 895 

Ser Leu Lys Gly Ser Pro Asp Glu Glu Asn Glu Glu He Glu Asp Leu 

900 90S 910 

Ser Asp Ala Ala Phe Ala Ala Leu His Ala Lys Cys Glu Glu Met Glu 

915 920 925 

Arg Ala Arg Trp Leu Trp Thr Thr Ser Val Pro Pro Gin Arg Arg Gly 

930 935 940 

Ser Arg Ser Tyr Arg Ser Ser Asp Gly Arg Thr Thr Pro Gin Leu Gly 
945 950 955 960 

Ser Ala Asn Pro Ser Thr Pro Gin Pro Ala Ser Pro Asp Val Ser Ser 

965 970 975 

Ser His Ser Leu Ser Glu Tyr Ser His Gly Gin Ser Pro Arg Ser Pro 

980 985 990 

He Ser Pro Glu Leu His Ser Ala Pro Leu Thr Pro Val Ala Arg Asp 

995 1000 1005 

Thr Leu Arg His Leu Ala Ser Glu Asp Thr Arg Cys Ser Thr Pro Glu 

1010 1015 1020 

Leu Gly Leu Asp Glu Gin Ser Val Gin Pro Trp Glu Arg Arg Thr Phe 
1025 1030 1035 1040 

Pro Leu Ala His Ser Pro Gin Ala Glu Cys Glu Asp Gin Leu Asp Ala 

1045 1050 1055 

Gin Glu Arg Ala Ala Arg Cys Thr Arg Arg Thr Ser Gly Ser Lys Thr 

1060 1065 1070 

Xaa Pro Gly Asp Arg Gly Ser Ala His Leu Ala Ser His Cys Pro Pro 

1075 1080 1085 

Gin Glu Ser Ala Ser Gly Gly Ser Ser His Ser Ser Ala Pro Asp Ser 

1090 1095 1100 

Gin Met Ser Gly Arg Gin Pro Ser Lys Gin Thr His 
1105 1110 1115 

<210> 4427 

<211> 4474 

<212> DNA 

<213> Homo sapiens 

<400> 4427 

nntgtggtca gggaatccag cttcttcggg tcaactcctt cctggaggat tcggatgact 
60 

tcagacatca tgggcgcaag acacctggta gtatagaagc caggtccatc cttaaccaca 
120 

atgatgacct tcccctgctt gagaccaact gctacagctg aagcactggt gtctttggaa 
180 

gttttctcgg tcgtgataat ctccagcagc tgcatcttgt ccacgggaga gaagtagtgc 
240 

atgccaatca ccttctcagg tcttttgctg acagcagcga tttcactgat tgggagagca 
300 

gatgtgttac tggcaaagat acagtgatct ggaatcaccg cttctacttc ctttagcact 
360 

ctgtgcttaa gactaaggtc ctcaaacaca gcttcaatca ccatgtcggc cttttcaaaa 
420 

ccttggtaat caagctgccc agtcaagttg ctgaagatgg aatccctttc aaatgatgtt 
480 



3618 



WO 00/58473 



PCT/USOO/08621 



agagctttct tcttcacttt gtcattcaat cctttgaaca cttgttgctg tcctcggcct 



540 



agcgcagtga gggtggcatc tttaagtata gtctttagcc ccttatccac ggagacttgg 



600 



gcgatgcctg ctcccatcag ccctgcacca agaatagcca gatgcttaac atccttctgt 



660 



cttttgctgc tattctgtat tggcatgaaa tggcaacctc aagtcctcct cccaggcagg 



720 



atccattgat ggcagccaca ataggctttg tggacttttc aagtttctca actattctct 



780 



gtgcttcttg tgatagctgt gttacttctt gaagggtctt gcaagcggct aacatgttga 
340 

tatcagcacc tgcaataaag cagcctggct ttgatgagat aaggacggca cttctgattt 
900 

gatcactagc ccagatttca ttcataactt ctgagaactc tgaatgtagc tcttcagctc 
960 

aagatggtgg cctgccgggc gattggcatc ctcagccgct tttctgcctt caggatcctc 
1020 

cgctcccgag gttatatatg ccgcaatttt acagggtctt ctgctttgct gaccagaacc 
1080 

catattaact atggagtcaa aggggatgtg gcagttgttc gaattaactc tcccaattca 
1140 

aaggtaaata cactgagtaa agagctacat tcagagttct cagaagttat gaatgaaatc 
1200 

tgggctagtg atcaaatcag aagtgccgtc cttatctcat caaagccagg ctgctttatt 
1260 

gcaggtgctg atatcaacat gttagccgct tgcaagaccc ttcaagaagt aacacagcta 
1320 

tcacaagaag cacagagaat agttgagaaa cttgaaaagt ccacaaagcc tattgtggct 
1380 

gccatcaatg gatcctgcct gggaggagga cttgaggttg ccatttcatg ccaatacaga 
1440 

atagcaacaa aagacagaaa aacagtatta ggtacccctg aagtttcgct gggggcctta 
1500 

ccaggagcag gaggcacaca aaggctgccc aaaatggtgg gtgtgcctgc tgctttggac 
1560 

atgatgctga ctggtagaag cattcgtgca gacagggcaa agaaaatggg actggttgac 
1620 

caactggtgg aacccctggg accaggacta aaacctccag aggaacggac aatagaatac 
1680 

ctagaagaag ttgcaattac ttttgccaaa ggactagctg ataagaagat ctctccaaag 
1740 

agagacaagg gattggtgga aaaattgaca gcgtatgcca tgactattcc atttgtcagg 
1800 

caacaggttt acaaaaaagt ggaagaaaaa gtgcgaaagc agactaaagg cctttatcct 
1860 

gcacctctga aaataattga tgtggtaaag actggaattg agcaagggag tgatgccggt 
1920 

tatctctgtg aatctcagaa atttggagag cttgtaatga ccaaagaatc aaaggccttg 
1980 

atgggactct accatggtca ggtcctgtgc aagaagaata aatttggagc cccacagaag 



2040 



gatgttaagc atctggctat tcttggtgca gggctgatgg gagcaggcat cgcccaagtc 
2100 
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tccgtggata aggggctaaa gactatactt aaagatgcca ccctcactgc gctagaccga 



2160 



ggacagcaac aagtgttcaa aggattgaat gacaaagtga agaagaaagc tctaacatca 



2220 



tttgaaaggg attccatctt cagcaacttg actgggcagc ttgattacca aggttttgaa 



2280 



aaggccgaca tggtgattga agctgtgttt gaggacctta gtcttaagca cagagtgcta 



2340 



aaggaagtag aagcggtgat tccagatcac tgtatctttg ccagtaacac atctgctctc 



2400 



ccaatcagtg aaatcgctgc tgtcagcaaa agacctgaga aggtgattgg catgcactac 



2460 

ttctctcccg tggacaagat gcagctgctg gagattatca cgaccgagaa aacttccaaa 
2520 

gacaccagtg cttcagctgt agcagttggt ctcaagcagg ggaaggtcat cattgtggtt 
2580 

aaggatggac ctggcttcta tactaccagg tgtcttgcgc ccatgatgtc tgaagtcatc 
2640 

cgaatcctcc aggaaggagt tgacccgaag aagctggatt ccctgaccac aagctttggc 

2700 ^ „ 

tttcctgtgg gtgccgccac actggtggat gaagttggtg tggatgtagc gaaacatgtg 

gcggaagatc tgggcaaagt ctttggggag cggtttggag gtggaaaccc agaactgctg 
2820 

acacagatgg tgtccaaggg cttcctaggt cgtaaatctg ggaagggctt ttacatctat 

2880 _ _ 

caggagggtg tgaagaggaa ggatttgaat tctgacatgg atagtatttt agcgagtctg 

2940 

aagctgcctc ctaagtctga agtctcatca gacgaagaca tccagttccg cctggtgaca 
3000 

agatttgtga atgaggcagt catgtgcctg caagagggga tcttggccac acctgcagag 
3060 

ggagacatcg gagccgtctt tgggcttggc ttcccgcctt gtctgggagg gcctttccgc 
3120 

tttgtggatc tgtatggcgc ccagaagata gtggaccggc tcaagaaata tgaagctgcc 
3180 

tatggaaaac agttcacccc atgccagctg ctagctgacc atgctaacag ccctaacaag 
3240 

aagttctacc agtgagcagg cctcatgcct cgctcagtca gttttcagat aagccggtgc 
3300 

aagaccgggg tttggtggtg acggacctca aagctgagag tgtggttctt gagcatcgca 

3360 ^ ^ 

gctactgctc ggcaaaggcc cgggacagac actttgctgg ggatgtactg ggctatgtca 

3420 

ctccatggaa cagccatggc tacgatgtca ccaaggtctt tgggagcaag ttcacacaga 
3480 

tctcacccgt ctggctgcag ctgaagagac gtggccgtga gatgtttgag gtcacgggcc 
3540 

tccacgacgt ggaccagggg tggatgcgag ctgtcaggaa gcatgccaag ggcctgcaca 
3600 

tagtgcctcg gctcctgttt gaggactgga cttacgatga tttccggaac gtcttagaca 
3660 

gtgaggatga gatagaggag ctgagcaaga ccgtggtcca ggtggcaaag aaccagcatt 
3720 
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tcgatggctt cgtggtggag gtctggaacc 
3780 

tccacatgct cacccacttg gccgaggctc 
3840 

tcatcccgcc tgccatcacc cccgggaccg 
3900 

ttgagcagct ggcccccgtg ctggatggtt 
3960 

cgcatcagcc tggccctaat gcacccctgt 
4020 

acccgaagtc caagtggcga agcaaaatcc 
4080 

acgcgacctc caaggatgcc cgtgagcctg 
4140 

aggaccacag gccccggatg gtgtgggaca 
4200 

agaagagccg cagtgggagg cacgtcgtct 
4260 

ggctggagct ggcccgggag ctgggcgttg 
4320 

tggactactt ctacgacctg ctctaggtgg 
4380 

tttctaagcc atggagtgag tgagcaggtg 

4440 

gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
4474 

<210> 4428 
<211> 763 
<212> PRT 

<213> Homo sapiens 
<400> 4428 

Met Val Ala Cys Arg Ala He Gly 

1 ' 5 
Arg He Leu Arg Ser Arg Gly Tyr 
20 

Ser Ala Leu Leu Thr Arg Thr His 

35 40 
Val Ala Val Val Arg He Asn Ser 

50 55 
Ser Lys Glu Leu His Ser Glu Phe 
65 70 
Ala Ser Asp Gin He Arg Ser Ala 
85 

Cys Phe He Ala Gly Ala Asp He 
100 

Leu Gin Glu Val Thr Gin Leu Ser 
115 120 
Lys Leu Glu Lys Ser Thr Lys Pro 

130 135 
Cys Leu Gly Gly Gly Leu Glu Val 
145 150 
Ala Thr Lys Asp Arg Lys Thr Val 



agctgctaag ccagaagcgc gtgggcctca 
tgcaccaggc ccggctgctg gccctcctgg 
accagctggg catgttcacg cacaaggagt 
tcagcctcat gacctacgac tactctacag 
cctgggttcg agcctgcgtc caggtcctgg 
tcctggggct caacttctat ggtatggact 
ttgtcggggc caggtacatc cagacactga 
gccaggcctc agagcacttc ttcgagtaca 
tctacccaac cctgaagtcc ctgcaggtgc 
gggtctctat ctgggagctg ggccagggcc 
gcattgcggc ctccgcggtg gacgtgttct 
tgaaatacag gcctccactc cgtttgctgt 
aaaa 



He Leu 


Ser 


Arg 


Phe 


Ser 


Ala 


Phe 


10 










15 




He Cys 


Arg 


Asn 


Phe 


Thr 


Gly 


Ser 


25 








30 






He Asn Tyr Gly 


Val 


Lys 


Gly 


Asp 








45 








Pro Asn 


Ser 


Lys 


Val 


Asn 


Thr 


Leu 






60 










Ser Glu 


Val 


Met 


Asn 


Glu 


He 


Trp 




75 










80 


Val Leu 


He 


Ser 


Ser 


Lys 


Pro 


Gly 


90 










95 




Asn Met 


Leu 


Ala 


Ala 


Cys 


Lys 


Thr 


105 








110 






Gin Glu 


Ala 


Gin 


Arg 


He 


val 


Glu 








125 








He Val 


Ala 


Ala 


He 


Asn Gly 


Ser 






140 










Ala He 


Ser 


Cys 


Gin 


Tyr 


Arg 


He 




155 










160 


Leu Gly Thr 


Pro 


Glu 


Val 


Leu 


Leu 
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165 1*70 175 

Gly Ala Leu Pro Gly Ala Gly Gly Thr Gin Arg Leu Pro Lys Met Val 

180 185 190 

Gly Val Pro Ala Ala Leu Asp Met Met Leu Thr Gly Arg Ser He Arg 

195 200 205 

Ala Asp Arg Ala Lys Lys Met Gly Leu Val Asp Gin Leu Val Glu Pro 

210 215 220 

Leu Gly Pro Gly Leu Lys Pro Pro Glu Glu Arg Thr He Glu Tyr Leu 
225 230 235 240 

Glu Glu Val Ala He Thr Phe Ala Lys Gly Leu Ala Asp Lys Lys He 

245 250 255 

Ser Pro Lys Arg Asp Lys Gly Leu Val Glu Lys Leu Thr Ala Tyr Ala 

260 265 270 

Met Thr lie Pro Phe Val Arg Gin Gin Val Tyr Lys Lys Val Glu Glu 

275 280 285 

Lys Val Arg Lys Gin Thr Lys Gly Leu Tyr Pro Ala Pro Leu Lys He 

290 295 300 

He Asp Val Val Lys Thr Gly He Glu Gin Gly Ser Asp Ala Gly Tyr 
305 310 315 320 

Leu Cys Glu Ser Gin Lys Phe Gly Glu Leu Val Met Thr Lys Glu Ser 

325 330 335 

Lys Ala Leu Met Gly Leu Tyr His Gly Gin Val Leu Cys Lys Lys Asn 

340 345 350 

Lys Phe Gly Ala Pro Gin Lys Asp Val Lys His Leu Ala He Leu Gly . 

355 360 365 

Ala Gly Leu Met Gly Ala Gly He Ala Gin Val Ser Val Asp Lys Gly 

370 375 380 

Leu Lys Thr He Leu Lys Asp Ala Thr Leu Thr Ala Leu Asp Arg Gly 
385 390 395 400 

Gin Gin Gin Val Phe Lys Gly Leu Asn Asp Lys Val Lys Lys Lys Ala 

405 410 415 

Leu Thr Ser Phe Glu Arg Asp Ser He Phe Ser Asn Leu Thr Gly Gin 

420 425 430 

Leu Asp Tyr Gin Gly Phe Glu Lys Ala Asp Met Val He Glu Ala Val 

435 440 445 

Phe Glu Asp Leu Ser Leu Lys His Arg Val Leu Lys Glu Val Glu Ala 

450 455 460 

Val He Pro Asp His Cys He Phe Ala Ser Asn Thr Ser Ala Leu Pro 
46 5 470 475 480 

He Ser Glu He Ala Ala Val Ser Lys Arg Pro Glu Lys Val He Gly 

485 490 495 

Met His Tyr Phe Ser Pro Val Asp Lys Met Gin Leu Leu Glu He He 

500 505 510 

Thr Thr Glu Lys Thr Ser Lys Asp Thr Ser Ala Ser Ala Val Ala Val 

515 520 525 

Gly Leu Lys Gin Gly Lys Val He He Val Val Lys Asp Gly Pro Gly 

530 535 540 

Phe Tyr Thr Thr Arg Cys Leu Ala Pro Met Met Ser Glu Val He Arg 
545 550 555 560 

He Leu Gin Glu Gly Val Asp Pro Lys Lys Leu Asp Ser Leu Thr Thr 

565 570 575 

Ser Phe Gly Phe Pro Val Gly Ala Ala Thr Leu Val Asp Glu Val Gly 

580 585 590 

Val Asp Val Ala Lys His Val Ala Glu Asp Leu Gly Lys Val Phe Gly 
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595 600 605 



Glu 


Arg 


Phe 


Gly 


Gly Gly Asn 


Pro 


Glu 




Leu 


Thr 


Gin Met 


Val 


Ser 




610 








615 










620 








Lys 


Gly 


Phe 


Leu 


Gly Arg 


Lys 


Ser 


\j ±y 


ys 


Gly 


Phe 


Tyr He 


Tyr 


Gin 


625 








630 










635 








640 


Glu Gly 


Val 


Lys 


Arg Lys 


Asp 


Leu 


Asn 


Ser 


Asp 


Met 


Asp Ser 


He 


Leu 










645 








650 








655 




Ala 


Ser 


Leu 


Lys 


Leu Pro 


Pro 


Lys 


Ser 


Glu 


Val 


Ser 


Ser Asp 


Glu 


Asp 








660 








665 








670 






He 


Gin 


Phe 


Arg 


Leu Val 


Thr Arg 


Phe 


Val 


Asn 


Glu 


Ala val 


Met 


Cys 






675 








680 










685 






Leu 


Gin 


Glu 


Gly 


He Leu 


Ala 


Thr 


Pro 


Ala 


Glu 


Gly 


Asp He Gly 


Ala 




690 








695 










700 








val 


Phe 


Gly 


Leu 


Gly Phe 


Pro 


Pro 


Cys 


Leu 


Gly Gly 


Pro Phe 


Arg 


Phe 


705 








710 










715 








720 


val 


Asp 


Leu 


Tyr 


Gly Ala 


Gin 


Lys 


He 


Val 


Asp Arg 


Leu Lys 


Lys 


Tyr 










725 








730 








735 




Glu 


Ala 


Ala 


Tyr 


Gly Lys 


Gin 


Phe 


Thr 


Pro 


Cys 


Gin 


Leu Leu 


Ala 


Asp 








740 








745 








750 






His 


Ala 


Asn 


Ser 


Pro Asn 


Lys 


Lys 


Phe 


Tyr 


Gin 











755 760 



<210> 4429 
<211> 981 
<212> DNA 

<213> Homo sapiens 
<400> 4429 

agatctccag cagggtggca aaactgggca cctctctctc ccagcaagag tgagagccct 
60 

aatccaggca tcacttgccc ctgattttat ttcattttca cacactctgt ttaggagaca 
120 

ctgcttgctc caactggctc catctctccg ttaccggtga ggcaggcaca gtgctgcagt 
180 

ggcagaatgg aagtacccag gctgacttgc tctcagccag acacgacctc ttctctgagg 
240 

agggtgatgc caataaatgg aactccaata ggtaggcttc gctctgccct tccacaagtg 
300 

aacacacgcc gtgagtccct aaatcgccag gctccgcagc ctcgcagaaa gcctagtttc 
360 

cagacggtag gtatcccatt catcccttgg catcgggaac caaagggaat gcagacagat 
420 

cccggtcgtg cactacattc ccaaaccttg gcacgcacgc gaaggcttgg ggcgccccgg 
480 

cgcgcccttc ctccgaggcc tccaccaccc gcggactcac cactatgcga gctgaaccac 
540 

ctgggtgcga tgtgcagagg tagagcatcc gccagcgagg ttctgggagg cccggttacc 
600 

gcttcccgtt tttatggtng accgccgccg gtctcctggt aaccattgcc atgggcatag 
660 

gtggagtcgg acgcagaccc tccgccgccg ggcgccacta ccaccctgag gtgtccaaag 
720 

ccgccagcgt catcaaccag gccctgtcca tgcctgaggt cagcatcgcg cacaccaacg 
780 
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acacgccctt ctctctctct ctctctctct ctctctctct ctcccccgtc tnnccctccc 
840 

gagttctccg gctctcgcgg ccggcggggc cgggcggcga acgaacgagc gagcgaacga 
900 

acgggcacgc gggccccgcc cgcgcacgcg ccgcgtcgcg gtgggggggt gggtgtgcgg 
960 

agggaagcgc gcggcggcgg c 
981 



<210> 4430 

<211> 151 

<212> PRT 

<213> Homo sapiens 



<400> 4430 

Met Glu Val Pro Arg Leu Thr Cys Ser Gin Pro Asp Thr Thr Ser Ser 

15 10 15 

Leu Arg Arg Val Met Pro lie Asn Gly Thr Pro lie Gly Arg Leu Arg 

20 25 30 

Ser Ala Leu Pro Gin Val Asn Thr Arg Arg Glu Ser Leu Asn Arg Gin 

35 40 45 

Ala Pro Gin Pro Arg Arg Lys Pro Ser Phe Gin Thr Val Gly He Pro 

50 55 60 

Phe lie Pro Trp His Arg Glu Pro Lys Gly Met Gin Thr Asp Pro Gly 
65 70 75 80 

Arg Ala Leu His Ser Gin Thr Leu Ala Arg Thr Arg Arg Leu Gly Ala 

85 90 95 

Pro Arg Arg Ala Leu Pro Pro Arg Pro Pro Pro Pro Ala Asp Ser Pro 

100 105 110 

Leu Cys Glu Leu Asn His Leu Gly Ala Met Cys Arg Gly Arg Ala Ser 

115 120 125 

Ala Ser Glu Val Leu Gly Gly Pro Val Thr Ala Ser Arg Phe Tyr Gly 

L30 135 140 

Xaa Pro Pro Pro Val Ser Trp 
145 150 

<210> 4431 

<211> 507 

<212> DNA 

<213> Homo sapiens 

<400> 4431 

ggtggcgagt tcagggaggc tttcaaggag gccagcaagg tgcctttctg caagttccac 
60 

ctgggtgacc gacccatccc cgtcaccttc aagagggcca tcgcagcgct ctccttctgg 
120 

cagaaggtca ggctggcttg gggcctgtgc ttcctgtcag accccatcag gtagggctgc 
180 

ccccgggacc ctggccggcc tgcagggtgg tctgtgggag gctccaggcc ctcctgtgca 
240 

ggtccaagcg cagccaatcc tcactcaagg ccttccctgc cctttccttc cgccacaaat 
300 

cccaaacaaa cgtgctgtgg tccctgcccg gtgtccacag tgccagcccc accctcccag 
360 
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cccgttgccc atccctgcgg ggctgcagcc atccctctcc acagcaagga tgacgtggaa 
420 

cgctgcaagc agaaggccta ctggagcaga tgatggccga gatgattggc gagttcccag 
480 

acctgcaccg caccatcgtt tttggag 
507 



<210> 4432 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 4432 

Gly Gly Glu Phe Arg Glu Ala Phe Lys Glu Ala Ser Lys Val Pro Phe 

15 10 15 

Cys Lys Phe His Leu Gly Asp Arg Pro lie Pro Val Thr Phe Lys Arg 

20 25 30 

Ala He Ala Ala Leu Ser Phe Trp Gin Lys Val Arg Leu Ala Trp Gly 

35 40 45 

Leu Cys Phe Leu Ser Asp Pro He Arg 
50 55 



<210> 4433 

<211> 447 

<212> DNA 

<213> Homo sapiens 



<400> 4433 

ntgtacaaca cctcgtcgcc gagggagatg 
60 

gtgaccaaca tcaccaccgt cagcctctgg 
120 

ctccgcttcc tggacatgag ccagaaccag 
180 

aaaatgcctt ccctctccca cctgaacctc 
240 

cgggagcacg agccccccgg agcgctcacc 
300 

gagctgcacc tggctccggg gctggccagc 
360 

agctccaacc agctcctggg cgtcccccct 
420 

acacttgaca tgagccacaa tcagatc 
447 



gtggcccagt tcctcctcgt ggacggcaac 
gaagaattct cctccagcga cctcgcagat 
ttccagtacc tgccagacgg cttcctgagg 
caccagaatt gcctgatgac gcttcacatt 
gagctggacc tgagccacaa ccagctgtcg 
tgcctgggca gcctgcgctt gttcaacctg 
ggcctcttcg ccaatgctag gaacatcact 



<210> 4434 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 4434 

Xaa Tyr Asn Thr Ser Ser Pro Arg 

1 5 
Val Asp Gly Asn Val Thr Asn He 



Glu Met Val Ala Gin Phe Leu Leu 

10 15 
Thr Thr Val Ser Leu Trp Glu Glu 
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20 










25 










30 






Phe 


Ser 


Ser 


Ser 


Asp 


Leu 


Ala 


ASp 


Leu 


Arg 


Phe 


Leu 


Asp 


Met 


Ser 


Gin 






35 










40 










45 








Asn 


Gin 


Phe 


Gin 


Tyr 


Leu 


Pro 


Asp 


Gly 


Phe 


Leu 


Arg 


Lys 


Met 


Pro 


Ser 




50 










55 










60 






His 




Leu 


Ser 


His 


Leu 


Asn 


Leu 


His 


Gin 


Asn 


Cys 


Leu 


Met 


Thr 


Leu 


He 


65 










70 










75 










80 


Arg 


Glu 


His 


Glu 


Pro 


Pro Gly Ala 


Leu 


Thr 


Glu 


Leu 


Asp 


Leu 


Ser 


His 








85 










90 










95 




Asn 


Gin 


Leu 


Ser 


Glu 


Leu 


His 


Leu 


Ala 


Pro 


Gly 


Leu 


Ala 


Ser 


Cys 


Leu 






100 










105 










110 






Gly Ser 


Leu 


Arg 


Leu 


Phe 


Asn 


Leu 


Ser 


Ser 


Asn 


Gin 


Leu 


Leu 


Gly Val 






115 










120 










125 








Pro 


Pro Gly 


Leu 


Phe 


Ala 


Asn 


Ala 


Arg 


Asn 


He 


Thr 


Thr 


Leu 


Asp 


Met 




130 










135 










140 










Ser 


His 


Asn 


Gin 


He 

























145 

<210> 4435 
<211> 783 
<212> DNA 

<213> Homo sapiens 
<400> 4435 

ntcgcgaggg atgaggttcg gaatgttttc cgggagctgc agatcatgca agggctggag 
60 

caccccttcg tggtcaatct gtggtactcc ttccaggatg aggaggacat gttcatggtg 
120 

gtggacctgc tcctgggagg cgacctgcgc taccatctgc agcagaatgt gcatttcaca 
180 

gaggggactg tgaaactcta catctgtgag ctggcactgg ccctggagta tcttcagagg 
240 

taccacatca tccacagaga catcaagcca gacaatatcc tgctggatga acacggacat 
300 

gttcacatta cagacttcaa catagcgacg gtagtgaaag gagcagaaag ggcttcctcc 
360 

atggctggca ccaagcccta catggctcca gaagtattcc aggtgtacat ggacagaggc 
420 

cccggatact cgtaccctgt cgactggtgg tccctgggca tcacagccta tgagctgctg 

480 

cggggctgga ggccgtacga aatccactcg gtcacgccca tcgatgaaat cctcaacatg 
540 

ttcaaggtgg agcgtgtcca ctactcctcc acgtggtgca aggggatggt ggccctgcta 
600 

aggaagctcc tgaccaagga tcctgagagc cgcgtgtcca gccttcatga catacagagc 
660 

gtgccctact tggccgacat gaactgggac gcggtgttca agaaggcact gatgcccggc 
720 

tttgtgccca ataaagggag gttgaactgc gatcccacat ttgagcttga agagatgatt 

780 

eta 

783 

<210> 4436 
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<2Xl> 261 
<212> PRT 

<213> Homo sapiens 



<400> 4436 

Xaa Ala Arg Asp Glu Val Arg Asn Val Phe Arg Glu Leu Gin He Met 

15 10 15 

Gin Gly Leu Glu His Pro Phe Val Val Asn Leu Trp Tyr Ser Phe Gin 

20 25 30 

Asp Glu Glu Asp Met Phe Met Val Val Asp Leu Leu Leu Gly Gly Asp 

35 40 45 

Leu Arg Tyr His Leu Gin Gin Asn Val His Phe Thr Glu Gly Thr Val 

50 55 60 

Lys Leu Tyr He Cys Glu Leu Ala Leu Ala Leu Glu Tyr Leu Gin Arg 
65 70 75 80 

Tyr His He lie His Arg Asp He Lys Pro Asp Asn He Leu Leu Asp 

85 90 95 

Glu His Gly His Val His He Thr Asp Phe Asn He Ala Thr Val Val 

100 105 HO 

Lys Gly Ala Glu Arg Ala Ser Ser Met Ala Gly Thr Lys Pro Tyr Met 

115 120 125 

Ala Pro Glu Val Phe Gin Val Tyr Met Asp Arg Gly Pro Gly Tyr Ser 

130 135 140 

Tyr Pro Val Asp Trp Trp Ser Leu Gly He Thr Ala Tyr Glu Leu Leu 
145 150 155 160 

Arg Gly Trp Arg Pro Tyr Glu He His Ser Val Thr Pro He Asp Glu 

165 170 175 

He Leu Asn Met Phe Lys Val Glu Arg Val His Tyr Ser Ser Thr Trp 

180 185 190 

Cys Lys Gly Met Val Ala Leu Leu Arg Lys Leu Leu Thr Lys Asp Pro 

195 200 205 

Glu Ser Arg Val Ser Ser Leu His Asp He Gin Ser Val Pro Tyr Leu 

210 215 220 

Ala Asp Met Asn Trp Asp Ala Val Phe Lys Lys Ala Leu Met Pro Gly 
225 230 235 240 

Phe Val Pro Asn Lys Gly Arg Leu Asn Cys Asp Pro Thr Phe Glu Leu 

245 250 255 

Glu Glu Met He Leu 
260 



<210> 4437 
<211> 620 
<212> DNA 

<213> Homo sapiens 



<400> 4437 

nnctgcaggg tgtacgtggt ggggacagcc 
60 

gtgaagacca tccgggaggt gcagcctgac 
120 

gtgtccatgc tgaagatgga cgagagcacg 
180 

gagaagctgc agcaggccgt gaggcagaac 
240 



cacttcagcg acgacagcaa gagggacgtt 
gtggtggtcg tggagctctg ccaatatcgt 
ctgctgcggg aggcccagga gctcagcctg 
gggctcatgt cggggctgat gcagatgctg 
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ctgctgaagg tgtctgcaca. catcaccgag cagctgggca tggccccagg tggcgagttc 



300 



agggaggcct tcaaggaggc cagcaaggtg cctttctgca agttccacct gggtgaccga 



360 



cccatccccg tcaccttcaa gagggccatc gcagcgctct ccttctggca gaaggtcagg 



420 



ctggcttggg gcctgtgctt cctgtcagac cccatcagca aggatgacgt ggaacgctgc 



480 

aagcagaagg acctacbgga gcagatgatg gccgagatga ttggcgagtt cccagacctg 
540 

caccgcacca tcgtctcgga gcgcgacgtc tacctaacct acatgctgcg ccaggccgcg 
600 

cggcgcctcg agctgcctcg 
620 

<210> 4438 

<211> 206 

<212> PRT 

<213> Homo sapiens 

<400> 4438 

Xaa Cys Arg Val Tyr Val Val Gly Thr Ala His Phe Ser Asp Asp Ser 

1 5 10 15 

Lys Arg Asp Val Val Lys Thr lie Arg Glu Val Gin Pro Asp Val Val 

20 * 25 30 

Val Val Glu Leu Cys Gin Tyr Arg Val Ser Met Leu Lys Met Asp Glu 

35 40 45 

Ser Thr Leu Leu Arg Glu Ala Gin Glu Leu Ser Leu Glu Lys Leu Gin 

50 55 60 

Gin Ala Val Arg Gin Asn Gly Leu Met Ser Gly Leu Met Gin Met Leu 
65 70 75 80 

Leu Leu Lys Val Ser Ala His He Thr Glu Gin Leu Gly Met Ala Pro 

85 90 95 

Gly Gly Glu Phe Arg Glu Ala Phe Lys Glu Ala Ser Lys Val Pro Phe 

100 105 HO 

Cys Lys Phe His Leu Gly Asp Arg Pro He Pro Val Thr Phe Lys Arg 

115 120 125 

Ala He Ala Ala Leu Ser Phe Trp Gin Lys Val Arg Leu Ala Trp Gly 

130 135 140 

Leu Cys Phe Leu Ser Asp Pro He Ser Lys Asp Asp Val Glu Arg Cys 
145 150 155 160 

Lys Gin Lys Asp Leu Leu Glu Gin Met Met Ala Glu Met He Gly Glu 

165 170 175 

Phe Pro Asp Leu His Arg Thr He Val Ser Glu Arg Asp Val Tyr Leu 

180 185 190 

Thr Tyr Met Leu Arg Gin Ala Ala Arg Arg Leu Glu Leu Pro 
195 200 205 

<210> 4439 

<211> 2121 

<212> DNA 

<213> Homo sapiens 

<400> 4439 
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nttttttttt ttgaacttct atatctatat tttatatttt aagattggga cagagaaact 



60 

tcccagatat ttgacgtaag aatttgtttt gaaaaagttt ggtaattaat ataaaactac 
120 

tctaaaatta acttttattg ttagagacac atctttagaa aagtttgtaa atatcaacat 
180 

ttaccatctt attttttcct ttgagaccaa gcatcacaga ccaaaagcca caaagtttac 
240 

aataatttat tattgttgca tgacatttgc cagtaaaata aattatagaa actatagagt 
300 

ctttataaac tattttgtat atcatattca cttcctaatg cttactgcag taactgtatg 
360 

aaatttaatt agattacgtt ttagcattag tcagaagatt taaaaaatat gtaaaatgtt 
420 

ttcacagtac tttggattta taaaagaccc cattatttta acttttgtgc aacctgtttg 
480 

aaatgtataa aaaacctttt acaaaccaaa aggtggcgta aggttttact gagttgctga 
540 

agacatctta ctttcttgaa tttctactta acatccatgt ggtgcacttt ttcaggcatt 
600 

gtaataagtg caaataaata atcaattatt gatttctaaa aatctatacc aatagacaat 
660 

actcaggctt ggaaatattt tgaacactca gatataaaaa ttcagtaaac aatttatgca 
720 

tggtattttc tctccctgtc ctccctctcc ctcctccctt cccctatcta tttggttaaa 
780 

aaaaaaaaag ttcaacttcg atttaagtcc tagggcctga caaagtgacc ctggataaat 
840 

gtcatctcca gccatctgtt ttctttagtt ctcattacat ctgtccaggc tcttctatca 
900 

gcatcaatcc tttcctgcag ggacggaaga gttttcaaat ccttgctgaa agcattttgt 
960 

tctcctctgt aacagcacag ggcatgaaat tgtttggagt ctttgtaacc agtctgttca 
1020 

gtcctggtcc ctttccagtc ccggtccctt tccagcctct ggagtcctga cagaagagaa 
1080 

gcttgtaagg tagcagcaaa atgctgcatc tgttagaatc tcacaaactc acttggtctt 
1140 

tgaatgtcca ttcttggata acgtccttat ccatcctctt ctcttcagtg aactttgatg 
1200 

gaatatttcc gcagtttcag aaactggaaa agcttgtctt ttgtcctctt cttcaaggcc 
1260 

atcagggcac gcgttttctc ctccacatct tgatctatgg caaaaatgat cttggctctc 
1320 

tcctctgctt tcttgtctcc agagtttctg aagagccttt ctagtgattc ttggtctgtg 
1380 

ttttcaaaga tgttgcccac ggctttctta cgagaggctg tgtcgaagtg gtagccatgg 
1440 

atggatgggc tgactcgtag cgacgtggac atgatgatgg cttggtggct tcgctttgct 
1500 

ttcatcgatg tggggatctt ccggaattca gctcccaggc tttccatgat tggagctgat 
1560 

tcatctgaag agaaattttt gcgtagaatt ggaagattcg gttatgggta tggcccttat 
1620 
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cagccagttc cagaacaacc actataccca 
1680 

accttttaat atcatcagta actgcaggac 
1740 

acttctacat ccatattctc atctttcata 
1800 

attatcataa ggcaatgcag aataaaagaa 
1860 

caggatactt cccttcctaa ttatcatttg 
1920 

tgtgttcact gctgtttctg aataatagaa 
1980 

aagcacattt tccaatacct gtggcatcac 
2040 

gggcaatgca aatgaaaaac attataattt 
2100 

cttttcaatt gtcacttgat g 
2121 



caaccatacc aaccacaata ccaacaatat 
atgattatgg aggtttgact ggcaaatacg 
ccatatcaca ctactaccac tttttgaaga 
ataccatgat ttactgtata ctctttgttt 
attagatact tgcaatttaa actgttaagc 
attcattcct ctccaaaagc aataaatttc 
actactacca ctttttgaag aatcatcaaa 
actgtatact ctttgtttca ggatacttgc 



<210> 4440 
<211> 82 
<212> PRT 

<213> Homo sapiens 



<4O0> 4440 

Met Asp Gly Leu Thr Arg Ser Asp Val Asp Met Met Met Ala Trp Trp 

1 5 10. 15 

Leu Arg Phe Ala Phe He Asp Val Gly lie Phe Arg Asn Ser Ala Pro 

20 25 . 30 

Arg Leu Ser Met lie Gly Ala Asp Ser Ser Glu Glu Lys Phe Leu Arg 

35 40 45 

Arg He Gly Arg Phe Gly Tyr Gly Tyr Gly Pro Tyr Gin Pro Val Pro 

50 55 60 

Glu Gin Pro Leu Tyr Pro Gin Pro Tyr Gin Pro Gin Tyr Gin Gin Tyr 
65 70 75 80 

Thr Phe 



<210> 4441 

<211> 2055 

<212> DNA 

<213> Homo sapiens 



<400> 4441 

ntaggaaggg gaggggaagg ggaaggcgag 
60 

gtcgtgggag ctgggagagg agggaaagag 
120 

gaaaggggga gccgaacgtg aagggcgaag 
180 

gagcaggcag gtgttaatgg catgggaagg 
240 

cggtacgagg ggaaggtgag actcaagaag 
300 



aaggggagag gcaggggaaa gaggggaaga 
gggaagagtc gtgggagctg gcagaggagg 
ggcggggcgg ggcaggagag tcggggtata 
aagagtaaga agtggggcaa gaaggtgtcg 
gtgccggcta agaagctggt gccggcgtgg 
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aaggagaagg tgctgtgggc cctgctggca gtgctcctgg cgtcgtggag gctgtgggcg 
360 

atcaaggatt tccaggaatg cacctggcag gttgtcctga acgagtttaa gagggtaggc 
420 

gagagtggtg tgagcgacag cttctttgag caagagcccg tggacacagt gagcagcttg 
480 

tttcacatgc tggtggactc acccatcgac ccgagcgaga aatacctggg cttcccttac 
540 

tacctgaaga tcaactactc ctgcgaggaa aagccctctg aggacctggt gcgcatgggc 
600 

cacctgacgg ggctaaagcc cctggtgctg gtcaccttcc agtccccagt caacttctac 
660 

cgctggaaga tagagcagct gcagatccag atggaggctg cccccttccg cagcaaaggt 
720 

gggcctgggg gaggcgggag ggatcgcaac ctggcaggga tgaatatcaa cggcttcctg 
780 

aagagagacc gggacaataa catccaattc actgtgggag aggagctctt caacctgatg 
840 

ccccagtact ttgtgggtgt ctcatcgagg cccttgtggc acactgtgga ccagtcacct 
900 

gtgcttatcc tgggaggcat tcccaatgag aagtacgtcc tgatgactga caccagcttc 
960 

aaggacttct ctctcgtgga ggtgaacggt gtggggcaga tgctgagcat tgacagttgc 
1020 

tgggtgggct ccttctactg cccccattct ggcttcacag ccaccatcta tgacactatt 
10B0 

gccaccgaga gcaccctctt cattcggcag aaccagctgg tctactattt tacaggcacc 
1140 

tataccacac tctatgagag aaaccgcggc agtggtgagt gtgctgtggc tggacccacg 
1200 

cctggggagg gcaccctggt gaacccctcc actgaaggca gttggattcg tgtcctggcc 
1260 

agcgagtgca tcaagaagct gtgccctgtg tatttccata gcaatggctc tgagtacata 
1320 

atggccctca ccacgggcaa gcatgagggt tatgtacact tcgggaccat cagagttacc 
1380 

acctgctcca taatttggtc tgaatacatc gcgggtgagt atactctact gctgctggtg 
1440 

gagagtggat atggtaatgc aagtaaacgt ttccaggtgg tcagctacaa cacagctagt 
1500 

gatgacctgg aacttctcta ccacatccca gaattcatcc ctgaagctcg aggattggag 
1560 

ttcctgacga tcctagggac agagtcctac accagcactg caatggcccc caagggcatc 
1620 

ttctgtaacc cgtacaacaa tctgatcttc atctggggca acttcctcct gcagagatct 
1680 

ggtacctcct ggagggcagc taccgggtct accagctgtt cccttccaag ggctggcagg 
1740 

tgcacatcag cttaaagctg atgcaacagt cctctctcta cgcatccaat gagaccatgc 
1800 

tgaccctctt ctacgaagac agcaaactgt accaggtgcc cggtggagct atgcggggac 
1860 

atcggggcac cccaggaggg ctgaccccag ctcacctggc cctgccttcc ccctgcagct 
1920 
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ggtgtacctt atgaacaacc agaagggcca gctggtcaag aggctcgtgc ccgtggagca 
19S0 

gcttctgatg tatcaacagc acaccagcca ctatgacttg gagcggaaag ggtgagaaga 
2040 

caccggacca tgaca 
2055 

<210> 4442 
<211> 517 
<212> PRT 

<213> Homo sapiens 

<400> 4442 . 
Met Gly Arg LysSer Lys Lys Trp Gly Lys Lys Val Ser Arg Tyr Glu 

1 5 10 15 , 

Gly Lys Val Arg Leu Lys Lys Val Pro Ala Lys Lys Leu Val Pro Ala 

20 25 30 

Trp Lys Glu Lys Val Leu Trp Ala Leu Leu Ala Val Leu Leu Ala Ser 

35 40 45 

Trp Arg Leu Trp Ala lie Lys Asp Phe Gin Glu Cys Thr Trp Gin Val 

50 55 60 

Val Leu Asn Glu Phe Lys Arg Val Gly Glu Ser Gly Val Ser Asp Ser 
65 70 " 80 

Phe Phe Glu Gin Glu Pro Val Asp Thr Val Ser Ser Leu Phe His Met 

85 90 95 

Leu Val Asp Ser Pro He Asp Pro Ser Glu Lys Tyr Leu Gly Phe Pro 

100 105 H° 

Tvr Tyr Leu Lys He Asn Tyr Ser Cys Glu Glu Lys Pro Ser Glu Asp 

y 115 120 125 

Leu Val Arg Met Gly His Leu Thr Gly Leu Lys Pro Leu Val Leu Val 

130 135 140 

Thr Phe Gin Ser Pro Val Asn Phe Tyr Arg Trp Lys lie Glu Gin Leu 
145 150 155 160 

Gin lie Gin Met Glu Ala Ala Pro Phe Arg Ser Lys Gly Gly Pro Gly 

165 I 70 175 

Gly Gly Gly Arg Asp Arg Asn Leu Ala Gly Met Asn He Asn Gly Phe 

180 185 190 

Leu Lys Arg Asp Arg Asp Asn Asn lie Gin Phe Thr Val Gly Glu Glu 

195 200 205 

Leu Phe Asn Leu Met Pro Gin Tyr Phe Val Gly Val Ser Ser Arg Pro 

210 215 220 

Leu Trp His Thr Val Asp Gin Ser Pro Val Leu He Leu Gly Gly He 
225 230 235 240 

Pro Asn Glu Lys Tyr Val Leu Met Thr Asp Thr Ser Phe Lys Asp Phe 

245 250 255 

Ser Leu Val Glu Val Asn Gly Val Gly Gin Met Leu Ser He Asp Ser 

260 2S5 270 

Cys Trp Val Gly Ser Phe Tyr Cys Pro His Ser Gly Phe Thr Ala Thr 

275 280 285 

He Tyr Asp Thr lie Ala Thr Glu Ser Thr Leu Phe He Ar 9 Gin Asn 

290 295 300 

Gin Leu Val Tyr Tyr Phe Thr Gly Thr Tyr Thr Thr Leu Tyr Glu Arg 
305 310 315 320 

Asn Arg Gly Ser Gly Glu Cys Ala Val Ala Gly Pro Thr Pro Gly Glu 
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325 










330 










335 




Gly Thr 


Leu Val 


Asn 


Pro 


Ser Thr Glu Gly Ser 


Trp 


He 


Arg 


Val 


Leu 


340 










345 










350 






Ala Ser 


Glu Cys 


He 


Lys 


Lys 


Leu 


Cys 


Pro 


Val 


Tyr 


Phe 


His 


Ser 


Asn 




355 








360 










365 








Gly Ser 


Glu Tyr 


He 


Met 


Ala 


Leu 


Thr 


Thr 


Gly 


Lys 


His Glu Gly 


Tyr 


370 








375 










380 










Val His 


Phe Gly 


Thr 


He 


Arg 


Val 


Thr 


Thr 


Cys 


Ser 


He 


He 


Trp 


Ser 


385 




390 










395 










400 


Glu Tyr 


He Ala 


Gly Glu Tyr 


Thr 


Leu 


Leu 


Leu 


Leu 


Val 


Glu 


Ser 


Gly 




405 










410 










415 




Tyr Gly 


Asn Ala 


Ser 


Lys 


Arg 


Phe 


Gin 


Val 


Val 


Ser 


Tyr 


Asn 


Thr 


Ala 


420 










425 










430 






Ser Asp 


Asp Leu 


Glu 


Leu 


Leu 


Tyr 


His 


He 


Pro 


Glu 


Phe 


He 


Pro 


Glu 




435 








440 










445 








Ala Arg 


Gly Leu 


Glu 


Phe 


Leu 


Met 


He 


Leu 


Gly 


Thr 


Glu 


Ser 


Tyr 


Thr 


450 








455 










460 










Ser Thr 


Ala Met 


Ala 


Pro 


Lys 


Gly 


He 


Phe 


Cys 


Asn 


Pro 


Tyr 


Asn 


Asn 


465 






470 










475 










480 


Leu He 


Phe He 


Trp 


Gly Asn 


Phe 


Leu 


Leu 


Gin 


Arg 


Ser Gly Thr 


Ser 






485 










490 










495 




Trp Arg 


Ala Ala 


Thr Gly 


Ser 


Thr 


Ser 


Cys 


Ser 


Leu 


Pro 


Arg 


Ala 


Gly 


500 










505 










510 






Arg Cys 


Thr Ser 


Ala 

























515 

<210> 4443 
<211> 692 
<212> DNA 

<213> Homo sapiens 
<400> 4443 

agatctggag ggagggtaag ggctggtttc atgctgactt catttctggt tggatggcct 
60 

ccagggtaag gtctgggccc ctgctgctga catcccccac atgtcagtct gcctgctagt 
120 

gggattgact aactcatcaa cgtggagttt aatgcccaac caagtgcaga ccacgctcct 
180 

gttttgcgtc accctctgcg aagcttcctg caaacttgac tccctgccca gtgcccccag 
240 

ccccaaggct ggtctccagg aggtaaggcc cgccctgcag gcaacaccgg tgcttgggct 
300 

cctgctgagc agttctttcc tgcgagtaac agaaccaggg agggaggtgg gctgtggcct 
360 

cccctgcccc tacagtcatc tcctgcagct cccaccatgc tggactcatc agcagcagag 
420 

caagtgaccc gactgacgct gaagctcttg ggacagaagc tggagcaaga acggcagaac 
480 

gtggaagggg gacctgaggg ctccacctcg agccaggaaa tgaggaccgg ccggacgatg 
540 

ccctgcagac tgctctgaag agaaggaggg accttctgca gagactccgg gaacaacacc 
600 

tcctggacga gctctctcgg gcccaggcct ggagcgggcc aagcagagga gccctcgagt 
660 
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cagccctgcc cccagagctg ccccccacgc gt 
692 

<210> 4444 

<211> 108 

<212> PRT 

<213> Homo sapiens 



65 



Ser 


Val 


Cys 


Leu 


Leu 


Val 


Gly 


Leu 


Thr Asn 


Ser 


Ser 


Thr 


Trp 


Ser 






5 










10 








15 




Met 


Pro 


Asn 


Gin 


Val 


Gin 


Thr 


Thr 


Leu Leu 


Phe 


Cys 


Val 


Thr 


Leu 






20 










25 








30 






Glu 


Ala 


Ser 


Cys 


Lys 


Leu 


Asp 


Ser 


Leu Pro 


Ser 


Ala 


Pro 


Ser 


Pro 




35 










40 








45 






Val 


Ala 


Gly 


Leu 


Gin 


Glu 


Val 


Arg 


Pro 


Ala Leu 


Gin 


Ala 


Thr 


Pro 


50 








55 








60 








Gly 


Gly 


Leu 


Leu 


Leu 


Ser 


Ser 


Ser 


Phe 


Leu Arg 


val 


Thr 


Glu 


Pro 








70 








75 










80 


Glu 


Val 


Gly 


Cys 


Gly 


Leu 


Pro 


Cys 


Pro Tyr 


Ser 


His 


Leu 


Leu 


Gin 








85 










90 








95 




Pro 


Pro 


Cys 


Trp 


Thr 


His 


Gin 


Gin 


Gin Ser Lys 














100 










105 















<210> 4445 

<211> 901 

<212> DNA 

<2\3> Homo sapiens 

<400> 4445 

ggatccactg cctctgtgcc tgcctgtact gccgatgctc cagtggataa ctcagcatcc 
60 

cagccaaggc ccaatgccac tgaagatgga cctgccccct ggggacccag gagtcctacc 
120 

actcagctgt ccccaggagt gcccagaccc tcattcttat ccaggaccta ggagccctac 
180 

ccctggcctt ccctcatcag ccgtaaatga tgatttactg ctgttaccat catcactgcc 
240 

ttcagtgacc aagggccttc caaggtgcca gctctggaac gaaggatgcc cttgggaggt 
300 

gatgatactc aggtacacgg gtgctcaaca gattgcttcc tcctatcctc agacggtctt 
360 

tgcatgcatg cagccattgg cactcccatt gtgtggaagg aaaccagccc agggtcacac 
420 

agctggtcag cagcaacata gctggtctca aatctaaggt gcctgaccat gcctccatga 
480 

gggaccgcct ccaagggagg ttgatcctgg ctttggggag cctttcctgg gctgcacgaa 
540 

taacctccat tgttcgagac cccaaactct gctcacatct tcctttccct gtctctgctt 
600 

gggctatgat cacggtgact ctagcaaccc ttcatggaca ttataatact ctctgccatt 
660 

cacttttggt ctaatctgac ttcaaccccc acttacttgg tctctccttt tacaaccaac 
720 
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atggcaaaac cccatctcca caaaaattgg ataatttgat aattatcatt attgggtttc 
780 

tgagacgtta cacatttaac attctcttct gcacaagttg cctttgtgtg agtatactaa 
840 

ctttctgtag aggtatactt gtaatcacaa ataagaataa attatataaa acaaaaaaaa 

900 

a 

901 

<210> 4446 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 4446 



Met 


Leu Gin 


Trp 


He 


Thr Gin 


His 


Pro Ser Gin Gly 


Pro 


Met 


Pro 


Leu 


1 




5 






10 






15 




Lys 


Met Asp 


Leu 


Pro 


Pro Gly Asp 


Pro Gly Val Leu 


Pro 


Leu 


Ser 


Cys 




20 








25 




30 






Pro 


Gin Glu 


Cys 


Pro 


Asp Pro 


His 


Ser Tyr Pro Gly 


Pro 


Arg 


Ser 


Pro 




35 








40 




45 








Thr 


Pro Gly 


Leu 


Pro 


Ser Ser 


Ala 


Val Asn Asp Asp 


Leu 


Leu 


Leu 


Leu 




50 






55 




60 










Pro 


Ser Ser 


Leu 


Pro 


Ser Val 


Thr 


Lys Gly Leu Pro 


Arg 


Cys 


Gin 


Leu 


65 








70 




75 








80 


Trp 


Asn Glu 


Gly 


Cys 


Pro Trp 


Glu 


Val Met He Leu 


Arg 


Tyr 


Thr 


Gly 






85 






90 






95 




Ala 


Gin Gin 


He 


Ala 


Ser Ser 


Tyr 


Pro Gin Thr Val 


Phe 


Ala 


Cys 


Met 






100 








105 




110 






Gin 


Pro Leu 


Ala 


Leu 


Pro Leu 


Cys 


Gly Arg Lys Pro 


Ala 


Gin Gly 


His 




115 








120 




125 








Thr 


Ala Gly Gin Gin Gin His 


Ser 


Trp Ser Gin He 











130 135 140 



<210> 4447 
<211> 951 
<2X2> DNA 

<213> Homo sapiens 
<400> 4447 

agatgtccaa agagcagcgg ctgcccaggc cttgtgcagc gggcagcgag cagcccaggg 
60 

agccaggccc cagacaccgc actcagggcc atggccgaca ggggcccgtg gagggtgggg 
120 

gtggtgggct atggccgcct cggacagtcc cttgtgtccc gccttctggc tcagggatca 
180 

gaactgggcc tagaacttgt ttttgtgtgg aaccgtgacc ctggacgaat ggcagggagt 
240 

gtgccccctg ccctgcagct cgaagacctc actacacttg aggaaaggca ccctgacctt 
300 

gtggtagaag tggcccatcc aaaaataatc catgaatctg gggtacaaat cctccgtcat 
360 

gcaaaccttc tgagccttcg tgtcaccatg gccacacacc ccgatggctt ccggcttgag 
420 
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ggacccctgg ctgcagccca cagccctggg ccttgcactg tgctctacga aggccctgtc 
480 

cgtgggctct gcccctttgc cccgcgaaat tccaacacca tggcggcggc tgccctggct 
540 

gcccccagcc tgggcttcga tggggtgatt ggggtgctcg tggctgatac cagcctcacg 
600 

gacatgcacg tggtggatgt agagctgagc ggaccccggg gccccacggg ccgaagcttt 
660 

gctgtgcaca cccgcagaga gaaccctgcc gagccaggcg cggtcaccgg ctccgccacc 
720 

gtcacggcct tctggcggag cctcctggcc tgctgccagc tcccctccag gccggggatc 
780 

catctctgct gagaagcctc ctccctcccg agacaagatc atctgcctgg cctctcacca 
B40 

ccaccatccc acccctgccc tgccccactt ccccagggtc tcccttctga ctcagtaaag 
900 

atcaccgctg cctccccccg caaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
951 

<210> 4448 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<400> 4448 

Arg Cys Pro Lys Ser Ser Gly Cys Pro Gly Leu Val Gin Arg Ala Ala 

15 10 15 

Ser Ser Pro Gly Ser Gin Ala Pro Asp Thr Ala Leu Arg Ala Met Ala 

20 25 30 

Asp Arg Gly Pro Trp Arg Val Gly Val Val Gly Tyr Gly Arg Leu Gly 

35 40 45 

Gin Ser Leu Val Ser Arg Leu Leu Ala Gin Gly Ser Glu Leu Gly Leu 

50 55 60 

Glu Leu Val Phe Val Trp Asn Arg Asp Pro Gly Arg Met Ala Gly Ser 
65 70 75 80 

Val Pro Pro. Ala Leu Gin Leu Glu Asp Leu Thr Thr Leu Glu Glu Arg 

85 90 95 

His Pro Asp Leu Val Val Glu Val Ala His Pro Lys lie lie His Glu 

100 105 110 

Ser Gly Val Gin lie Leu Arg His Ala Asn Leu Leu Ser Leu Arg Val 

115 120 125 

Thr Met Ala Thr His Pro Asp Gly Phe Arg Leu Glu Gly Pro Leu Ala 

130 135 140 

Ala Ala His Ser Pro Gly Pro Cys Thr Val Leu Tyr Glu Gly Pro Val 
145 150 155 160 

Arg Gly Leu Cys Pro Phe Ala Pro Arg Asn Ser Asn Thr Met Ala Ala 

165 170 175 

Ala Ala Leu Ala Ala Pro Ser Leu Gly Phe Asp Gly Val lie Gly Val 

180 185 190 

Leu Val Ala Asp Thr Ser Leu Thr Asp Met His Val Val Asp Val Glu 

195 200 205 

Leu Ser Gly Pro Arg Gly Pro Thr Gly Arg Ser Phe Ala Val His Thr 

210 215 220 

Arg Arg Glu Asn Pro Ala Glu Pro Gly Ala Val Thr Gly Ser Ala Thr 
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225 230 235 240 

Val Thr Ala Phe Trp Arg Ser Leu Leu Ala Cys Cys Gin Leu Pro Ser 

245 250 255 

Arg Pro Gly He His Leu Cys 
260 

<210> 4449 

<211> 1365 

<212> DNA 

<213> Homo sapiens 

<400> 4449 

ncaattgatg atatttatca ttgtgcccag tttctacaaa taaaagatgg gtggattatt 
60 

ttctcgatgg aggacaaaac ctccaactgt agaagttcta gaaagtatag ataaggaaat 
120 

tcaagcattg gaagaattta gggaaaaaaa tcagagatta caaaaattat gggttggaag 
180 

attaattctg tattcctcag ttctctatct gtttacatgc ttaattgtat atttgtggta 
240 

tcttcctgat gaatttacag caagacttgc catgacactc ccattttttg cttttccatt 
300 

gatcatctgg agcataagaa cagtaattat tttcttcttt tccaagagaa cagaaagaaa 
360 

taatgaagca ttggatgatt taaaatccca gaggaaaaaa atacttgaag aagtcatgga 
420 

aaaagaaact tacaagacgg ctaaattaat tcttgaaagg tttgatccgt actcaaagaa 
480 

agcaaaggag tgtgagccgc catctgctgg agcagctgta actgcaagac ccggacaaga 
54 0 

gattcgtcag cgaactgcag ctcaaagaaa cctttctcaa caccagcaag ccctaaccag 
600 

ggccctcctc cacaagttcc agtatctcct ggaccaccaa aggacagttc tgcccctggt 
660 

ggacccccag aaaggactgt tactccagcc ctatcatcaa atgtgttacc aagacatctt 
720 

ggatcccctg ctacttcagt gcctggaatg ggtcttcatc ctccaggtcc acctttagca 
7B0 

agacctattc tcccccgaga acgaggtgct ttggatagaa ttgttgaata tttggttggt 
840 

gatggtccac aaaacaggta tgcacttata tgtcagcagt gtttttctca taatggcatg 
900 

gctttgaagg aagaatttga atacattgct tttcgatgtg cctactgttt tttcttgaac 
960 

cctgcaagaa aaaccagacc tcaggctcca agacttcctg agtttagttt tgagaagagg 
1020 

caggtggtgg aaggttcaag ttcagttggt cccttgccat caggaagtgt gctttcatca 
1080 

gacaaccagt ttaatgaaga atctttagaa cacgatgttc ttgatgataa tacagagcag 
1140 

acagatgaca aaataccagc tacagaacag acaaaccaag tgattgaaaa agcatctgac 
1200 

tcagaggaac cagaggagaa acaagagact gagaatgagg aagcctcagt gattgaaacc 
1260 
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aactccacag ttcctggagc tgattctatt cctgatcctg aactaagtgg agaatctttg 
1320 

acggcagagt agtaaatgct tccacgtgcc ttcaactgga aaaaa 
1365 

<210> 4450 
<211> 194 
<212> PRT 

<213> Homo sapiens 

<r400> 4450 » _ _ ^ 

Met Gly Leu His Pro Pro Gly Pro Pro Leu Ala Arg Pro He Leu Pro 

x 5 10 15 

Arg Glu Arg Gly Ala Leu Asp Arg lie Val Glu Tyr Leu Val Gly Asp 

20 25 30 

Gly Pro Gin Asn Arg Tyr Ala Leu He Cys Gin Gin Cys Phe Ser His 

35 40 45 

Asn Gly Met Ala Leu Lys Glu Glu Phe Glu Tyr lie Ala Phe Arg Cys 

50 55 60 

Ala Tyr Cys Phe Phe Leu Asn Pro Ala Arg Lys Thr Arg Pro Gin Ala 
65 70 75 80 

Pro Arg Leu Pro Glu Phe Ser Phe Glu Lys Arg Gin Val Val Glu Gly 

85 90 95 

Ser Ser Ser Val Gly Pro Leu Pro Ser Gly Ser Val Leu Ser Ser Asp 

100 105 HO 

Asn Gin Phe Asn Glu Glu Ser Leu Glu His Asp Val Leu Asp Asp Asn 

115 120 I 25 

Thr Glu Gin Thr Asp Asp Lys lie Pro Ala Thr Glu Gin Thr Asn Gin 

130 135 "0 

Val He Glu Lys Ala Ser Asp Ser Glu Glu Pro Glu Glu Lys Gin Glu 
150 I 55 160 

III Glu Asn Glu Glu Ala Ser Val lie Glu Thr Asn Ser Thr Val Pro 

165 170 175 

Glv Ala Asp Ser lie Pro Asp Pro Glu Leu Ser Gly Glu Ser Leu Thr 
180 185 190 

Ala Glu 



<210> 4451 
<211> 1637 
<212> DNA 

<213> Homo sapiens 
<400> 4451 

nntcctggag gacccaggac tgaccaagtc 
60 

gcttggatct tctcgctctg tgaccagcct 
120 

gaggccttcc ctgcccagtc cccacaggac 
180 

gctcctggag tcagagagga agctgcagga 
240 

acatctggag aagatacgcc tggagccagg 
300 



cccggcctca gcaggcgatc atgttggcag 
gggccacaca ctggtggaat ctgctctcac 
ctcacctagg gtggaggaga gcaacagcaa 
ggagcgacac cgcaccgtgg tcttggagca 
gaaggcatca gcctcccaga gagcagctcc 



3638 



WO 00/58473 



PCT/USOO/08621 



caggaccaaa acagctccgc tcctggatgt atgctgtgta cggggccttg gctgtgatgg 

360 ^ ^ >. 

gcacaatggg cccttggtac ctgctgctgc tgcttggtca ctgtgtgggc ctctatgtgg 

420 

cctcgctttt gggccagccc tggctccgtc ttggccttgg cttggccagc ctggcctcct 

tcaagatgga ccccctaatc tcttggcaga gcgggtttgt aacaggcact tttgatcttc 

aagaggtgct gtttcacggg ggcagcagct tcacagtgct gcgttgcacc agctttgcac 
600 

tggagagctg tgccoaccct gaccgccact nactccttag ctgacctgcc caagtacaac 

660 _ 

ttctacctgc ccttcttctt cCtcgggccc atcatgacct ttgatcgctt ccatgctoag 

gtgagccagg tggagccagt gagacgcgag ggtgagctgt ggcacatccg agcccaggca 

780 _ . 

ggcctaagcg tggtggccat catggccgtc gacatcttct ttcacttctt ctacatcctc 

B40 

actatcccca gcgacctcaa gttcgccaac cgcctcccag acagtgccct cgccggccta 
900 

gcctattcaa acctggtgta tgactgggtg aaggcggccg tcctctttgg tgttgtcaac 

Hctgtggcat gcctcgacca cctggaccca ccccagcctc ccaagtgcat caccgcactc 
1020 

cacgtctttg cggaaacgca ctttgaccgt ggcatcaacg actggctttg caaatatgtg 
1080 

tataaccaca ttggtgggga gcattccgct gtgatcccag agctggcagc cacagtggcc 

acatttgcca tcaccacact gtggcttggg ccttgtgaca ttgtctacct gtggtcattc 
1200 

cttaactgct ttggcctcaa ctttgagctc tggatgcaaa aactggcaga gtgggggccc 

ctagcacgaa ttgaggcctc tctgtcagtg cagatgtccc gtagggtccg ggccctgttt 
1320 

ggagccatga acttctgggc catcatcatg tacaaccttg tgagcctgaa cagcctcaaa 

Jtcacagagc tggttgcccg gcgcctgcta ctcacagggt tcccccagac cacgctgtcc 

itictgtttg tcacctactg tggcgtccag ctggtaaagg agcgtgagcg aaccttggca 
1500 

ctggaggagg agcagaagca ggacaaagag aagccggagt aggagggagc gggtagaggg 

atgggctctg ctcagctatt cttgggccag atggggcctg accgatagaa taaaagactt 
1620 

ttctacaaca aaaaaaa 
1637 

<210> 4452 
<211> 328 
<212> PRT 

<213> Homo sapiens 
<400> 4452 

Met Gly Ala Ala Ala Ser Gin Cys Cys Val Ala Pro Ala Leu His Trp 
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15 10 IS 

Arg Ala Val Pro Thr Leu Thr Ala Thr Xaa Ser Leu Ala Asp Leu Leu 

20 25 30 

Lys Tyr Asn Phe Tyr Leu Pro Phe Phe Phe Phe Gly Pro He Met Thr 

35 40 45 

Phe Asp Arg Phe His Ala Gin Val Ser Gin Val Glu Pro Val Arg Arg 

50 55 60 

Glu Gly Glu Leu Trp His lie Arg Ala Gin Ala Gly Leu Ser Val Val 
65 70 75 80 

Ala He Met Ala Val Asp He Phe Phe His Phe Phe Tyr He Leu Thr 

85 90 95 

He Pro Ser Asp Leu Lys Phe Ala Asn Arg Leu Pro Asp Ser Ala Leu 

100 105 11° 

Ala Gly Leu Ala Tyr Ser Asn Leu Val Tyr Asp Trp Val Lys Ala Ala 

115 • 120 125 

Val Leu Phe Gly Val Val Asn Thr Val Ala Cys Leu Asp His Leu Asp 

130 135 140 

Pro Pro Gin Pro Pro Lys Cys He Thr Ala Leu Tyr Val Phe Ala Glu 
145 150 155 160 

Thr His Phe Asp Arg Gly He Asn Asp Trp Leu Cys Lys Tyr Val Tyr 

165 170 175 

Asn His He Gly Gly Glu His Ser Ala Val He Pro Glu Leu Ala Ala 

180 185 190 

Thr Val Ala Thr Phe Ala He Thr Thr Leu Trp Leu Gly Pro Cys Asp 

195 200 205 

He Val Tyr Leu Trp Ser Phe Leu Asn Cys Phe Gly Leu Asn Phe Glu 

2io 215 220 

Leu Trp Met Gin Lys Leu Ala Glu Trp Gly Pro Leu Ala Arg He Glu 
225 230 235 240 

Ala Ser Leu Ser Val Gin Met Ser Arg Arg Val Arg Ala Leu Phe Gly 

245 250 255 

Ala Met Asn Phe Trp Ala He He Met Tyr Asn Leu Val Ser Leu Asn 

260 265 270 

Ser Leu Lys Phe Thr Glu Leu Val Ala Arg Arg Leu Leu Leu Thr Gly 

275 280 285 

Phe Pro Gin Thr Thr Leu Ser He Leu Phe Val Thr Tyr Cys Gly Val 

290 295 300 

Gin Leu Val Lys Glu Arg Glu Arg Thr Leu Ala Leu Glu Glu Glu Gin 
305 310 315 320 

Lys Gin Asp Lys Glu Lys Pro Glu 
325 



<210> 4453 

<211> 685 

<212> DNA 

<213> Homo sapiens 



<400> 4453 

tttttttttt tttttttttt tttttttttt 
60 

agccatgatt atcctagttg tcaccttgca 
120 

gcacatctat acccactctg gctctgaaag 
180 



tttttccagt gtggaaactt actttattcc 
cacctgccat ccggtgccat ctcctggctg 
gcttgtcaac caaaaatggg cagctggggc 
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taaggcatat ttaaacaaag gctccaaagg acccctttca cttgggtcta gcatccagcc 
240 

tctctctcag caaaggcagg attgtggtcc cttgtgtttt ctgaacaggg cccagggcag 
300 

ccaaggcatg ccatcactgc agcactcaac cctctggtca cagtggagtc gccggtccag 
360 

cctgaaatat tactacagag gagaaagacc cattcttgct atgttgctct atcttccacg 
420 

tccaaaaaca gtcctatgta gcttcagctg ctccgaaatc aggtcacaga acagcaggag 
480 

acattccttt ggcaaaaaag gacacgcttt tgtcctgtat cttatactgg taagtgaagc 
540 

tctgatcccg gtggactgcg ggctgcgatg gtctcctcca caggatcctc agctacagag 
600 

acagagaaga atgaaagagg agcagccacc ccaggacctg ctccactggg aaccccaccc 
660 

taccttctct gtgcccttca cgcgt 
685 

<210> 4454 

<211> 207 

<212> PRT 

<213> Homo sapiens 



<400> 4454 



Met lie 


He 


Leu 


Val 


Val Thr 


Leu 


His 


Thr 


Cys 


His 


Pro 


Val 


Pro 


Ser 


l 






5 








10 










15 




Pro Gly Trp 


His 


He 


Tyr Thr 


His 


Ser 


Gly 


Ser 


Glu 


Arg 


Leu 


Val 


Asn 






20 








25 










30 






Gin Lys 


Trp 


Ala Ala Gly Ala 


Lys 


Ala 


Tyr 


Leu 


Asn 


Lys 


Gly 


Ser 


Lys 




35 








40 










45 








Gly Pro Leu 


Ser 


Leu 


Gly Ser 


Ser 


He 


Gin 


Pro 


Leu 


Ser 


Gin 


Gin 


Arg 


50 








55 










60 










Gin Asp 


Cys 


Gly 


Pro 


Leu Cys 


Phe 


Leu 


Asn 


Arg 


Ala 


Gin 


Gly 


Ser 


Gin 


65 








70 








75 










80 


Gly Met 


Pro 


Ser 


Leu 


Gin His 


Ser 


Thr 


Leu 


Trp 


Ser 


Gin 


Trp 


Ser 


Arg 






85 








90 










95 




Arg Ser 


Ser 


Leu 


Lys 


Tyr Tyr 


Tyr 


Arg 


Gly Glu 


Arg 


Pro 


He 


Leu 


Ala 






100 








105 










110 






Met Leu 


Leu 
115 


Tyr 


Leu 


Pro Arg 


Pro 
120 


Lys 


Thr 


Val 


Leu 


Cys 
125 


Ser 


Phe 


Ser 


Cys Ser 


Glu 


He 


Arg 


Ser Gin 


Asn 


ser 


Arg 


Arg 


His 


Ser 


Phe 


Gly 


Lys 


130 








135 










140 










Lys Gly His 


Ala 


Phe 


Val Leu Tyr 


Leu 


He 


Leu 


Val 


Ser 


Glu 


Ala 


Leu 


145 








150 








155 










160 


He Pro 


Val 


Asp 


Cys 


Gly Leu Arg Trp 


Ser 


Pro 


Pro 


Gin 


Asp 


Pro 


Gin 








165 








170 










175 




Leu Gin Arg 


Gin 


Arg 


Arg Met 


Lys 


Glu 


Glu 


Gin 


Pro 


Pro 


Gin 


Asp 


Leu 






180 








185 










190 






Leu His 


Trp 
195 


Glu 


Pro 


His Pro 


Thr 
200 


Phe 


Ser 


Val 


Pro 


Phe 
205 


Thr 


Arg 





<210> 4455 
<211> 882 
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<212> DNA 

<213> Homo sapiens 

<400> 4455 

nacgcgtgcc tcagtaccaa cgggctcggc 
60 

ggattaagcc acagcccggg gaacccgtcg 
120 

aagctgttca ttgggcagat cccccgcaac 
180 

gaggagtttg gcaaaatcta cgagcttacg 
240 

aaaggctgcg ccttcctcac ctactgcgag 
300 

ctgcacgagc agaagactct gcccgggatg 
360 

agcgagagcc gaggagatag tagctgcctg 
420 

gtgggcatgc tcaacaagca acagtccgag 
480 

gggaacatcg aggagtgcac catcctgcgc 
540 

tttgtgaagt actcctccca cgccgaggcg 
600 

cagaccatgc cgggagcctc gtccagtctg 
660 

cgcacgatgc ggcgaatgca gcagatggct 
720 

atccctttcg gggcctacgg cgcctacgct 
780 

atggcatcag tcgcgcaggg cggctacctg 
840 

atgcagcaga tggcggccct caacatgaat 
882 

<210> 4456 

<211> 261 

<212> PRT 

<213> Homo sapiens 



<400> 4456 



Met 


Lys 


Asp 


His 


Asp 


Ala 


He 


Lys 


l 








5 








Asn 


Leu 


Asp 


Glu 


Lys 


Asp 


Leu 


Lys 








20 










lie 


Tyr 


Glu 


Leu 


Thr 


Val 


Leu 


Lys 






35 










40 


Gly 


Cys 


Ala 


Phe 


Leu 


Thr 


Tyr 


Cys 




50 










55 




Gin 


Ser 


Ala 


Leu 


His 


Glu 


Gin 


Lys 


65 










70 






He 


Gin 


Val 


Lys 


Pro 


Ala 


Asp 


Ser 










85 








Leu 


Arg 


Gin 


Pro 


Pro 


Ser 


His 


Arg 



agcagcccgg gcagtgccgg gcacatgaac 
accattccca tgaaggacca cgatgccatc 
ctggatgaga aggacctcaa gcccctcttc 
gttctgaagg acaggttcac aggcatgcac 
cgtgagtcag cgctgaaggc ccagagcgcg 
aaccggccga tccaggtgaa gcctgcggac 
cgccagcccc cttcacatag aaaactcttc 
gacgacgtgc gccgcctttt cgaggccttt 
gggcccgacg gcaacagcaa ggggtgcgcc 
caggccgcca tcaacgcgct acacggcagc 
gtggtcaagt tcgccgacac cgacaaggag 
ggccagatgg gcatgttcaa ccccatggcc 
caggcactga tgcagcagca agcggccctg 
aaccccatgg ctgccttcgc tgccgcccag 
ggcctggcgg cc 



Leu Phe 


He 


Gly Gin 


He 


Pro 


Arg 


10 








15 




Pro Leu 


Phe 


Glu Glu 


Phe 


Gly 


Lys 


25 






30 






Asp Arg 


Phe 


Thr Gly 


Met 


His 


Lys 






45 








Glu Arg 


Glu 


Ser Ala 


Leu 


Lys 


Ala 






60 








Thr Leu 


Pro 


Gly Met 


Asn 


Arg 


Pro 




75 








80 


Glu Ser 


Arg 


Gly Asp 


Ser 


Ser 


Cys 


90 








95 




Lys Leu 


Phe 


Val Gly 


Met 


Leu 


Asn 
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100 105 H° 

Lys Gin Gin Ser Glu Asp Asp Val Arg Arg Leu Phe Glu Ala Phe Gly 

H5 120 125 

Asn He Glu Glu Cys Thr He Leu Arg Gly Pro Asp Gly Asn Ser Lys 

130 135 140 

Gly Cys Ala Phe Val Lys Tyr Ser Ser His Ala Glu Ala Gin Ala Ala 
145 150 155 160 

lie Asn Ala Leu His Gly Ser Gin Thr Met Pro Gly Ala Ser Ser Ser 

165 170 175 

Leu Val Val Lys Phe Ala Asp Thr Asp Lys Glu Arg Thr Met Arg Arg 

180 185 190 

Met Gin Gin Met Ala Gly Gin Met Gly Met Phe Asn Pro Met Ala He 

195 200 205 

Pro Phe Gly Ala Tyr Gly Ala Tyr Ala Gin Ala Leu Met Gin Gin Gin 

210 215 220 

Ala Ala Leu Met Ala Ser Val Ala Gin Gly Gly Tyr Leu Asn Pro Met 
225 230 235 240 

Ala Ala Phe Ala Ala Ala Gin Met Gin Gin Met Ala Ala Leu Asn Met 

245 250 255 

Asn Gly Leu Ala Ala > 
260 

<210> 4457 

<211> 1491 

<212> DNA 

<213> Homo sapiens 

<400> 4457 

nggctggcag gtgcacatca gcttaaagct gatgcaacag tcctctctct acgcatccaa 
60 

tgagaccatg ctgaccctct tctacgaaga cagcaaactg taccaggtgc ccggtggagc 
120 

tatgcgggga catcggggca ccccaggagg gctgacccca gctcacctgg ccctgccttc 
180 

cccctgcagc tggtgtacct tatgaacaac cagaagggcc agctggtcaa gaggctcgtg 
240 

cccgtggagc agcttctgat gtatcaacag cacaccagcc actatgactt ggagcggaaa 
300 

gggggctact tgatgctctc cttcatcgac ttctgcccct tctcggtgat gcgcctgcgg 
360 

agcctgccca gtccgcagag atacacgcgc caggagcgct accgggcgcg gccgccgcgc 
420 

gtcctggagc gctcgggctt ccacaacgag aactcgctcg ccatctacca gggcctggtc 
480 

tactacctgc tgtggctgca ctccgtgtac gacaaggatt actacttctt cttggcgagc 
540 

aattggcgaa gcgcgggcgg cgtgtccata gaaatggaca gctacgaaaa gatctacaac 
600 

ctcgagtccg cgtacgagct gccggagcgc attttcctgg acaagggcac tgagtacagc 
660 

ttcgccatct tcctgtcggc gcagggccac tcgttccgga cgcagtcaga actcggtctg 

720 

cgcgggacca gagtggagcc cgaagggcgg ggcgagggct accagaatct gggagcctgg 
780 
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ggggcgggga caccatcgga ggggcggggc ctgtctgtgg acgtgggcgt ggtgctggcc 
840 

gaccccggct gcatcgaggc ctcggtgaag caggaggtcc tgattaatcg caactcggtg 
900 

ctattttcga ttacgctcaa ggataaaaag ctttgctatg accaaggcat tagtggacat 
960 

caccttatgg agacttccat gacggtcaat gtgaggtcca agcctggagg ggagggcaag 
1020 

cgcctggcct tcgacatcac ctacacgctg gaatacagcc gcctgaagaa caaacactac 
1080 

tttgactgcg ttaacgtgaa cccggagatg ccctgctttc tcttccggga cagtgtctat 
1140 

gttctgctgg tggtgggtgg cgggcccaca ctggacagcc tcaaggacta cagtgaggac 
1200 

gaaatctacc gcttcaacag ccccctggac aagaccaaca gccttatctg gaccacgagg 
1260 

accacaagga ccaccaaaga ctcagccttt cacatcatgt cccacgagag cccaggcatc 
1320 

gagtggctct gtctggagaa tgccccatgc tatgacaatg ttccccaagg catctttgcc 
1380 

cctgaattct tcttcaaggt gttggtgagc aataggtgag ccaggcaagt ggcccaggtg 
1440 

cgggtcaggg gctgcccatg gaatgcctgg cttctcctct aatcctggat c 
1491 

<210> 4458 
<211> 405 
<212> PRT 

<213> Homo sapiens 
<400> 4458 

Met Asn Asn Gin Lys Gly Gin Leu Val Lys Arg Leu Val Pro Val Glu 

15 10 15 

Gin Leu Leu Met Tyr Gin Gin His Thr Ser His Tyr Asp Leu Glu Arg 

20 25 30 

Lys Gly Gly Tyr Leu Met Leu Serine He Asp Phe Cys Pro Phe Ser 

35 40 45 

Val Met Arg Leu Arg Ser Leu Pro Ser Pro Gin Arg Tyr Thr Arg Gin 

50 55 60 

Glu Arg Tyr Arg Ala Arg Pro Pro Arg Val Leu Glu Arg Ser Gly Phe 
65 70 75 80 

His Asn Glu Asn Ser Leu Ala He Tyr Gin Gly Leu Val Tyr Tyr Leu 

85 90 95 

Leu Trp Leu His Ser Val Tyr Asp Lys Asp Tyr Tyr Phe Phe Leu Ala 

100 105 HO 

Ser Asn Trp Arg Ser Ala Gly Gly Val Ser lie Glu Met Asp Ser Tyr 

115 120 125 

Glu Lys He Tyr Asn Leu Glu Ser Ala Tyr Glu Leu Pro Glu Arg He 

130 135 140 

Phe Leu Asp Lys Gly Thr Glu Tyr Ser Phe Ala lie Phe Leu Ser Ala 
145 150 155 160 

Gin Gly His Ser Phe Arg Thr Gin Ser Glu Leu Gly Leu Arg Gly Thr 

165 170 175 

Arg Val Glu Pro Glu Gly Arg Gly Glu Gly Tyr Gin Asn Leu Gly Ala 
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180 185 190 



Trp 


Gly Ala Gly Thr 


Pro 


Ser Glu Gly Arg 


Gly 


Leu 


Ser Val 


Asp Val 






195 










200 








205 




Gly 


Val 


Val 


Leu 


Ala 


Asp 


Pro Gly Cys He 


Glu 


Ala 


Ser Val 


Lys Gin 




210 










215 








220 






Glu 


Val 


Leu 


lie 


Asn 


^9 


Asn 


Ser 


Val Leu 


Phe 


Ser 


He Thr 


Leu Lys 


225 










230 








235 






240 


Asp 


Lys 


Lys 


Leu 


Cys 


Tyr Asp Gin Gly He Ser Gly 


His His 


Leu Met 










245 








250 








255 


Glu 


Thr 


Ser 


Met 


Thr 


Val 


Asn 


Val 


Arg Ser 


Lys 


Pro 


Gly Gly Glu Gly 








260 










265 






270 




Lys 


Arg 


Leu 


Ala 


Phe 


Asp 


He 


Thr 


Tyr Thr 


Leu 


Glu 


Tyr Ser Arg Leu 




275 










280 








285 




Lys 


Asn 


Lys 


His 


Tyr 


Phe Asp 


Cys 


Val Asn 


Val 


Asn 


Pro Glu 


Met Pro 




290 










295 








300 






Cys 


Phe 


Leu 


Phe 


Arg 


Asp 


Ser 


Val 


Tyr Val 


Leu 


Leu 


Val Val Gly Gly 


305 










310 








315 






320 


Gly 


Pro 


Thr 


Leu 


Asp 


Ser 


Leu 


Lys 


Asp Tyr 


Ser 


Glu 


Asp Glu 


He Tyr 










325 








330 








335 


Arg 


Phe 


Asn 


Ser 


Pro 


Leu 


Asp 


Lys 


Thr Asn 


Ser 


Leu 


He Trp 


Thr Thr 








340 










345 






350 




Arg 


Thr 


Thr Arg 


Thr 


Thr 


Lys 


Asp 


Ser Ala 


Phe 


His 


He Met 


Ser His 






355 










360 








365 




Glu 


Ser 


Pro Gly 


He 


Glu 


Trp 


Leu 


Cys Leu 


Glu 


Asn 


Ala Pro 


Cys Tyr 




370 










375 








380 






Asp 


Asn 


Val 


Pro 


Gin 


Gly He 


Phe 


Ala Pro 


Glu 


Phe 


Phe Phe 


Lys Val 


385 










390 








395 






400 


Leu 


Val 


Ser 


Asn 


Arg 



















405 



<210> 4459 

<211> 1114 

<212> DNA 

<213> Homo sapiens 

<400> 4459 

cggggccacg ctgttccaca ggcacgctga gcggcttgaa gacccttccc agctccagag 
60 

aaggcaacac cgagggaggc ccagcaccac agtccatggc agacacatgg ttcagacttg 
120 

gccgattgat ctaagaaact ttattgctca gaaccttccc tccctgggca atggaaagag 
180 

ctttggagac cagcccatgg ggacagagtc agaggcactg ggtgtaaaaa aagagcgagc 
240 

gtgtggcaca tttggtccat tgtcatgtgt gggtatggca ggaggagggg gtaatctaga 
300 

agccccacat ctagggcctt ctagggaccc agatatgccc ccttaggcaa ggctcacatg 
360 

ccaaagcaaa gcagatgagg tcagcctggc ttgggttgag ggctcagtgc ctcttagcct 
420 

tgccctgggg ttcttggacc ttccggaaac tgagccacat caggctcacg ttgatagcat 
480 

aggtggtgat acaaacaatg cagaaatcat agagcacgaa gaacaggatc caggccaggt 
54 0 
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agacagaacc agc9agagac accagggagc tcagcagcat caggacagag gcccagcgtg 
600 

tccgcaggca acctaacaat agctgtagtg tgtagaagat gcaaccgaat atgctgttgg 
660 

attgattgag gatgctgtcc tgtcccagca catgctccac cagcccgaaa cccctgcccc 
720 

acctggagga gaagacgcgc gaacagctga tggcggtgcc cacgtcgcag agcgcgcggt 
780 

aatcccggtc ccgggcgcgc gccgccttca cgtgcagcgc gtagagcgag agcactaagc 
840 

ccgtcaggca aagagcgagc cgcacccagc cagggctccc ccaggtgctg cccattatct 
900 

ccaggttccg cccgaggcgc ccgcggagaa aaccagccac ggagcagggg ccgggcggcg 
960 

aatggccgcg cccctcctgg ccctctgact cggcgattgg ccggccgtgc tcgcactcca 
1020 

cgacccaaat ggctgttcca gggcgctagt caagcgggcg agttaggaaa acagcgaaga 
1080 

atgccgggac tagtgaagcg ggtaagggac gtgc 
1114 



<210> 4460 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 4460 












Trp Arg Cys 


Pro 


Arg 


Arg 


Arg 


Ala 


1 




5 








Ala Pro Pro 


Ser 
20 


Arg 


Ala 


Ala 


Arg 


Gly Lys Glu 


Arg 


Ala 


Ala 


Pro 


Ser 


35 










40 


Leu Ser Pro 


Gly 


Ser 


Ala 


Arg 


Gly 


50 








55 




Ser Arg Gly 


Arg 


Ala 


Ala 


Asn 


Gly 


65 






70 






Arg Arg Leu 


Ala 


Gly 
85 


Arg 


Ala 


Arg 


Gin Gly Ala 


Ser 


Gin 


Ala 


Gly Glu 




100 










Gly Leu Val 


Lys 


Arg 


Val 


Arg 


Asp 


115 










120 



Arg 


Gly 


Asn Pro Gly 


Pro Gly Arg 




10 






15 




Arg 


Ala 


Arg Ala Leu 


Ser 


Pro 


Ser 


25 






30 






Gin 


Gly 


Ser Pro Arg 


Cys 


Cys 


Pro 






45 








Ala 


Arg 


Gly Glu Asn 


Gin 


Pro 


Arg 






60 








Arg 


Ala 


Pro Pro Gly 


Pro 


Leu 


Thr 






75 






80 


Thr 


Pro 


Arg Pro Lys 


Trp 


Leu 


Phe 




90 






95 




Leu 


Gly 


Lys Gin Arg 


Arg 


Met 


Pro 


105 






110 






Val 













<210> 4461 

<211> 488 

<212> DNA 

<213> Homo sapiens 



<400> 4461 

acagagtcct acaccagcac tgcaatggcc 
60 

aatctgatct tcatctgggg caacttcctc 
120 



cccaagggca tcttctgtaa cccgtacaac 
ctgcagagct ctaacaagga aaacttcatc 
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tacctggcag acttccccaa ggaactgtcc atcaaataca tggccagatc gttccgtggg 
180 

gctgtggcta ttgtcacaga gacggaggag gtgggctgcc ccgcccttct ccccattccc 
240 

tctctgccca cccccaaacc ccaggggccc ctctttcccc cgtcacagta aaggagccaa 
300 

gggaaggggg caccctcggg gaccctgaga aagggcagtg aagctccatt tataactgaa 
360 

actcctggaa ctcagggtaa gtgtcagctc caaagtcacg cagaccggag ctatgatccg 
420 

atgttcagag gcggccctct ttcatcccac agtgtggtcg ttcacttcat aaatattgag 
480 

catttaaa 
488 

<210> 4462 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 4462 



Thr 


Glu 


Ser 


Tyr 


Thr 


Ser 


Thr Ala Met 


Ala 


Pro Lys 


Gly 


He 


Phe 


Cys 


1 








5 






10 








15 




Asn 


Pro 


Tyr 


Asn 
20 


Asn 


Leu 


He Phe He 
25 


Trp 


Gly Asn 


Phe 


Leu 

30 


Leu 


Gin 


Ser 


Ser 


Asn 
35 


Lys 


Glu 


Asn 


Phe He Tyr 
40 


Leu 


Ala Asp 


Phe 
45 


Pro 


Lys 


Glu 


Leu 


Ser 


He 


Lys 


Tyr 


Met 


Ala Arg Ser 


Phe Arg Gly Ala 


val 


Ala 


He 




50 










55 




60 










val 


Thr 


Glu 


Thr 


Glu 


Glu Val Gly Cys 


Pro 


Ala Leu 


Leu 


Pro 


He 


Pro 


65 










70 






75 








80 


Ser 


Leu 


Pro 


Thr 


Pro 
85 


Lys 


Pro Gin Gly 


Pro 
90 


Leu Phe 


Pro 


Pro 


Ser 
95 


Gin 



<210=> 4463 

<211> 2662 

<212> DNA 

<213> Homo sapiens 

<400> 4463 

nnccacctcc ctctcatggc tagtaggaga gactggtgct tgccccgccc ggtggactaa 
60 

ctcgcttaat tttaaataaa aagtcgagga cacggcggtc gttttcccga agacatgggc 
120 

cctcccatgg gccatttgct ccctggaggc cctcgcgtct tgctgagccc ggggagttag 
180 

gatgacgcga gcggtgaggg aacccggaac aattccttca cagaacaatt gaggcgaggc 
240 

ctttgggagt actttgtggg acggaccctg gcgggccctg ccagacgcac agggatggcg 
300 

gcggaggcgg ccgatttggg gctgggggcc gccgtccccg tggagctgag gcgggagcga 
360 

cgcatggtgt gcgtggagta cccgggagtg gtgcgtgatg tggctaagat gctgccgact 
420 
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ctgggcggtg aggaaggcgt ctcccggatc tacgcagacc ccaccaagag gctggagctg 
480 

tacttccggc ccaaggaccc atactgccac ccagtgtgcg ccaaccgctt cagtaccagc 
540 

agcctgctgc tccgcatcag gaagagaacg aggcggcaga aaggggtgct gggcactgag 

gcccactccg aggtcacatt tgacatggag atccttggca tcatctccac cattcacaaa 

660 ». 
tttcagggga tgtctgactt ccagtacttg gctgtgcata cggaagcagg cggcaagcat 

720 

acgtcaatgc atgacaaggt gctcatgctc cggcccgaga aggaggcctt tttccaccag 

780 ,_ 
gagctgccgc tctacatccc cccacccatc ttctcccggc tggacgcccc ggtggactac 

ttctaccgac cagagaccca gcaccgggaa ggccacaaca atccccccat ctcaggtgag 

aatctgattg gcctgagcag agcccggcgc ccccacaatg ccatctttgt caactttgag 

gatgaggagg tgcccaagca gccactggag gctgcagccc agacgtggag gagagtctgc 

actaaccccg tggaccggaa ggtggaggag gagctgagga agctgtttga catccgtccc 

1080 

atctggtccc gaaatgctgt caaggccaac atcagcgtcc acccagacaa gctcaaggtc 

tigcctccct tcatagccta ttacatgata acaggcccct ggcgcagcct atggattcga 

Sgggtatg acccccgaaa aaacccagat gccaagattt atcaagtcct cgatttccga 
1260 

atccgttgtg gaatgaaaca cggttacgcc cccagtgact tgccggtcaa agcaaagcgc 

1320 _„ = „ 

agcacctaca actacagcct ccccatcacc gtcaagaaga catccagcca gcttgtcacc 

"gcatgacc cgaagcaggg cctgggccgg tcggggacga gtggtgctcg gaaaccagct 
1440 

tccagcaagt acaagctcaa ggactctgtc tacatcttcc gggaaggggc cttgccaccc 

tatcggcaga tgttctacea gttatgcgac ttgaatgtgg aagagttgca gaagatcatt 
1S60 

caccgcaatg acggggcaga gaattcctgc acagaacggg atgggtggtg cctccccaag 
accagcgacg agcccaggga caccatgtcc ctcatgatcc ggcagaccat ccgctccaag 
aggcctgctc tcttttccag ctcagccaag gccgatggcg gaaaagagca gctgacgtac 

1740 

gagtctgggg aagacgagga ggatgaggag gaggaggaag aggaggagga ggacttcaag 
1800 

ccatccgacg gcagtgaaaa cgaaacggag acagagattc tggactacgt gtgacagggc 
1860 

ccaaggctgg gcctccctga cccggccaga ctggtgcctg gcctaatgag ggagccgggg 
"ccccattg ccacccacag tgcccggaat ggccctagga ggccctctga ggagagctag 



1980 



agtcccagca aagggtgcag ctgaccctag cactggctgt gacatgctgc ttggtgctgc 
2040 
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ctctggtcct gaggggttag ggacatcccc aaagggtata ccctggctct gccacccatg 
2100 

aaccagccca gcatccagcc agtgagtggg cacccaatgc ctctcaggat gagaccagta 
2160 

aatgccggag gtggagctgg gcagctgtgg agccccaggc cacaggccag tctcgcttgg 
2220 

ctctcatgac tgtggtggtg gagatagcgt ggggagcctc gcccatggtc tcacgtggca 
2280 

agaagtgcct ttagctctgg atcccaaccg tttggcacag ctttggccac agccaggccc 
2340 

ctctggaatt gtccttatta aaccagtttc ccgagaagtc ttggtttctt ggtgtgaatg 
2400 

ttggcgctgc aggggagtct tcttattgcc ttggggcttg ggcccccttt gtcccttcat 
2460 

atattccttc attcattcct tcattcattc agtgacatgc tggcagtgct ggcctgtgcc 
2520 

cccctcacat gtggtcgggt tgggtgaggg cagctaggaa gactccaggg gctgggtcag 
2580 r 

ttcttctcta aatgaatacc cttctgacga agtcatggga gacggggcct gctgtcctgt 
2640 

gggctgccag tgtgaaacta gt 
2662 

<210> 4464 
<211> 519 
<212> PRT 

<213> Homo sapiens 
<400> 4464 

Met Ala Ala Glu Ala Ala Asp Leu Gly Leu Gly Ala Ala Val Pro Val 

15 10 15 

Glu Leu Arg Arg Glu Arg Arg Met Val Cys Val Glu Tyr Pro Gly Val 

20 25 30 

Val Arg Asp Val Ala Lys Met Leu Pro Thr Leu Gly Gly Glu Glu Gly 

35 40 45 

Val Ser Arg lie Tyr Ala Asp Pro Thr Lys Arg Leu Glu Leu Tyr Phe 

50 55 60 

Arq Pro Lys Asp Pro Tyr Cys His Pro Val Cys Ala Asn Arg Phe Ser 
65 70 75 BO 

Thr Ser Ser Leu Leu Leu Arg He Arg Lys Arg Thr Arg Arg Gin Lys 

85 90 95 

Gly Val Leu Gly Thr Glu Ala His Ser Glu Val Thr Phe Asp Met Glu 

100 105 HO 

He Leu Gly He He Ser Thr He Tyr Lys Phe Gin Gly Met Ser Asp 

115 120 125 

Phe Gin Tyr Leu Ala Val His Thr Glu Ala Gly Gly Lys His Thr Ser 

130 135 140 

Met Tyr Asp Lys Val Leu Met Leu Arg Pro Glu Lys Glu Ala Phe Phe 
14 5 150 155 160 

His Gin Glu Leu Pro Leu Tyr He Pro Pro Pro He Phe Ser Arg Leu 

165 170 175 

Asp Ala Pro Val Asp Tyr Phe Tyr Arg Pro Glu Thr Gin His Arg Glu 

180 185 190 

Gly Tyr Asn Asn Pro Pro He Ser Gly Glu Asn Leu He Gly Leu Ser 
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195 

Arg Ala Arg Arg 
210 

Glu Val Pro Lys 
225 

Val Cys Thr Asn 

I^u Phe Asp lie 
260 

lie Ser Val His 
275 

Tyr Tyr Met He 
290 

Tyr Asp Pro Arg 
305 

Phe Arg He Arg 

Pro Val Lys Ala 
340 

Val Lys Lys Thr 
355 

Gly Leu Gly Arg 
370 

Lys Tyr Lys Leu 
385 

Pro Pro Tyr Arg 

Glu Leu Gin Lys 
420 

Thr Glu Arg Asp 
435 

Asp Thr Met Ser 
450 

Ala Leu Phe Ser 
465 

Thr Tyr Glu Ser 

Glu Glu Glu Asp 
500 

Thr Glu He Leu 
515 



200 

Pro His Asn Ala 
215 

Gin Pro Leu Glu 
230 

Pro Val Asp Arg 
245 

Arg Pro He Trp 

Pro Asp Lys Leu 
280 

Thr Gly Pro Trp 
295 

Lys Asn Pro Asp 
310 

Cys Gly Met Lys 
325 

Lys Arg Ser Thr 

Ser Ser Gin Leu 
360 

Ser Gly Thr Ser 
375 

Lys Asp Ser Val 
390 

Gin Met Phe Tyr 
405 

He He His Arg 

Gly Trp Cys Leu 
440 

Leu Met He Arg 
455 

Ser Ser Ala Lys 
470 

Gly Glu Asp Glu 
485 

Phe Lys Pro Ser 
Asp Tyr Val 



He Phe Val Asn 
220 

Ala Ala Ala Gin 
235 

Lys Val Glu Glu 
250 

Ser Arg Asn Ala 
265 

Lys Val Leu Leu 

Arg Ser Leu Trp 
300 

Ala Lys He Tyr 
315 

His Gly Tyr Ala 
330 

Tyr Asn Tyr Ser 
345 

Val Thr Met His 

Gly Ala Arg Lys 
380 

Tyr He Phe Arg 
395 

Gin Leu Cys Asp 
410 

Asn Asp Gly Ala 
425 

Pro Lys Thr Ser 

Gin Thr He Arg 
460 

Ala Asp Gly Gly 
475 

Glu Asp Glu Glu 
490 

Asp Gly Ser Glu 
505 



205 

Phe Glu Asp Glu 

Thr Trp Arg Arg 
240 

Glu Leu Arg Lys 
255 

Val Lys Ala Asn 
270 

Pro Phe He Ala 
285 

He Arg Phe Gly 

Gin Val Leu Asp 
320 

Pro Ser Asp Leu 
335 

Leu Pro He Thr 
350 

Asp Leu Lys Gin 
365 

Pro Ala Ser Ser 

Glu Gly Ala Leu 
400 

Leu Asn Val Glu 
415 

Glu Asn Ser Cys 
430 

Asp Glu Leu Arg 
445 

Ser Lys Arg Pro 

Lys Glu Gin Leu 
480 

Glu Glu Glu Glu 
495 

Asn Glu Met Glu 
510 



<210> 4465 

<211> 1291 

<212> DNA 

<213> Homo sapiens 



<400> 4465 

gggctggagc gccaggttcg ggccgagatc gagcacaaga aggaggagct gcggcagatg 
60 

gtgggcgaac ggtaccgcga cctgatcgag gcgnccgaca ccatcggcca gatgcgccgt 
120 

ngcgccgtgg ggctagtgga cgccgtgaag gccaccgacc agtactgcgc ccgcctccgc 
180 
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caggccggct cggccgcgcc ccggccaccg cgggcccagc agccacagca gccatcccaa 

gagaagttct acagcatggc tgccagatca agctactctt agaaattccg gagaagatct 
300 

ggagctcgat ggaagcctct cagtgtctcc acgccacacn agctctacct gctctgctgc 
360 

cacctccaca gcctgctcca gctggattct tctagttccc gatacagtcc cgtcctctcc 
420 

cggtttccta tactcatccg gcaggtggcg gccgccagcc acttccggtc aactattctg 
4B0 

catgaaagca agatgttgct caaatgccaa ggtgtgtctg accaagctgt ggccgaggcc 
540 

ctgtgctcta taatgctctt agaagagagt tctcctcgcc aagccctcac agacttcctg 
600 

ctggccagaa aggcaactat tcagaaactt ctcaaccagc cacaccatgg tgctggtatc 
660 

aaggctcaga tttgctcatt agtggagttg ctggccacca ctctgaagca agctcatgcc 
720 

cttttctaca ctttgccaga aggactgctg ccagatccag ccctgccatg tggcttgctc 
780 

ttctctactc tggagaccat cacaggccag catcctgccg gaaagggcac tggtgtcctg 
840 

caggaagaga tgaaactctg cagctggttt aaacacctgc cagcatccat cgtcgagttc 
900 

cagccaacac tccgaaccct tgcacatccc atcagtcagg aatacctgaa agacacgctg 
960 

cagaaatgga tccacatgtg taatgaagac attaaaaatg ggatcaccaa cctgctcatg 
1020 

tacgtgaaga gcatgaaggg tctcgcggga atccgggacg ccatgtggga gttacttacc 
1080 

agtgagtcca ccaatcacag ctgggatgtg ctatgtaccc gcnttctgga gaagccgctc 

1140 

ttgttctggg aagatatgat gcagcaactg ttccttgacc gattacagac tctgacaaaa 
1200 

gaaggctttg actccatctc cagtagtncc aaggagctct tggtttcang tttgcaggaa 
1260 

cttgaaagca gcaccagcaa ctcccacttc a 
1291 

<210> 4466 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 4466 

Gly Leu Glu Arg Gin Val Arg Ala Glu He Glu His Lys Lys Glu Glu 

1 5 10 15 

Leu Arg Gin Met Val Gly Glu Arg Tyr Arg Asp Leu He Glu Ala Xaa 

20 25 30 

Asp Thr He Gly Gin Met Arg Arg Xaa Ala Val Gly Leu Val Asp Ala 

35 40 45 

Val Lys Ala Thr Asp Gin Tyr Cys Ala Arg Leu Arg Gin Ala Gly Ser 

50 55 60 

Ala Ala Pro Arg Pro Pro Arg Ala Gin Gin Pro Gin Gin Pro Ser Gin 
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75 , , 

Glu Lys Phe Tyr Ser Met Ala Ala Arg Ser Ser Tyr Ser 
85 9° 

<210> 4467 
<211> 1142 
<212> DNA 

<213> Homo sapiens 

^agatgtcc ctaaggtaga ggtgttggaa cgggagctgg cctggctgaa ggagcatctg 

tcccagctgg agtcccctgt ggtgttttgt cacaatgacc tgctctgcaa gaatatcatc 

tacgacagca tcaaaggtca cgtgcggttc attgactatg aatatgctgg ctacaactac 
X8 0 

caagcttttg acattggcaa ccatttcaat gagtttgcag gcgtgaatga ggtggattac 

tgcctgtacc cggcgcggga gacccagctg cagtggctgc actactacct gcaggcacaa 

aaggggatgg ccgtgacccc cagggaggtg caaaggctct acgtgcaagt caacaagttt 

gccctggcgt ctcacttctt ctgggctctc tgggccctca tccagaacca gtactccacc 

"cgactttg atttcctcag gtacgcagtg atccgattca accagtactt caaggtgaag 

"tcaagcgt cagccttgga gatgccaaag tgaccagcca ccccatccct cccctaccca 

tc^gtctggc cagacctgtt ctccagagct caattctgca ctctgggatc cacacccttg 
600 

gacagggtgg gagaggggac acatgggtgt ccagggagaa ggctctgtcc ctgccgccag 

accccagtgg ttgccactga agacctcatt ctcctgtctg gaggggctga taggaccccc 

ttccgggggt ccccttcacc ccaccaggct tgggaggaag tgcctgcagc caggtcctga 

accataacca cccctgggaa acacatcatt cccagcctca ggccctgctg gaattggggc 
840 

tgccttatat gtgtgtttac cccttcctgg cctggggaag gaggcgggga gggctccttt 
900 

ctacctccag tgccctgagc ctccagtccg tctccccctg catgccccat gtgggaggtg 
960 

ctgagctcca aaccagcatc acaccaactc tgacacatgg atgtacctat cttggtgatg 

1020 . . 

ggtgggggcc aagaattgag catgacatct tccccagcag ccacctcctc tgagatccct 

1080 

caccttctcc aaaccagatc caatcaaacc tcagcccgag gaaacatgct cccctcacgc 

1140 

gt 

1142 

<210> 4468 
<211> 170 
<212> PRT 
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<213> Homo sapiens 


















<400> 4468 




















Xaa 


Asp 


Val 


Pro Lys 


Val 


Glu 


Val Leu Glu Arg 


Glu 


Leu 


Ala 


Trp 


Leu 


1 




5 






10 








15 




Lys 


Glu 


His 


Leu Ser 


Gin 


Leu 


Glu Ser Pro Val 


Val 


Phe 


Cys 


His 


Asn 






20 






25 






30 






Asp 


Leu 


Leu 


Cys Lys 


Asn 


He He Tyr Asp Ser He Lys Gly His 


Val 




35 








40 




45 








Arg 


Phe 


lie 


Asp Tyr Glu Tyr Ala Gly Tyr Asn 


Tyr 


Gin 


Ala 


Phe Asp 


50 








55 




60 










He 


Gly 


Asn 


His Phe 


Asn 


Glu 


Phe Ala Gly Val 


Asn 


Glu 


val 


Asp 


Tyr 


65 






70 




75 










80 


Cys 


Leu 


Tyr 


Pro Ala 


Arg 


Glu 


Thr Gin Leu Gin 


Trp 


Leu 


His 


Tyr 


Tyr 






85 






90 








95 




Leu 


Gin 


Ala 


Gin Lys Gly Met 


Ala Val Thr Pro 


Arg 


Glu 


Val 


Gin 


Arg 








100 






105 






110 






Leu 


Tyr 


Val 


Gin Val 


Asn 


Lys 


Phe Ala Leu Ala 


Ser 


His 


Phe 


Phe 


Trp 






115 








120 




125 








Ala 


Leu 


Trp 


Ala Leu 


He 


Gin 


Asn Gin Tyr Ser 


Thr 


He 


Asp 


Phe 


Asp 




130 








135 




140 










Phe 


Leu 


Arg 


Tyr Ala 


Val 


lie 


Arg Phe Asn Gin 


Tyr 


Phe 


Lys 


Val 


Lys 


145 






150 




155 










160 


Pro 


Gin 


Ala 


Ser Ala 


Leu 


Glu 


Met Pro Lys 













165 170 

<210> 4469 
<211> 409 
<212> DNA 

<213> Homo sapiens 
<400> 4469 

atctatgatg cacaacatgc caatttggct ggcacgctga gcggccatgc ctcctgggtg 
60 

ctgaacgttg cattctgtcc tgatgacact cactttgttt ccagatccca gtgttggtca 
120 

ggcctgggat ggccaagaca gttggaaagc aggagatgga caacttgaag gcattgcaca 
180 

gtgctttaga ggcctcctgc gagccttggt tttgaagctt taacaggcct ccctcccatc 
240 

tggaaatagg tagctgtgtc tgagactcct ggagaacaat taatatgagg gccaggcaga 
300 

tcacaatttc aggaaaatgg ctaccctgtg aggagagaaa gccacccaat gatgctgata 
360 

cctggccatt tcctgtaccg aggcatggng ttggggggtc tgaagttag 
409 

<210> 4470 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 4470 

He Tyr Asp Ala Gin His Ala Asn Leu Ala Gly Thr Leu Ser Gly His 
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15 10 15 

Ala Ser Trp Val Leu Asn Val Ala Phe Cys Pro Asp Asp Thr His Phe 

20 25 30 

Val Ser Arg Ser Gin Cys Trp Ser Gly Leu Gly Trp Pro Arg Gin Leu 

35 40 45 

Glu Ser Arg Arg Trp Thr Thr 
50 55 

<210> 4471 

<211> 1771 

<212> DNA 

<213> Homo sapiens 

<400> 4471 

ctgggcccca atcaccacgc tgtgctcccc acacccgcaa ggctccccct cctcagcctt 
60 

agtttcctct tctggaaatt ggggaatctt catgtcacct tcttgacagc atttgccagg 
120 

catccagcag gcgcttaata aatggccaag ccattgtttg ggtttctaaa taaggctctc 
180 

ctaatggccg ggtctggcca cggtcccagt gtccctgggc agccctccga ggggccggca 
240 

cagggcgcac tataaatgag cggctgcgca cgcacgggca ctgcaacgcg gaggagcagg 
300 

atggagatcc ctgtgcctgt gcagccgtct tggctgcgcc gcgcctcggc cccgttgccc 
360 

ggactttcgg cgcccggacg cctctttgac cagcgcttcg gcgaggggct gctggaggcc 
420 

gagctggctg cgctctgccc caccacgctc gccccctact acctgcgcgc acccagcgtg 
480 

gcgctgcccg tcgcccaggt gccgacggac cccggccact tttcggtgct gctagacgtg 
540 

aagcacttct cgccggagga aattgctgtc aaggtggtgg gcgaacacgt ggaggtgcac 
600 

gcgcgccacg aggagcgccc ggatgagcac ggattcgtcg cgcgcgagtt ccaccgtcgc 
660 

taccgcctgc cgcctggcgt ggatccggct gccgtgacgt ccgcgctgtc ccccgagggc 
720 

gtcctgtcca tccaggccgc accagcgtcg gcccaggccc caccgccagc cgcagccaag 
780 

taggaggggg ctgggccgcg cccgcacccc gggagcctcc tcaggctccc tctattaaag 
840 

ccgatctgac tccgcccagc cagatgtccc gagtgcgcca aggactgtcc tctcacccac 
900 

tcctggattc tgccctgacc tccatcctgg acactgcctt gataacatag acccttccac 
960 

tgacaccctc gctctcacac cccctccagc tttccgaccc cacaccgaca actccccggc 
1020 

ttccagaccc taccagcact accctaaccc tcagccgaca gtctcagccc caccgaccca 
1080 

ctttcttggc atatagcccc acttaagacc cctcctctac ttccttctga gtcctctaca 
1140 

aagacatccg ggtactacat ttccatccct tccctatttt gacaccaaat tatggtgtag 
1200 
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acagccctcc cccaacccca ggccagtcag 
1260 

gactgcacag acctcccact ccagaccatc 
1320 

cctgcaacca gacagtctac aactgccccc 
1380 

ccagccacac cagactctgg aacccttttt 
1440 

actagaacac ccaacaccaa actgtacaga 
1500 

acggatgtcc taggccccct ccccaactct 
1560 

tcttgacccc caagtcttca accagatatc 
1620 

ttctccttca agacccaact gagcacccgc 
1680 

ccactccctt agtctttccc aggcttactc 
1740 

aaaagaaaaa aaagtcgacg cggccggaat 

1771 

<210> 4472 
<211> 160 
<212> PRT 

<213> Homo sapiens 



<400> 4472 



Met 


Glu 


He 


Pro 


Val 


Pro 


val 


Gin 


1 








5 








Ala 


Pro 


Leu 


Pro 


Gly 


Leu 


Ser 


Ala 








20 










Phe Gly Glu Gly 


Leu 


Leu 


Glu 


Ala 






35 










40 


Thr 


Leu 


Ala 


Pro 


Tyr 


Tyr 


Leu 


Arg 




50 










55 




Ala 


Gin 


Val 


Pro 


Thr 


Asp 


Pro 


Gly 


65 










70 






Lys 


His 


Phe 


Ser 


Pro 


Glu 


Glu 


He 










85 








Val 


Glu 


Val 


His 


Ala 


Arg 


His 


Glu 








100 










Val 


Ala 


Arg 


Glu 


Phe 


His 


Arg 


Arg 






115 










120 


Pro 


Ala 


Ala 


Val 


Thr 


Ser 


Ala 


Leu 




130 










135 




Gin 


Ala 


Ala 


Pro 


Ala 


Ser 


Ala 


Gin 


145 










150 







<210> 4473 
<211> 1255 
<212> DNA 

<213> Homo sapiens 
<400> 4473 



gcacaatccc cccacccccc aaacgtcctg 
caggcctggt tcccaagacc cgatccttcc 
tccagcccat tttctgccgt gaaaccccag 
cgactgcccc aactcttgga caccaggcca 
ctctcccacc ccaacctccc cagactctgc 
aaccagaccc catcccccta agtccctttg 
ctcggcaacc cacctcccac cctcctcctc 
tctgattccc cacagccttt ctccctgcca 
tcccaataaa tgtgctagag ctctgccaaa 
t 



Pro 


Ser 
10 


Trp 


Leu 


Arg 


Arg 


Ala 
15 


Ser 


Pro 


Gly 


Arg 


Leu 


Phe 


Asp 


Gin 


Arg 


25 










30 






Glu 


Leu 


Ala 


Ala 


Leu 
45 


Cys 


Pro 


Thr 


Ala 


Pro 


Ser 


Val 
60 


Ala 


Leu 


Pro 


Val 


His 


Phe 


Ser 
75 


Val 


Leu 


Leu 


Asp 


Val 
80 


Ala 


Val 
90 


Lys 


Val 


Val 


Gly 


Glu 
95 


His 


Glu 


Arg 


Pro 


Asp 


Glu 


His 


Gly 


Phe 


105 










110 






Tyr 


Arg 


Leu 


Pro 


Pro 
125 


Gly 


Val 


Asp 


Ser 


Pro 


Glu 


Gly 
14 0 


Val 


Leu 


Ser 


He 


Ala 


Pro 


Pro 
155 


Pro 


Ala 


Ala 


Ala 


Lys 
160 
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gccggcgcga tgccccgccc cttcgatagc tcatctttgc gcgccgcagt cgcgcggagc 
60 

ccggcttccg acgtgcagcc tggcagtgca gtgagctgtc tggccttttg tccttgatcc 
120 

ttggttaagg aaatgaccaa ccagtacggt attctcttca aacaagagca agcccatgat 
180 

gatgccattt ggtcagttgc ttgggggaca aacaagaagg aaaactctga gacagtggtc 

acaggctccc tagatgacct ggtgaaggtc tggaaatggc gtgatgagag gctggaccta 
300 

cagtggagtc tggagggaca tcagctggga gtggtgtctg tggacatcag ccacaccctt 
360 

cccattgctg cctccagttc tctagatgct catattcgac tctgggactt ggaaaatggc 
420 

aaacagatga agtctataga tgcaggaccg gtggatgcct ggactttggc attctctccg 
480 

gactcccagc atctggcaac aggaactcac atggggaaag tgaacatttt tggtgtggaa 

agtggaaaaa aagaatactc tttggacact agaggaaaat tcatccttag tattgcatat 
600 

agtcctgatg gaaaatacct ggccagcgga gccatagatg gaatcatcaa tatttttgat 
660 

attgcaactg gaaaacttct gcataccctg gaaggccatg ccatgcccat tcgctccttg 
720 

accttttccc cggactccca gctccttgtc actgcttcag atgatggcta catcaagatc 
780 

tatgatgtac aacatgccaa tttggctggc acgctgagcg gccatgcctc ctgggtgctg 
840 

aacgttgcat tctgtcctga tgacactcac tttgtttcca gttcgtctga caaaagtgta 
900 

aaagtttggg atgttggaac gaggacttgt gttcacacct tctttgatca ccaggatcag 

gtctggggag taaaatacaa tggaaatggt tcaaaaattg tgtctgttgg agatgaccag 
1020 

gaaattcaca tctatgattg tccaatttaa acatcaaagt ctccaggctt atgctgcaaa 

1080 ^ . 

gagaatgtac ggattgatca tgacattcct taccttctta ggcttgttta aaagaaatat 

1140 

agcatttatt gtagcaaaga cttaaatttt gtagatacaa tatgaatctt ttcatgtttt 
1200 

attggaaatg ctgttcatac tttaacataa agctttctta atgcaaaaaa aaaaa 
1255 

<210> 4474 
<211> 305 
<212> PRT 

<213> Homo sapiens 
<400> 4474 

Met Thr Asn Gin Tyr Gly He Leu Phe Lys Gin Glu Gin Ala His Asp 

1 5 10 15 

Asp Ala He Trp Ser Val Ala Trp Gly Thr Asn Lys Lys Glu Asn Ser 

20 25 30 

Glu Thr Val Val Thr Gly Ser Leu Asp Asp Leu Val Lys Val Trp Lys 
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35 








40 








45 








Trp 


Arg Asp 


Glu Arg 


Leu 


Asp 


Leu Gin Trp 


Ser 


Leu 


Glu 


Gly His 


Gin 




50 






55 








60 










Leu 


Gly Val 


Val Ser 


Val 


Asp 


He 


Ser His 


Thr 


Leu 


Pro 


He 


Ala 


Ala 


65 






70 








75 










80 


Ser 


Ser Ser 


Leu Asp 


Ala 


His 


He Arg Leu 


Trp Asp 


Leu 


Glu 


Asn 


Gly 






85 








90 










95 




Lys 


Gin Met 


Lys Ser 


He 


Asp 


Ala Gly Pro 


Val 


Asp 


Ala 


Trp 


Thr 


Leu 






100 








105 








110 






Ala 


Phe Ser 


Pro Asp 


Ser 


Gin 


His 


Leu Ala 


Thr 


Gly Thr 


His 


Met 


Gly 




115 








120 








125 








Lys 


val Asn 


He Phe 


Gly 


Val 


Glu Ser Gly 


Lys 


Lys 


Glu 


Tyr 


Ser 


Leu 




130 






135 








140 










Asp 


Thr Arg Gly Lys 


Phe 


He 


Leu 


Ser He 


Ala 


Tyr 


Ser 


Pro Asp 


Gly 


14 5 






150 








155 










160 


Lys 


Tyr Leu 


Ala Ser 


Gly Ala 


He Asp Gly 


He 


He 


Asn 


He 


Phe 


Asp 






165 








170 










175 




lie 


Ala Thr Gly Lys 


Leu 


Leu 


His 


Thr Leu 


Glu Gly His 


Ala 


Met 


Pro 






180 








185 








190 






He 


Arg Ser 


Leu Thr 


Phe 


Ser 


Pro Asp Ser 


Gin 


Leu 


Leu 


Val 


Thr 


Ala 




195 








200 








205 








Ser 


Asp Asp Gly Tyr 


He 


Lys 


He 


Tyr Asp 


Val 


Gin 


His 


Ala 


Asn 


Leu 




210 






215 








220 










Ala 


Gly Thr Leu Ser 


Gly 


His 


Ala 


Ser Trp 


Val 


Leu 


Asn 


Val 


Ala 


Phe 


225 






230 








235 










240 


Cys 


Pro Asp 


Asp Thr 
245 


His 


Phe 


Val 


Ser Ser 
250 


Ser 


Ser 


Asp 


Lys 


Ser 
255 


Val 


Lys 


Val Trp Asp Val 


Gly Thr 


Arg 


Thr Cys 


Val 


His 


Thr 


Phe 


Phe 


Asp 






260 








265 








270 






His 


Gin Asp 


Gin Val 


Trp Gly 


Val 


Lys Tyr 


Asn 


Gly 


Asn 


Gly 


Ser 


Lys 




275 








280 








285 








He 


Val Ser 
290 


val Gly 


Asp 


Asp 
295 


Gin 


Glu He 


His 


He 
300 


Tyr 


Asp 


Cys 


Pro 



He 



305 



<210> 4475 

<2H> 475 

<212> DNA 

<213> Homo sapiens 



<400> 4475 
acgcgtgaac 
60 

tggtgtccag 
120 

tggtctgtcg 
180 

tggcgctctg 
240 

ctgccctcag 
300 

ctttaggggg 
360 



ccgtgagctt 
actccttctg 
tgaagctgga 
gggcaagggc 
acctcctcct 
taggcacatc 



gggaggggat 
gagttccaat 
gagccgtgca 
tgacttgagc 

gggtgcagcc 

cctgtttgcg 



atcgtccaag 
cccacccctg 
aggcgacaga 
tgcttcgtct 
cgttcccact 
ccttgccccg 



cgaggtctct 
gcacactgtc 
gccttctgtg 
gctcatctgc 
tgagagggag 
acagcctcgt 



ctgatcccgc 
catctctggc 
tggcccgtcc 
tgtctgccag 
gtggtcttca 
caatgcccag 
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ccacttctga gggctggagg gacaggaact tcctttcttc cccctttctg tctcctcgcg 
420 

tgggtacaaa agcacgtctg tagtccatgt gtgtgaagag aggacgcatt ctaga 
475 

<210> 4476 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<4O0> 4476 

Met Cys Leu Pro Pro Lys Val Lys Thr Thr Ser Leu Ser Ser Gly Asn 
■ 1 5 10 15 

Gly Leu His Pro Gly Gly Gly Leu Arg Ala Ala Gly Arg Gin Gin Met 

20 25 30 

Ser Arg Arg Ser Ser Ser Ser Gin Pro Leu Pro Gin Ser Ala Arg Thr 

35 40 45 

Gly His Thr Glu Gly Ser Val Ala Leu His Gly Ser Pro Ala Ser Arg 

50 55 60 

Gin Thr Ser Gin Arg Trp Thr Val Cys Gin Gly Trp Asp Trp Asn Ser 

65 ™ 75 80 

Arg Arg Ser Leu Asp Thr Ser Gly He Arg Glu Thr Ser Leu Gly Arg 

85 90 95 

Tyr Pro Leu Pro Ser Ser Arg Val His Ala 
100 105 

<210> 4477 
<211> 1153 
<212> DNA 

<213> Homo sapiens 
<400> 4477 

ctcttggcct ggcctcctgc agtgccacgc tccgtgtatt tgacaagctg agttggacac 
60 

tccatgtggt agagtgtcag tttgtcaaat accccaagtg cggcacatgc ttaccagctc 
120 

taggccaggg cagatgggat atgacgaatg gactgccagc tggatacaag gatgctcacc 
180 

aagcaccaag ttctcacaag ttattttatg tgactttgca ggaactgagg cattatatct 

gaggacacca ggggaaaagt gtggcatctc agggaaatac agccctgggc tgtgtctaca 
300 

cacaccatga gagtgctgat gggggcgcaa tagtcttgaa aatgtataaa gtgtccagga 

360 _ _ 

atggaagtgc tctttgattc attattattt tcttccttca tattcccctc ccagagtctc 

420 . . 

ctatctagga catcagcatt ctcacacaag cctaatggct tatctgagta agcagggctt 

480 

agaaattcac tttcttgata ctcagtcttg ccttctaaac actcctcgat cttgcctacc 

tctccccttt tccacatgtc ttttcctgta ggaacacttt ctccatttat tcctgcctat 
soo 

ccaattcttc cctatacttc ctggaccagc taaagtccag tgtttccaga gacttttgaa 
660 
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agtcaactta cactttttcc tccttcattc acaaagctct tcttccctgg gccctggtat 
720 

gtatgccttt ctctcctact gtctaatagc acctcgtaaa ttgtcaatga acttttctaa 
780 

ggggtattct tgaattccca actagattgt gagcttctgg aagacaaggc tatgtctttg 
840 

attgttgtct cccctaccac agcccagtac tttagttaca gaaaataata aatatttact 
900 

gattgattga ctttcctctt gtccactagc tttaggtttg ggggccaaat tctaccctgg 
960 

attttgaaaa attcaaactg tgaacaccac aatgttatag agcatatgag gtagtagcca 
1020 

gcatgaagga tgttttcttc ctgagaaaca gtgtcaaggg ctggaggaag agggcaaaat 
1080 

agcagactca gagggcaaat aaattttggt attacttggt cacacaaggt tatacaggtg 
1140 

ttttcttgta gga 
1153 

<210> 4478 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 4478 



Met 


Trp Lys Arg 


Gly 


Glu 


Val 


Gly 


Lys 


He 


Lys 


Glu 


Cys 


Leu 


Glu 


Gly 


1 


5 










10 










15 




Lys 


Thr Glu Tyr 


Gin 


Glu 


Ser 


Glu 


Phe 


Leu 


Ser 


Pro 


Ala 


Tyr 


Ser Asp 


20 










25 










30 






Lys 


Pro Leu Gly 


Leu 


Cys 


Glu 


Asn 


Ala 


Asp 


Val 


Leu Asp 


Arg 


Arg 


Leu 


35 








40 










45 








Trp 


Glu Gly Asn 


Met 


Lys 


Glu 


Glu 


Asn 


Asn 


Asn 


Glu 


Ser 


Lys 


Ser 


Thr 


50 






55 










60 










Ser 


lie Pro Gly 


His 


Phe 


He 


His 


Phe Gin Asp 


Tyr 


Cys 


Ala 


Pro 


He 


65 




70 










75 










80 


Ser 


Thr Leu Met 


Val 


Cys 


Val 


Asp 


Thr 


Ala 


Gin 


Gly 


Cys 


He 


Ser 


Leu 






85 










90 










95 




Arg 


Cys His Thr 


Phe 


Pro 


Leu 


Val 


Ser 


Ser 


Asp 


He 


Met 


Pro 


Gin 


Phe 


100 










105 










110 






Leu 


Gin Ser His 


lie 


Lys 























115 



<210> 4479 

<211> 2158 

<212> DNA 

<213> Homo sapiens 

<400> 4479 

nngcggcggc ctgcggcggg ttcggtgggc ccaatcccgg ggcggtgcgg ctgtttcggg 
60 

cgcgggcccc gcttttccgc accctgctcc ggcctcgact acggcgagcc tgagcgcggc 
120 

ggcggcccac gcgcagcaca gggagagatg agcagcacca gcagtaagag ggctccgacc 
180 
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acggcaaccc agaggctgaa gcaggactac cttcgcatta agaaagaccc ggtgccttac 
240 

atctgtgccg agcccctccc ttcgaatatt ctcgagtggc actatgtcgt ccgaggccca 

gagatgaccc cttatgaagg tggctattac catggaaaac taatttttcc cagagaattt 
360 

cctttcaaac ctcccagtat ctatatgatc actcccaacg ggaggtttaa gtgcaacacc 
420 

aggctgtgtc tttctatcac ggatttccac ccggacacgt ggaacccggc ctggtctgtc 
4B0 

tccaccatcc tgactgggct cctgagcttc atggtggaga agggccccac cctgggcagt 
540 

atagagacgt cggacttcac gaaaagacaa ctggcagtgc agagtttagc atttaatttg 
600 

aaagataaag tcttttgtga attatttcct gaagtcgtgg aggagattaa acaaaaacag 
660 

aaagcacaag acgaactcag tagcagaccc cagactctcc ccttgccaga cgtggttcca 
720 

gacggggaga cgcacctcgt ccagaacggg attcagctgc tcaacgggca tgcgccgggg 
780 

gccgtcccaa acctcgcagg gctccagcag gccaaccggc accacggact cctgggtggc 
840 

gccctggcga acttgtttgt gatagttggg tttgcagcct ttgcttacac ggtcaagtac 
900 

gtgctgagga gcatcgcgca ggagtgaggc ccaggcgccg agacccaagg cgccactgag 
960 

ggcaccgcgc accagagcgt gacctcggca ggctggacac actgcccagc acaggcagac 

1020 ^ ^ 

ccaccaggct cctaggttta gcttttaaaa acctgaaagg ggaagcaaaa accaaaatgt 

1080 

gtgactgggc tttggaggag actggagcct cagccctgtc ctggccacgg gccgctgggg 
1140 

ctggtgtggg tgggccttgt gtgctggatt tgtagcttat cttccgtgtt gtctttggac 
1200 

ctgttttagt aaacccgttt ttcattttat tagatgtggt cacttagaaa tgcaaacttg 
1260 

ctgccgaccg cgggctgctc ctgcgttctt ggagctcctg gcgcgtttct cggagctccc 
1320 

ggctcctcag cgggtgggaa cctcggggcc caggggtgga gctggcgtcc gcgggtgctg 
1380 

gtctggcctg gccgtgtggt gatgaggctt agcggggcca gtgacggccg tggctcagga 

tccataagtc ggggtttggt ctcagcattt acaaatgtgt ttacagtcag aatgaaacac 
1500 

attccttcta gaaagtgctt gggggttttt gctgccctgg aagccaggag cctgctcact 
1560 

ccaaccacaa gtcgcccttg actgcggcgg ccgcgagcgg ggcgggggct gccggtgccc 
1620 

tccgcaggcc gggcctcctg ggcgcccctc ggtgctgcag gctggggggc cttgggtacc 
1680 

tgcagagcct tttctctgaa ttccttatgt ccggtgggcc agaagcccgt cctcctatgc 
1740 

tggtggaagg cggaggaccg gagtccctgc agaaggcccc gtgcactcgg gggcctccct 
1800 
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cacatcccgt gccccctgcg ctggccttca cagtaggtaa tggctccggc ccgggtgttc 
1860 

gctgtccacg gaacatggca gaggggcacc ccggcccgga aagacgccag agccagcagg 
1920 

ggctgtttcg ggccgcgtgg ctccccgggt ctcggccgtc tcccctcttc tgcgtctgtt 
1980 

ccgtgacttc gcctgggtgg gatgtaccgc aggtgcatcg cgtcgaggtg gggcacggcc 
2040 

gccggcaaga aacccaccct gtccggaggc gggcgtgaga caagcccagc ccgcacgcgc 
2100 

tcatctttct tcgttttttg atcagtttat tcagaattgc tctataattt accaattg 
2158 

<210> 4480 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 4480 

Xaa Arg Arg Pro Ala Ala Gly Ser Val Gly Pro He Pro Gly Arg Cys 

1 5 10 15 

Gly Cys Phe Gly Arg Gly Pro Arg Phe Ser Ala Pro Cys Ser Gly Leu 

20 25 30 

Asp Tyr Gly Glu Pro Glu Arg Gly Gly Gly Pro Arg Ala Ala Gin Gly 

35 40 45 

Glu Met Ser Ser Thr Ser Ser Lys Arg Ala Pro Thr Thr Ala Thr Gin 

50 55 60 

Arg Leu Lys Gin Asp Tyr Leu Arg He Lys Lys Asp Pro Val Pro Tyr 
65 70 75 80 

He Cys Ala Glu Pro Leu Pro Ser Asn He Leu Glu Trp His Tyr Val 

85 90 95 

Val Arg Gly Pro Glu Met Thr Pro Tyr Glu Gly Gly Tyr Tyr His Gly 

100 105 HO 

Lys Leu He Phe Pro Arg Glu Phe Pro Phe Lys Pro Pro Ser He Tyr 

115 120 125 

Met He Thr Pro Asn Gly Arg Phe Lys Cys Asn Thr Arg Leu Cys Leu 

130 135 140 

Ser He Thr Asp Phe His Pro Asp Thr Trp Asn Pro Ala Trp Ser Val 
14 5 150 155 160 

Ser Thr He Leu Thr Gly Leu Leu Ser Phe Met Val Glu Lys Gly Pro 

165 170 175 

Thr Leu Gly Ser He Glu Thr Ser Asp Phe Thr Lys Arg Gin Leu Ala 

180 185 190 

Val Gin Ser Leu Ala Phe Asn Leu Lys Asp Lys Val Phe Cys Glu Leu 

195 200 205 

Phe Pro Glu Val Val Glu Glu He Lys Gin Lys Gin Lys Ala Gin Asp 

210 215 220 

Glu Leu Ser Ser Arg Pro Gin Thr Leu Pro Leu Pro Asp Val Val Pro 
225 230 235 240 

Asp Gly Glu Thr His Leu Val Gin Asn Gly He Gin Leu Leu Asn Gly 

245 250 255 

His Ala Pro Gly Ala Val Pro Asn Leu Ala Gly Leu Gin Gin Ala Asn 

260 265 270 

Arg His His Gly Leu Leu Gly Gly Ala Leu Ala Asn Leu Phe Val He 
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275 280 285 

Val Gly Phe Ala Ala Phe Ala Tyr Thr Val Lys Tyr Val Leu Arg Ser 

290 295 300 

He Ala Gin Glu 
305 

<210> 4481 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<400> 4481 

ggcacccctg tggggatggg ctgtgcctgg aggctggggg gctgcatctg gacagcctct 
60 

gggtggggcc tcggaacctc ctgctgtgca gccagaaaac aggactcggc ctgtccaccc 
120 

acgtggggag gggaccccgg gctgggcttc gtaggggctt caaggacccc tgacttctgg 
180 . 

ggtgtgcctg acagcagggg aggccccaga gctggccttg gccatgtcca gtccctaatt 
240 

gacctttgtc ccttccttcc cctgcctctc tgtgcgtcgc tggactcgcc acgggagttc 
300 

tcacgaatgg gcacccaatt 
320 

<210> 4482 
<211> 101 
<212> PRT 

<2X3> Homo sapiens 
<400> 4482 

Met Gly Cys Ala Trp Arg Leu Gly Gly Cys He Trp Thr Ala Ser Gly 

15 10 15 

Trp Gly Leu Gly Thr Ser Cys Cys Ala Ala Arg Lys Gin Asp Ser Ala 

20 25 30 

Cys Pro Pro Thr Trp Gly Gly Asp Pro Gly Leu Gly Phe Val Gly Ala 

35 40 45 

Ser Arg Thr Pro Asp Phe Trp Gly Val Pro Asp Ser Arg Gly Gly Pro 

50 55 60 

Arg Ala Gly Leu Gly His Val Gin Ser Leu He Asp Leu Cys Pro Phe 
65 70 75 80 

Leu Pro Leu Pro Leu Cys Ala Ser Leu Asp Ser Pro Arg Glu Phe Ser 

85 90 95 

Arg Met Gly Thr Gin 
100 

<210> 4483 

<211> 1852 

<212> DNA 

<213> Homo sapiens 

<400> 4483 

nnggtcgcgg cgtgccggga gctgagttac agctgtgact tctgccctgc caggccgcac 
60 
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acaagctggc tgacccggtt tgtaaaaatg gaatttcaag cagtagtgat ggcagtaggt 

ggaggacctc ggatgacaga cctaacttcc agcattccca aacctctgct tccagttggg 

aacaaacctt taatttggta cccattgaac ctgcttgagc gtgttggact tgaagaagtc 
240 

attgtggtta caaccaggga tgttcaaaag gctctatgtg cagaattcaa gatgaaaatg 

aagccagata ctgtgtgtat tcctgatgac gctgacatgg gaactgcaga ttctttgcgc 

tacatatatc caaaacttaa gacagatgtg ctggtgctga gctgtgatct gataacagac 
420 

gctgccttac atgaggttgt ggacctgttt agagcttatg atgcatcact tgctatgttg 
480 

atgagaaaag gccaagacag catagaacct gttcccggtc aaaaggggaa aaaaaaagca 
540 

gtggagcagc gtgacttcat tggagtggac agcacaggaa agaggctgct cttcatggct 

aaUgaagcag acttggatga agagctggtc attaagggat ccatcctaca gaagcatcct 

agaatacgtt tccacacggg tcttgtggat gcccacctct actgtttgaa aaaatacatc 
720 

gtggatttcc taatggaaaa tgggtcaata acttctatcc ggagtgaact gattccatat 

t!agtgagaa aacagttttc ctcagcctcc tcacaacagg gacaagaaga aaaagaggag 

gatctaaaga aaaaggagct gaagtcctta gatatctaca gttttataaa agaagccaat 

acactgaacc tggctcccta tgatgcctgc tggaatgcct gtcgaggaga caggtgggaa 
96 0 

gacttgtcca gatcacaggt gcgctgctat gtccacatca tgaaagaggg gctctgctct 

cgagtgagca cactgggact ctacatggaa gcaaacagac aggtgcccaa attgctgtct 

gcJctccgcc cagaagaacc accagtccac tcgtcagccc agattgtcag caaacacctg 

g"ggagttg acagcctcat tgggccagag acacagattg gagagaagtc atccattaag 

cgctcagtca ttggctcatc ctgtctcata aaagacagag tgactattac caattgcctt 

c^catgaact cagtcactgt ggaggaagga agcaatatcc aaggcagtgt catctgcaac 

aatgctgtga tcgagaaggg tgcagacatc aaggactgct tgattggaag tggccagagg 

atcgaagcca aagctaaacg agtgaatgag gtgatcgtgg ggaatgacca gctcatggag 

atctgagttc tgagcaagtc agactccttc cttttggcct ccaaagccac agatgttggc 

cggcccacct gtttaactct gtatttattt cccaataaag aagggcttcc aaaggcatgc 

Jggagacttg tggagcagtc caaagctcca tgtcaggtgg gctccaggtg tacacagtgt 

atgttcatgt gtcatgtggt aaagaccatc tggagcaagc gtgtgggaca ggacagatac 
1680 
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agtggcctaa ctcttgtgtg ccaagatgta tcggtggggc agcagctgtc caatgtaaag 

c^cctaggaa ggctactttc tgactggctg acccaaccca gtcctgaaag tatccctcac 
1800 

ctaaaaggac ctgggagtac ttcagtccct tatcctaatc agcctttcta ga 



<210> 4484 
<211> "452 
<212> PRT 

<213> Homo sapiens 



<400> 4484 

Met Glu Phe Gin Ala Val Val Met Ala Val Gly Gly Gly Ser Arg Met 

10 15 



Thr Asp Leu Thr Ser Ser He Pro Lys Pro Leu Leu Pro Val Gly Asn 

20 25 30 

Lys Pro Leu He Trp Tyr Pro Leu Asn Leu Leu Glu Arg Val Gly Phe 

35 40 45 

Glu Glu Val He Val Val Thr Thr Arg Asp Val Gin Lys Ala Leu Cys 

50 55 60 

Ala Glu Phe Lys Met Lys Met Lys Pro Asp He Val Cys He Pro Asp 
65 « '5 80 

Asp Ala Asp Met Gly Thr Ala Asp Ser Leu Arg Tyr He Tyr Pro Lys 

85 9° 95 

Leu Lys Thr Asp Val Leu Val Leu Ser Cys Asp Leu He Thr Asp Val 

100 105 "° 

Ala Leu His Glu Val Val Asp Leu Phe Arg Ala Tyr Asp Ala Ser Leu 

115 120 125 

Ala Met Leu Met Arg Lys Gly Gin Asp Ser He Glu Pro Val Pro Gly 

130 "5 "0 

Gin Lys Gly Lys Lys Lys Ala Val Glu Gin Arg Asp Phe He Gly Val 
145 150 155 160 

Asp Ser Thr Gly Lys Arg Leu Leu Phe Met Ala Asn Glu Ala Asp Leu 

165 "0 175 

Asp Glu Glu Leu val He Lys Gly Ser lie Leu Gin Lys His Pro Arg 

180 185 190 

lie Arg Phe His Thr Gly Leu Val Asp Ala His Leu Tyr Cys Leu Lys 

195 200 205 

Lys Tyr He Val Asp Phe Leu Met Glu Asn Gly Ser He Thr Ser He 

210 215 220 

Arq Ser Glu Leu He Pro Tyr Leu Val Arg Lys Gin Phe Ser Ser Ala 
225 230 235 240 

Ser Ser Gin Gin Gly Gin Glu Glu Lys Glu Glu Asp Leu Lys Lys Lys 

245 250 255 

Glu Leu Lys Ser Leu Asp He Tyr Ser Phe lie Lys Glu Ala Asn Thr 

260 265 270 

Leu Asn Leu Ala Pro Tyr Asp Ala Cys Trp Asn Ala Cys Arg Gly Asp 

275 280 285 

Arg Trp Glu Asp Leu Ser Arg Ser Gin Val Arg Cys Tyr Val His He 

290 295 300 

Met Lys Glu Gly Leu Cys Ser Arg Val Ser Thr Leu Gly Leu Tyr Met 
305 310 315 320 

Glu Ala Asn Arg Gin Val Pro Lys Leu Leu Ser Ala Leu Cys Pro Glu 
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325 










330 






335 




Glu Pro 


Pro 


Val 


His 


Ser 


Ser 


Ala 


Gin 


He 


Val 


Ser 


Lys His Leu 


Val 






340 










345 








350 




Gly Val 


Asp 


Ser 


Leu 


He 


Gly 


Pro 


Glu 


Thr 


Gin 


He 


Gly Glu Lys 


Ser 


355 










360 










365 




Ser lie 


Lys 


Arg 


Ser 


Val 


He 


Gly Ser 


Ser 


Cys 


Leu 


lie Lys Asp Arg 


370 








375 










380 






Val Thr 


He 


Thr 


Asn 


Cys 


Leu 


Leu 


Met 


Asn 


Ser 


Val 


Thr Val Glu 


Glu 


385 








390 










395 






400 


Gly Ser 


Asn 


He 


Gin 


Gly 


Ser 


Val 


He 


Cys 


Asn 


Asn 


Ala Val He 


Glu 






405 










410 






415 




Lys Gly 


Ala 


Asp 


He 


Lys 


Asp 


Cys 


Leu 


He Gly Ser 


Gly Gin Arg 


He 






420 










425 








430 




Glu Ala 


Lys 


Ala 


Lys 


Arg 


Val 


Asn 


Glu 


Val 


He 


Val 


Gly Asn Asp 


Gin 



435 440 445 

Leu Met Glu He 



450 

<210> 4485 

<211> 513 

<212> DNA 

<213> Homo sapiens 

<400> 4485 

ggatccacgt cagcccgaca tcgctgcttt atagccatgt tcacgtgtca tatgcgtctc 
60 

agggtaccca aaatcacagg gccaactcac ggggctccta ccactctagc cagtcatggg 
120 

gtcaggaata ccccaccctc atccaaaatg tgtactcccc caaccttttg tgttcagacc 
180 

cacaggcctt atagcgccct gtgcgtgccc cagcatttcc ctgcctagtg gggctccagg 
240 

cgggcagggt gacctccttc cccaggcagt tccacacctg atcccaaaag tcagttctaa 
300 

tgaagtggat tcattcaaat actggtggtt ctggttggcc cgggtaagtg agggcacaga 
360 

gaaaaccccc aaatgtagag tatgtgacac agcacaaagc agtcccatgc caaactgatg 
420 

cagtggcatt ccaagtttag agttccaccg cttgagacca tccaggattc ttttaccaat 
480 

tacttgtcct actgtctcct atctatttca tga 
513 

<210> 4486 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 4486 

Met Gly Ser Gly He Pro His Pro His Pro Lys Cys Val Leu Pro Gin 

X 5 10 15 

Pro Phe Val Phe Arg Pro Thr Gly Leu He Ala Pro Cys Ala Cys Pro 

20 25 30 

Ser He Ser Leu Pro Ser Gly Ala Pro Gly Gly Gin Gly Asp Leu Leu 
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35 

Pro Gin Ala Val Pro 
50 

Asp Ser Phe Lys Tyr 
65 

Thr Glu Lys Thr Pro 
B5 

Pro Met Pro Asn 
100 



40 

His Leu He Pro Lys Val 
55 

Trp Trp Phe Trp Leu Ala 
70 75 
Lys Cys Arg Val Cys Asp 
90 



45 

Ser Ser Asn Glu Val 
60 

Arg Val Ser Glu Gly 
60 

Thr Ala Gin Ser Ser 
95 



<210> 4487 
<211> 387 
<212> DNA 

<213> Homo sapiens 



<400> 4487 

nnacgcgtaa agatactttt 
60 

atactattcg gacagatggc 
120 

ggaaagtttg atattttatt 
1B0 

gatctgctgt tgtgtgtagg 
240 

tataagactg gcatcaagaa 
300 

gaaacagtaa aatatttcca 
360 

ctgggtcgta aaggtatctt 
387 



tcttttctgg attcccaatt 
acagaaaccg ctgcgcctct 
caatagagtt caagcaattc 
aaatttcttt ggctccaccc 
agctcctatt cagacatatg 
ggatgctgat ggatgtgaat 
cactgga 



ttaggtggca gtcgcaaccc 
tggcttgtgg agatgttgaa 
agaagaaaag tggaaacttt 
aagatgctga atgggaggag 
tgcttggtgc taataaccag 
tagctgaaaa cattacttat 



<210> 4488 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 4488 

Xaa Arg Val Lys He Leu Phe Leu Phe Trp He Pro Asn Phe Arg Trp 

15 10 15 

Gin Ser Gin Pro He Leu Phe Gly Gin Met Ala Gin Lys Pro Leu Arg 

20 25 30 

Leu Leu Ala Cys Gly Asp Val Glu Gly Lys Phe Asp He Leu Phe Asn 

35 40 45 

Arg Val Gin Ala He Gin Lys Lys Ser Gly Asn Phe Asp Leu Leu Leu 

50 55 60 

Cys Val Gly Asn Phe Phe Gly Ser Thr Gin Asp Ala Glu Trp Glu Glu 
G5 70 75 80 

Tyr Lys Thr Gly He Lys Lys Ala Pro He Gin Thr Tyr Val Leu Gly 

85 90 95 

Ala Asn Asn Gin Glu Thr Val Lys Tyr Phe Gin Asp Ala Asp Gly Cys 

100 105 HO 

Glu Leu Ala Glu Asn He Thr Tyr Leu Gly Arg Lys Gly He Phe Thr 
115 120 125 

Gly 
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<210> 4489 
<211> 2390 

<212> DNA ^ 
<213> Homo sapiens 

<400> 4489 

ngaattcaga ttgtggggtt gacagaactt cagagtcttg cagttgggcc ccgagttttc 
60 

cagtacggag tcaaagttgc acttcaggct atgtacttgc tgtggaagtt gatgtggagg 
120 

gagccaggtg cctatatctt tctccagaac cccccaggtc tgcctagcat tgctgtctgc 
180 

tggttcgtgg gctgcctttg tggaagcaag ctcgtcattg actggcacaa ctatggctac 
240 

tccatcatgg gtctggtgca tggccccaac catcccctcg ttctgctggc caagtggtac 
300 

gagaagttct ttgggcgcct gtcccacctg aacctgtgtg ttaccaatgc tatgcgagaa 
360 

gacctggcgg ataactggca catcagggct gtgaccgtct acgacaagcc cgcatctttc 
420 

tttaaagaga cacctctgga cctgcagcac cggctcttca tgaagctggg cagcatgcac 
480 

tctccgttca gggcccgctc agaacctgag gacccagtca cggagcggtc ggccttcacg 

gagcgggatg ctgggagcgg gctggtgacg cgtctccgtg agcggccagc cctgctggtc 
600 

agcagcacga gctggacaga ggacgaagac ttctccatcc tgctggcagc tttagaaaag 
660 

tttgaacaac tgactcttga tggacacaac cttccttctc tcgtctgtgt gataacaggc 
720 

aaagggcctc tgagggagta ttatagccgc ctcatccacc agaagcactt ccagcacatc 
780 

caggtctgca ccccctggct ggaggccgag gactaccccc tgcttctagg gtcggcggac 
840 

ctgggtgtct gtctgcacac gtcctccagt ggcctggacc tgcccatgaa ggtggtggac 
900 

atgttcgggt gctgtttgcc tgtgtgtgct gtgaacttca agtgtttaca tgagctggtg 

aaacatgaag aaaatggcct ggtctttgag gactcagagg aactggcagc tcagctgcag 
1020 

atgcttttct caaactttcc tgatcctgcg ggcaagctaa accagttccg gaagaacctg 
1080 

cgggagtcgc agcagctccg atgggatgag agctgggtgc agactgtgct ccctttggtt 
1140 

atggacacat aactcctggg ccagaggcta taaaacccca ggacccctgc tgtccttccc 
1200 

gcagcttctt cttggagtct cagggcaaac cctttcgagc agcacctccc agtggccaga 
1260 

agctgaaatg acagcagtgg tactgcctgg taaaagaatt ggttctgtga cccgggaagc 

1320 - ^ 

Cttggttggc cttgatttct tctctggagg cttggaaacg cttcctctct tcttctgttc 

1380 
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ttcacgcccc atgcccctgc tagcgtatta 
1440 

gaactcctca tcctgcgttt ggtctccagg 
1500 

tgattcctgt cttgaaaaaa gcacctgctg 
1560 

gtgggcttgg ctttgtgagg aactgagtgt 
1620 

cacacgtttt tatttgcaca aagaaaatgc 
1680 

tttatggtga ttttcttaag aaccagaact 
1740 

gatagccgat gtcttattag agggcagttt 
1800 

caaacattcc agtccaatga aagttttatc 
1360 

gagtgatttg attctcacaa tcccgttgga 
1920 

agcattgcca tctccaagtg ctcttcgtag 
1980 

gcttcccata tgatcccagc ccggcctagc 
2040 

ttgtggacgg taaaggccac gtagacctca 
2100 

agcctccgca ggaccctgac cagcgacacg 
2160 

gcaaaatatc ccgcagcagc tcagaatctg 
2220 

gtgtggacgg gggagagaga aatctcaagg 
2280 

tagaatgtgt tggcaaagct ctatgtgatc 
2340 

tggaagccac agcggctgaa agcctgacct 
2390 

<210> 4490 
<211> 383 
<212> PRT 

<213> Homo sapiens 



<400> 4490 



Xaa lie Gin 


He 


Val 
5 


Gly 


Leu 


Thr 


1 

Pro Arg Val 


Phe 


Gin 


Tyr Gly 


Val 




20 










Leu Leu Trp 


Lys 


Leu 


Met 


Trp 


Arg 


35 










40 


Gin Asn Pro 


Pro 


Gly 


Leu 


Pro 


Ser 


50 








55 




Cys Leu Cys 


Gly 


Ser 


Lys 


Leu 


Val 


65 






70 






Ser He Met 


Gly 


Leu 


Val 


His 


Gly 






B5 








Ala Lys Trp 


Tyr 


Glu 


Lys 


Phe 


Phe 



ctgttctgtg acttccctgt gacctctgca 
tgtccccttt ctgccgtgtt cctaacattt 
caccgtaagc ccagggatgt ggcagctgca 
gtccacgttg ggggaacatc atacttgata 
tatttttgga gccagaattt tcatgtctga 
gctggcagaa agggggcacc cacacgctta 
gtggttcctg atttggaaat taacattctc 
cgctttccca tataaaaatt cttcccatga 
gtcgtgtgtg agtcctacag tgtgaggttc 
ggaaacagtt tctggtcatg atgagcttcc 
tcggtggtga acagctggca cgtctctggg 
ggagcccgct ggtgctccca gcaggcagcc 
atggcttctg ggcaatacag cacgtcttct 
atgagtctct taactttgct tctaagctca 
gcgcattcac aggaacatta naacacgcaa 
nctccctggg gacgtggagc cagttggaag 
tcagatgtcg cagggtgcac 



Glu 


Leu 


Gin 


Ser 


Leu 


Ala 


Val 


Gly 




10 










15 




Lys 


Val 


Val 


Leu 


Gin 


Ala 


Met 


Tyr 


25 










30 






Glu 


Pro 


Gly 


Ala 


Tyr 


He 


Phe 


Leu 










45 








He 


Ala 


Val 


Cys 


Trp 


Phe 


Val 


Gly 








60 










He 


Asp 


Trp 


His 


Asn Tyr 


Gly Tyr 






75 










80 


Pro 


Asn 


His 


Pro 


Leu 


Val 


Leu 


Leu 




90 










95 




Gly Arg 


Leu 


Ser 


His 


Leu 


Asn 


Leu 
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100 105 110 

Cys Val Thr Asn Ala Met Arg Glu Asp Leu Ala Asp Asn Trp His lie 

115 120 125 

Arg Ala Val Thr Val Tyr Asp Lys Pro Ala Ser Phe Phe Lys Glu Thr 

130 135 140 

Pro Leu Asp Leu Gin His Arg Leu Phe Met Lys Leu Gly Ser Met His 
145 150 155 160 

Ser Pro Phe Arg Ala Arg Ser Glu Pro Glu Asp Pro Val Thr Glu Arg 

165 170 175 

Ser Ala Phe Thr Glu Arg Asp Ala Gly Ser Gly Leu Val Thr Arg Leu 

180 185 190 

Arg Glu Arg Pro Ala Leu Leu Val Ser Ser Thr Ser Trp Thr Glu Asp 

195 200 205 

Glu Asp Phe Ser He Leu Leu Ala Ala Leu Glu Lys Phe Glu Gin Leu 

210 215 220 

Thr Leu Asp Gly His Asn Leu Pro Ser Leu Val Cys Val He Thr Gly 
225 230 235 240 

Lys Gly Pro Leu Arg Glu Tyr Tyr Ser Arg Leu He His Gin Lys His 

245 250 255 

Phe Gin His He Gin Val Cys Thr Pro Trp Leu Glu Ala Glu Asp Tyr 

260 265 270 

Pro Leu Leu Leu Gly Ser Ala Asp Leu Gly Val Cys Leu His Thr Ser 

275 280 285 

Ser Ser Gly Leu Asp Leu Pro Met Lys Val Val Asp Met Phe Gly Cys 

290 295 300 

Cys Leu Pro Val Cys Ala Val Asn Phe Lys Cys Leu His Glu Leu Val 
305 310 315 320 

Lys His Glu Glu Asn Gly Leu Val Phe Glu Asp Ser Glu Glu Leu Ala 

325 330 335 

Ala Gin Leu Gin Met Leu Phe Ser Asn Phe Pro Asp Pro Ala Gly Lys 

340 345 350 

Leu Asn Gin Phe Arg Lys Asn Leu Arg Glu Ser Gin Gin Leu Arg Trp 

355 360 365 

Asp Glu Ser Trp Val Gin Thr Val Leu Pro Leu Val Met Asp Thr 
370 375 380 

<210> 4491 

<211> 6712 

<212> DNA 

<213> Homo sapiens 

<400> 4491 

ngtttttttt tttttttttt ttaaaagcag taatatcttt tatttaaaaa gttcatctta 
60 

gaagaaaatt caaaagggat acaataaact tttccatatc ccaaaaactt gtgcccaaga 
120 

caaaaagagg gaagaattta agtttagggg tacatatgca ggtttgttac acaggtaaac 
180 

ttttgtgtca tggggattta ttatacagat tatttcatca cccaggtatt aagcctagta 
240 

cccattagtt atttttcctg ttcctctccc tcctcccacc ctccaccctt tgataggccc 
300 

cagtacatgt tgttccgaga gggaaaaatt taaaaaacat atgcagttaa ataaccataa 
360 
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tgaatagttt tcctagaaaa aaaaatattg ccttttaaaa aaaatcaaat atgtactact 
420 

ttaaaggttg caaccatctc atattgaaaa ttaaagatgt tccttcctaa aattttacat 
480 

taatcaatta aatgtttatg ttagaaaatt taacattaat agaataaaaa ctgttttaga 
540 

aacatcacca agaacactgt tgtggcacat gtttgcaaat attgcaattc ctgcaacatc 
600 

atatgtattg aaaagtctgg aaagcccatg tggctgagag ttaaatttat atactgaagt 
660 

aaaacctggg aatattcatc atgccaatta tagttcaatt attttatcag acagaactct 
720 

gagagcaaat taaaatttta aaattttacc tattccatag actgaatttt tctaggtact 
7B0 

actttaatac aaattattac tatagcaaaa ttctgaacac tttttggttg ttagtatatt 
640 

ttaaaagtat taatatttct ttttacctct taaatataaa gaaagcttca attcagcctt 
900 

ctattcatcc agatacattg catgtatatg tgttaaaaaa acgactaggc aattagattt 
960 

acttatctta ctttattcat aaataagaat tttcctaagt gcagtgaggg gtaggagaca 
1020 

tggaaacctt tctcatactt ataggtgata ttaaactgaa atatataact gccttttggg 
1080 

aacagtattt tttctgtttt ctatgaatta cccataagca tagcaaaacc aagataaatt 
1140 

taaatttaat attgttaaag agcactgttc aagataaact ttcatgtata tcacagtata 
1200 

gcattataca atgattttac gtaaaaatat ttagaagcac agtgatgatt ttaagaagcc 
1260 

ataaaacatt ttaatgaaat ataagaaagt catgaatatt tatgtggata tgtatgttgc 
1320 

aaatttaagg taaatcaaca taggataaac acagaagatt acatacaaac cctacatatt 
1380 

ttatttctgg tgaaacatat aaacactttc ctactatagt acaaaatcaa ttagttcctc 
1440 

taccagcact aaagacttgt catctaaata tattcatttt aggggagaaa aaaatgcttc 
1500 

acatttttct aaaatgaaga ctgcaataaa ttagtgcttt aaaaaatata tatatatagg 
1560 

atatagatcc taagaaaata aaactaaagt ataaaaaatg aatagcattt cttttcctgc 
1620 

catcatatcc tttcttatct cattcctaca tagaatgaat gataagctaa attatttaga 
1680 

catgtatggt gactgaaagc aatgtcttca aggaaacagc ttcttgttta gcctcttact 
1740 

ctaccatact tagagtaaaa atcaaaggat attttagaaa tgtcttgtaa ctattgttgt 
1800 

agcaataatc tgtcttgtta gaacaacaca ataaaaatga cctagagaat tccatgaaca 
1860 

atgatacttg gattacaaga gagctaaaaa tcagaggcta ttcctgtgtg caaactattt 
1920 

ttaccagtct aaatactata tggtttacca ctgaacaccc aagtttgact gaagtgaaca 
1980 
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tttgctacta tcagtaaaaa actccctctc ttacaggaat ggcagaaata tagacattta 
2040 

gtcatcaaaa atggcacaat gtacatcaca caaatgatta tattatggtt cataaggaaa 
2100 

acagccacaa ttttgatcag agaaatgtta atacatatga agccttaaaa cagcaacatg 
2160 

gcggggaagg agagggaggc gggaacctaa tgcatttgaa ttaaaggaaa caggcaatat 
2220 

ttggtcgatg taaacaatgc tatttaacga gtgctttatc tactttactg aaatacggaa 
2280 

atacttatgt acacgattta aatgtgcaca agacttgggc ttttttcttc tagactatgt 
2340 

acatcattca gcacacaatt caaaaagttc tggtgtattc aacacactcc cagtaagatt 
2400 

atgttacact gaaacatata atattaaact ttcaagagac tgcttttgat gctaaggagt 
2460 

aatctatttt tacaagaatg ctcaatggtg gtgatttcta gaatatcttt ttcaatatca 
2520 

ccaaaaataa gataaaattt attttaaaat tatgatttag aggtagagct gaaattattt 
2580 

atttaaatta taggaaagaa agacataaaa tcattgtgag agaataatgg tgaaaaacat 
2640 

tcttgcctaa gagtctccat cttctttggc tatagttgtt gtttcaagtt gaaacagcat 
2700 

cactagtatt gctgccttcg aacattttgt ttctggaaaa aagcctttcc aaattcatat 
2760 

gtactgatca taatggcaca agcaggagca attttaatta agcgaggaat taggcctgaa 
2820 

aataatccgg aaaatccatt tttagcaaca atgttcttca ttataatcca ggttgacata 
2880 

tgcaaaggca tagaaatttt atgactttca tatgtccaaa gttgtgtctg cttttgtgtt 
2940 

tttactacat caaatggtaa agttgcaaca gcagcaaaag aaccagacaa tgcccctgaa 
3000 

gtaaagttga tcataaatgt tggctcatat aaaccagatt tctcacataa ccacttcttt 
3060 

aaaatttcat agttatacca gtacattgct gagaaaggta catctctaag aacagtagga 
3120 

gcccagcccc tccaaaggga aatccaacca tcttcagata ctttcttgct gacaaatcga 
3180 

tgcagttcca cgtaagaaaa cttcttggac tgcatcttgg ttctaatcaa ttctagtgga 
3240 

cttatcacag ttactgcacc aaatctggct acaattccag caacaattgg tatgcaggtt 
3300 

tcattttctc ctaacttaga tctcagaaga gcacttaatt gatcatagca ggtaaaataa 
3360 

ataactgtgg caggaactgc catcactagg gtaggaggaa ggccactcca tagagattta 
3420 

atgccctcat ttcgaatgat tttaaaaaat gcatccaatg ttccctggaa atttcctggc 
3480 

ttcttatacc atagtttgtt gcctccctct tcacagacac atagatgatc catgagtcca 
3540 

ttactatata caaaacattt tcctttgggg agtgggttgt tttgggcttg gagtctaatt 
3600 
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ttaacaacat ccaggggtgt cactattact gatgtcagta tagctccagt acatgaggca 



3660 



agcatttgtt gaagaggtgt cactttgata atctcttgtc cccttgtctc aggatccata 



3720 



tttttaacta attaaataaa aacctggttt gagtctgttc ttcaactcta tgctccaata 



3780 



ttttattgtt tgtaacatca gtagccaaaa acctggggca gaaggcagct gcagggccgg 



3840 

cagtcctggc aaacctagaa ggcgggaata accctggtga cgggcggggc cgggctccgg 
3900 

cgctaactgc atccactagg tttggtcaac acagagccgc gccaactctc tgaggctgcg 
3960 

ccaagacctg aagcggcgga ccgagagccc gggtctgaga ctgagagagc aacggaatgg 
4020 

aggcggggta gaggcggaaa cacaacctgc agggccagag cgaggcgcga gaaggacggc 

4080 

ggcgtgaggg ggcggggcgc gcagcgcgag aaggcaggca cgaggggcga gcgcgaggcg 
4140 

gggcacggcg cgtggcgtga gacggggcgg ggcgcgcgta tcggcgccgc ggccgcgtga 
4200 

cgcgttttca aatcttcaac cgccgcagcc cactcgtttg tgctttgcgc cttcctcctc 

4260 ^ ^ 

cgcgccttgg agccggatcc ggccccggaa acccgacccg cagacgcggt acctctactg 

4320 

cgtagaggcc gtagctggcg gaaggagaga ggcggccgtc ctgtcaacag gccgggggaa 
4380 

gccgtgcttt cgcggctgcc cggtgcgaca ctttctccgg acccagcatg taggtgccgg 
4440 

gcgactgcca tgaactccgg agccacgagg atccacagta aaggacattt ccagggtgga 
4500 

atccaagtca aaaatgaaaa aaacagacca tctctgaaat ctctgaaaac tgataacagg 
4560 

ccagaaaaat ccaaatgtaa gccactttgg ggaaaagtat tttaccttga cttaccttct 
4620 

gtcaccatat ctgaaaaact tcaaaaggac attaaggatc tgggagggcg agttgaagaa 
4680 

tttctcagca aagatatcag ttatcttatt tcaaataaga aggaagctaa atttgcacaa 
4740 

accttgggtc gaatttctcc tgcaccaagt ccagaatctg catatactgc agaaaccact 
4800 

tcacctcatc ccagccatga tggaagttca tttaagtcac cagacacagt gtgtttaagc 
4860 

agaggaaaat tattagttga aaaagctatc aaggaccatg attttattcc ttcaaatagt 

atattatcaa atgccttgtc atggggagta aaaattcttc atattgatga cattagatac 
4980 

tacattgaac aaaagaaaaa agagttgtat ttactcaaga aatcaagtac ttcagtaaga 
5040 

gatgggggca aaagagttgg tagtggtgca caaaaaacaa gaacaggaag actcaaaaag 
5100 

ccttttgtaa aggtggaaga tatgagccaa ctttataggc cattttatct tcagctgacc 
5160 

aatatgcctt ttataaatta ttctattcag aagccctgca gtccatttga tgtagacaag 
5220 
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ccatctagta tgcaaaagca aactcaggtt aaactaagaa cccaaacaga tggcgataag 
"tggtggaa cctcaattca actccagttg aaagagaaga agaaaaaagg atattgtgaa 
tg'ttgcttgc agaaatatga agatctagaa actcaccttc taagtgagca acacagaaac 
"tgcacaga gtaaccagta tcaagttgtt gatgatattg tatctaagtt agtttttgao 
"tgtggaat atgaaaagga cacacctaaa aagaaaagaa taaaatacag tgttggatcc 
cttLtcctg tttctgcaag tgtcctgaaa aagactgaac aaaaggaaaa agtggaattg 
caacatattt ctcagaaaga ttgccaggaa gatgaeacaa cagtgaagga gcagaatttc 
ctgLtaaag agacccagga aactgaaaaa aagctcctgt ttatttcaga gcccatcccc 
cacccttcaa atgaattgag agggcttaat gagaaaatga gtaataaatg ttccatgtta 
agucagctg aagatgacat aagacagaat tttacacagc tacctctaca taaaaacaaa 

eg o 0 

caggaatgca ttcttgacat ttccgaacac acattaagtg aaaatgactt agaagaacta 

agggtagatc actataaatg taacatacag gcatctgtac acgtttctga tttcagtaca 

gaJaatagtg gatctcaacc aaaacagaag tcagatactg tgctttttcc agcaaaggat 

"caaggaaa aggaccttca ttca.tattc actcatgatt ctggtctgat aacaataaac 

agttcaeaag agcacctaac tgttcaggca aaggctccat tccatactcc tcctgaggaa 

cccaatgaat gcgacttcaa gaatatggat agtttacctt ctggtaaaat acatcgaaaa 

gtgaaaataa tattaggacg aaatagaaaa gaaaatctgg aaccaaatgc tgaatttgat 

"aagaactg aatttattac acaagaagaa aacagaattt gtagttcacc ggtacagtct 

"accagact tgtttcagac tagtgaagag aaatcagaat ttttgggttt cacaagctac 

"agaaaaga gtggtatatg caatgtttta gatatttggg aagaggaaaa" ttcagataat 

"gttaacag cgtttttctc gtccccttca acttctacat ttactggctt ttagaattta 

aaaaatgcac acttttcaga agtgataagg atcatattct tgaaattttt ataaatatgt 

"ggaaattc Ctaggatttt tttaccagct ttgtttacag acccaaatgt aaatattaaa 

aataaatatt tgcaattttc tacagaattg aatacctgtt aaagaaaaat tacagaataa 

act^gtgact ggtcttgttt tacattaaaa aaaaaaaaaa aaaaaactcg ag 
6712 

<210> 4492 
<211> 674 
<212> PRT 
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<213> Homo sapiens 



Met Asn Ser Gly Ala Met Arg lie His Ser Lys Gly His Phe Gin Gly 

1 5 10 15 , 

Glv He Gin val Lys Asn Glu Lys Asn Arg Pro Ser Leu Lys Ser Leu 

20 25 30 

Lys Thr Asp Asn Arg Pro Glu Lys Ser Lys Cys Lys Pro Leu Trp Gly 

35 40 45 

Lys Val Phe Tyr Leu Asp Leu Pro Ser Val Thr He Ser Glu Lys Leu 

50 55 6° 

Gin Lys Asp He Lys Asp Leu Gly Gly Arg Val Glu Glu Phe Leu Ser 

65 ™ 75 ? 

Lys Asp He Ser Tyr Leu He Ser Asn Lys Lys Glu Ala Lys Phe Ala 

85 90 95 

Gin Thr Leu Gly Arg lie Ser Pro Val Pro Ser Pro Glu Ser Ala Tyr 

100 105 HO 

Thr Ala Glu Thr Thr Ser Pro His Pro Ser His Asp Gly Ser Ser Phe 

115 120 I 25 

Lys Ser Pro Asp Thr Val Cys Leu Ser Arg Gly Lys Leu Leu Val Glu 

130 135 "0 

Lys Ala He Lys Asp His Asp Phe He Pro Ser Asn Ser He Leu Ser 
!4 5 150 155 16° 

Asn Ala Leu Ser Trp Gly Val Lys He Leu His lie Asp Asp He Arg 

165 "0 I 75 

Tvr Tyr He Glu Gin Lys Lys Lys Glu Leu Tyr Leu Leu Lys Lys Ser 

180 185 190 

Ser Thr Ser Val Arg Asp Gly Gly Lys Arg Val Gly Ser Gly Ala Gin 

195 200 205 

Lys Thr Arg Thr Gly Arg Leu Lys Lys Pro Phe Val Lys Val Glu Asp 

210 215 220 

Met Ser Gin Leu Tyr Arg Pro Phe Tyr Leu Gin Leu Thr Asn Met Pro 
225 230 235 240 

Phe He Asn Tyr Ser He Gin Lys Pro Cys Ser Pro Phe Asp Val Asp 

245 250 255 

Lvs Pro Ser Ser Met Gin Lys Gin Thr Gin Val Lys Leu Arg He Gin 

260 265 270 

Thr Asp Gly Asp Lys Tyr Gly Gly Thr Ser He Gin Leu Gin Leu Lys 

275 280 285 

Glu Lys Lys Lys Lys Gly Tyr Cys Glu Cys Cys Leu Gin Lys Tyr Glu 

290 295 300 

Asp Leu Glu Thr His Leu Leu Ser Glu Gin His Arg Asn Phe Ala Gin 
305 310 3X5 320 

Ser Asn Gin Tyr Gin Val Val Asp Asp He Val Ser Lys Leu Val Phe 

325 330 335 

Asp Phe val Glu Tyr Glu Lys Asp Thr Pro Lys Lys Lys Arg He Lys 

340 345 3S0 

Tyr Ser Val Gly Ser Leu Ser Pro Val Ser Ala Ser Val Leu Lys Lys 

355 360 365 

Thr Glu Gin Lys Glu Lys Val Glu Leu Gin His He Ser Gin Lys Asp 

" 370 375 380 

Cvs Gin Glu Asp Asp Thr Thr Val Lys Glu Gin Asn Phe Leu Tyr Lys 
385 390 395 400 

Glu Thr Gin Glu Thr Glu Lys Lys Leu Leu Phe He Ser Glu Pro He 
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405 410 415 

Pro His Pro Ser Asn Glu Leu Arg Gly Leu Asn Glu Lys Met Ser Asn 

420 425 430 

Lys Cys Ser Met Leu Ser Thr Ala Glu Asp Asp lie Arg Gin Asn Phe 

435 440 445 

Thr Gin Leu Pro Leu His Lys Asn Lys Gin Glu Cys lie Leu Asp lie 

450 455 460 

Ser Glu His Thr Leu Ser Giu Asn Asp Leu Glu Glu Leu Arg Val Asp 
465 470 475 480 

His Tyr Lys Cys Asn lie Gin Ala Ser Val His Val Ser Asp Phe Ser 

485 490 495 

Thr Asp Asn Ser Gly Ser Gin Pro Lys Gin Lys Ser Asp Thr Val Leu 

500 505 510 

Phe Pro Ala Lys Asp Leu Lys Glu Lys Asp Leu His Ser lie Phe Thr 

515 520 525 

His Asp Ser Gly Leu lie Thr He Asn Ser Ser Gin Glu His Leu Thr 

530 535 540 

Val Gin Ala Lys Ala Pro Phe His Thr Pro Pro Glu Glu Pro Asn Glu 
545 550 555 560 

Cys Asp Phe Lys Asn Met Asp Ser Leu Pro Ser Gly Lys He His Arg 

565 570 575 

Lys Val Lys He He Leu Gly Arg Asn Arg Lys Glu Asn Leu Glu Pro 

580 585 590 

Asn Ala Glu Phe Asp Lys Arg Thr Glu Phe He Thr Gin Glu Glu Asn 

595 600 605 

Arg He Cys Ser Ser Pro Val Gin Ser Leu Leu Asp Leu Phe Gin Thr 

610 615 620 

Ser Glu Glu Lys Ser Glu Phe Leu Gly Phe Thr Ser Tyr Thr Glu Lys 
625 630 635 640 

Ser Gly He Cys Asn Val Leu Asp He Trp Glu Glu Glu Asn Ser Asp 

645 650 655 

Asn Leu Leu Thr Ala Phe Phe Ser Ser Pro Ser Thr Ser Thr Phe Thr 
660 665 670 

Gly Phe 



<210> 4493 
<211> 1829 
<212> DNA 

<213> Homo sapiens 
<400> 4493 

nngtataaac tgtcaaattt tcaaataata ggtagggggc tttcactagg aaaatcatgt 
60 

gctcaaaaga ggaaatgact cgtagtcagg ttcaggagtt agtggagtat ttggactttg 
120 

gtactgctgt cttccaaggt agctctaagt tttgatgtgt gggcttctga gtttatattc 
180 

tgaaaggaaa tacacttctt ttgaacatcc ccactaggtt cttttccatt gtcaataagg 
240 

agcatcagcc agtgaatctg tttcaggttt ccattctgca gaactcctcc aaagcatgtg 
300 

ctagtggcaa gacagtggtt cttatgatgt tttcccttaa cttttccttg tatgttcttg 
360 
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ggtggttcct aagggaaagg gaagcacatg atcatgggaa tgatagccca gaacaaaaag 
420 

aaatcttgtc ttaccacagt gttttatagg agagattggg agaaatcatc ctgttttctc 
480 

tgtgacctga tttcagaaga gactgatcca aaaattataa cggcagggaa cctagtgcat 

ttggcactga gatttaaatg caaccagaat tgtcctcaag gcccagccat aaaagcattg 
600 

tctctctcga ccttctggta tcttgttaga gagcttttca ctgtgaggaa gtgtggaaaa 

atagctctgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtaatctgtt aggttgggga 
720 

taggttttct gctagccaat attaaaagag acctgcaata aaaaaattac cctgnatctg 
780 

atagaaagca agtgtttttg tatgtgtggg tgaatgtgtg ttcatgcccg tatatgtcta 
840 

cacacagatg acaaattata tttgaaatcg ttggaaaata aattcagatc aaaatgcctt 
900 

tcaggcccat tacctagaaa tctatcttaa aacctgggta tgttcctaag gtcatttctt 
960 

tgcttatgct aaattaatta caattatgaa tggaggatat tctactgtac ttttttaaaa 

agaaactatt tttgtgtttg aaagtgaaac caacatccag atctatagca gagtccttat 
1080 

tcttctcata aatcttttta ctttggctac aaatagatga tggtatgatt ctattatata. 

ttttatataa aatccatcca aattaagttt tgggtaagtg tgttgtttaa tctgaactat 
1200 

agtaacttaa tactctaaac aatagttcac tccatttggt cctttctcca cagatgtaat 
1260 

tatgttttca actcaggaac tatggcaagg aactttcccc agatcaaatt ctattaacgc 

igagatacaa gtcatccatg cacagccact atcataccct ttattctcae tgaaaggcag 

aactcagaac ctgttatttt atgtctgtaa tcatgtactt tggcatcttt tggaggaaag 
1440 

gggcaggata actcactgga atgtacagta ttttgctagt gcatttcaag gaatggaatc 

1500 _ . 

ttctccagta tgaaattacc agatataaaa taatgtaatg atgctgagga tataagcttt 

1560 

tagaaggtaa tttgatggta tttctttctc gaatgaaaag ctgctggttt accctcaacc 
1620 

ctattcatta gcattaccat gagtgaattt atatctaatt atttccactt gccctgttct 
1680 

cttcacacca aggaagctcc agatccagta tcttgtttgg cctcaaaaca gaagcagctt 
1740 

cttttgtctc ccagcagtag tgagccactc agtctcttcc acaggaagtt tgggagccta 
1800 

cattccttga gtcagggagc ttaattaca 
1B29 

<210> 4494 
<211> 111 
<212> PRT 
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<213> Homo sapiens 

<400> 4494 _ 

Met lie Met Gly Met lie Ala Gin Asn Lys Lys Lys Ser Cys Leu Thr 

x 5 10 15 

Thr Val Phe Tyr Arg Arg Asp Trp Glu Lys Ser Ser Cys Phe Leu Cys 

20 25 3° 

Asp Leu lie Ser Glu Glu Thr Asp Pro Lys He He Thr Ala Gly Asn 

35 40 45 

Leu val His Leu Ala Leu Arg Phe Lys Cys Asn Gin Asn Cys Pro Gin 

50 55 SO 

Gly Pro Ala He Lys Ala Leu Ser Leu Ser Thr Phe Trp Tyr Leu Val 
65 70 75 80 

Arq Glu Leu Phe Thr Val Arg Lys Cys Gly Lys He Ala Leu Cys val 

85 90 « 

Cvs Val Cys Val Cys Val Cys Val Cys Asn Leu Leu Gly Trp Gly 
100 105 HO 

<210> 4495 

<211> 3623 

<212> DNA 

<213> Homo sapiens 

<400> 4495 

cctgaatcct tggagactga catttttccc ccctaaaggc atagacaaca aaagaaattt 
60 

tattgagagg aaaacacaag tccttaaact gcaaagatgt ttgccaggat gtctgatctc 
catgttctgc tgttaatggc tctggtggga aagacagcct gtgggttctc cctgatgtct 

180 ». 

ttattggaaa gcctggaccc agactggacc cctgaccagt atgattacag ctacgaggat 

tataatcagg aagagaacac cagtagcaca cttacccacg ctgagaatcc tgactggtac 
300 

tacactgagg accaagctga tccatgccag cccaacccct gtgaacacgg tggggactgc 

ctcgtccatg ggagcacctt cacatgcagc tgcctggctc ctttctctgg gaataagtgt 

cagaaagtgc aaaatacgtg caaggacaac ccatgtggcc ggggccaatg tctcattacc 
480cctactaccg ctgtgtctgt aaacaccctt acacaggtcc cagctgctcc 540 
caagtggttc ctgtatgcag gccaaacccc tgccagaatg gggctacctg ctcccggcat 

aagcggagat ccaagttcac ctgtgcctgt cccgaccagt tcaaggggaa attctgtgaa 

660 k 
ataggttctg atgactgcta tgttggcgat ggctactctt accgagggaa aatgaatagg 

Icagtcaacc agcatgcgtg cctttactgg aactcccacc tcctcttgca ggagaattac 

lacatgttta tggaggatgc tgaaacccat gggattgggg aacacaattt ctgcagaaac 
840 

ccagatgcgg acgaaaagcc ctggtgcttt attaaagtta ccaatgacaa ggtgaaatgg 
900 

gaatactgtg atgtctcagc ctgctcagcc caggacgttg cctacccaga ggaaagcccc 
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actgagccat caaccaagct tccggggttt gactcctgtg gaaagactga gatagcagag 



1020 



aggaagatca agagaatcta tggaggcttt aaaagcacgg cgggcaagca cccatggcag 



1080 



gcgtccctcc agtcctcgct gcctctgacc atctccatgc cccagggcca cttctgtggt 



114 0 

ggggcactga tccacccctg ctgggtgctc actgctgccc actgcaccga cataaaaacc 



1200 

agacatctaa aggtggtgct aggggaccag gacctgaaga aagaagaatt tcatgagcag 
agctttaggg tggagaagat attcaagtac agccactaca atgaaagaga tgagattccc 
cacaatgata ttgcattgct caagttaaag ccagtggatg gccactgtgc tctagaatcc 
aaatacgtga agactgtgtg otbgcctgat gggtcctttc cctctgggag tgagtgccac 

1440 

atctctggct ggggtgttac agaaacagga aaagggtccc gccagctcct ggatgccaaa 

gccaagctga ttgccaacac tttgtgcaac tcccgccaac tctatgacca catgattgat 

gacagtatga tctgtgcagg aaatcttcag aaacctgggc aagacacctg ccagggtgac 

"tggaggcc ccctgacctg tgagaaggac ggcacctact acgtctatgg gatagtgagc 

Jggggcctgg agtgtgggaa gaggccaggg gtctacaccc aagttaccaa attcctgaat 

Jggatcaaag ccaccatcaa aagtgaaagt ggcttctaag gtactgtctt ctggacctca 

gagcccactc tccttggcac cctgacaccg ggaggcccca tggccaacaa tggacacctc 
1860 

cagagcctcc aggggaocac acagtagact atccctactc taagcagaga caactgccac 

"agcctggg ccttcccaga ccagcatttg cacaatatca ccaggcttct tctgcctccc 

1980 

ttggtaaccc aaggaatgat ggaatcaaca caacatagta tgtttgcttt ccttacccaa 
2040 

ttgcaccttc tagaaaatca gtgttcacag agactgcctc caccacaggc atcctgcaaa 
2100 

tgcagactcc agaatcccca gcatcagcgg gaaccaccat cacatctcta ttcctcagcc 
Jagacactcg aggcactcaa cagaatcagc catccacgtc taggtatcag agaggaccac 

2220 

aaatacaaca ttctccatct gctttcagag ttattatttt aataaaggaa gatctgggat 
2280 

gggctggtgg gccattccag cttgccgaaa tcaaagccat ctgaagcctg tctctggtga 
acaaacttcc tctctggcct ctcaggaatc agggtggaca tggctcacaa cagcagggcc 

2400 

ttcttctttt tgacgtgcag aatctcagtg gcatctgggt tcacctcccc actctgatga 

2460 ____ 
tctccagcct ccactgcttc tgccccccgg taagctccct ggagacccag gccccttgcg 

2520 

ttggccagtt ccgcagcccg ccgagccatt tccactttgt aggagccagg aggggtccag 
2580 
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ccaacacctc tggtcaggtt caagtctgat ttatacttga catcactctg cagctggtgg 

gci!tctgag catgcctgag gcccagctgc tccgggtcgc aggtgggctg gggcaggggc 

Jgcctgtagt gcacatcact ggccagctgc tggctcctct tggcctgaag gaggccgggc 

tggtctgtgc tgctgtgaaa ctgggaccga ctcttggcaa agtccttctt gtactcattg 
2 B2 0 

tcactctgga gcctgccaac gttgaggaaa tgcttcatcc ttgggtcatc gtcgacactg 
2880 

cggtacccga tctgcaggcc tcggtcccgc aggaaagcct ctttgtaccg gaaatcactg 
gcgatctccc tagatgcccg ggcagtctgg aaggggatgg catccagcct gaagtcataa 
ctgccagccc gggtctgctc ccaggagttt ctgtagactt tgtcactcag atgcagcgca 
tSggcgag ctcgggtgaa atcgggatgg tcggggatca gggtgtatct gtgcagggat 
tctgcatctc cagatctata catgcgctca ttgcagtgca tatagctgtt cttggcatga 
accaggtctg gggagccaac cactgtggtg aacttgatac tgtctggttt tttacggtac 
ttggtctcgc tgatgagttc tccagccttc tttgcactct ccatctgtgg ggatctcagc 
gccagccatc ctatgccctt catgccgatc aggtctgact tgtagcgcaa ctcactctgc 
agggcatggg ctttcttggc ccaggccatc ttcaggtcct cgggcagtgc tgtgaacttg 
SgaLctgtg tcctgtagtc gtggtcgctg gccagagcct gggcattctt ggcatggacc 
aggtgcacca tgtccatggg cagatggaac tgggcttggc tgctggtcgc ccccctcctg 
tacllgaagct cgctctgcag ccggcccatg cgccggcagt gctggatccg ggggtcgtct 



3600 

cttacactct ggggccctat gag 
3623 

<210> 4496 
<211> 560 
<212> PRT 

<213> Homo sapiens 



Met Phe Ala Arg Met Ser Asp Leu His Val Leu Leu Leu Met Ala Leu 

! 5 10 15 

Val Gly Lys Thr Ala Cys Gly Phe Ser Leu Met Ser Leu Leu Glu Ser 

20 25 30 „, „ 

Leu Asp Pro Asp Trp Thr Pro Asp Gin Tyr Asp Tyr Ser Tyr Glu Asp 

Tyr Asn Gin Glu Glu Asn Thr Ser Ser Thr Leu Thr His Ala Glu Asn 

50 55 60 

Pro Asp Trp Tyr Tyr Thr Glu Asp Gin Ala Asp Pro Cys Gin Pro Asn 

Pro Cys Glu His Gly Gly Asp Cys Leu Val His Gly Ser Thr Phe Thr 
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85 90 95 

Cvs Ser Cys Leu Ala Pro Phe Ser Gly Asn Lys Cys Gin Lys Val Gin 

X00 105 HO 

Asn Thr Cys Lys Asp Asn Pro Cys Gly Arg Gly Gin Cys Leu lie Thr 

115 120 125 

Gin Ser Pro Pro Tyr Tyr Arg Cys Val Cys Lys His Pro Tyr Thr Gly 

130 "5 "0 

Pro Ser Cys Ser Gin Val Val Pro Val Cys Arg Pro Asn Pro Cys Gin 
145 150 155 "0 

Asn Gly Ala Thr Cys Ser Arg His Lys Arg Arg Ser Lys Phe Thr Cys 

165 I'O 175 

Ala Cys Pro Asp Gin Phe Lys Gly Lys Phe Cys Glu He Gly Ser Asp 

180 185 190 

Asp Cys Tyr Val Gly Asp Gly Tyr Ser Tyr Arg Gly Lys Met Asn Arg 

195 200 205 

Thr Val Asn Gin His Ala Cys Leu Tyr Trp Asn ser His Leu Leu Leu 

210 215 220 

Gin Glu Asn Tyr Asn Met Phe Met Glu Asp Ala Glu Thr His Gly He 
225 230 235 240 

Gly Glu His Asn Phe Cys Arg Asn Pro Asp Ala Asp Glu Lys Pro Trp 

245 250 255 

Cys Phe lie Lys Val Thr Asn Asp Lys Val Lys Trp Glu Tyr Cys Asp 

260 265 270 

Val Ser Ala Cys Ser Ala Gin Asp Val Ala Tyr Pro Glu Glu Ser Pro 

275 280 285 

Thr Glu Pro Ser Thr Lys Leu Pro Gly Phe Asp Ser Cys Gly Lys Thr 

290 295 300 

Glu He Ala Glu Arg Lys lie Lys Arg lie Tyr Gly Gly Phe Lys Ser 
305 310 315 320 

Thr Ala Gly Lys His Pro Trp Gin Ala Ser Leu Gin Ser Ser Leu Pro 

325 330 335 

Leu Thr He Ser Met Pro Gin Gly His Phe Cys Gly Gly Ala Leu He 

340 345 350 

His Pro Cys Trp Val Leu Thr Ala Ala His Cys Thr Asp He Lys Thr 

355 360 365 

Arg His Leu Lys Val Val Leu Gly Asp Gin Asp Leu Lys Lys Glu Glu 

370 375 380 

Phe His Glu Gin Ser Phe Arg Val Glu Lys lie Phe Lys Tyr Ser His 
385 390 395 400 

Tyr Asn Glu Arg Asp Glu lie Pro His Asn Asp He Ala Leu Leu Lys 

405 410 415 

Leu Lys Pro Val Asp Gly His Cys Ala Leu Glu Ser Lys Tyr Val Lys 

420 425 430 

Thr val Cys Leu Pro Asp Gly Ser Phe Pro Ser Gly Ser Glu Cys His 

435 440 445 

He Ser Gly Trp Gly Val Thr Glu Thr Gly Lys Gly Ser Arg Gin Leu 

450 455 460 

Leu Asp Ala Lys Val Lys Leu He Ala Asn Thr Leu Cys Asn Ser Arg 
465 470 475 480 

Gin Leu Tyr Asp His Met He Asp Asp Ser Met He Cys Ala Gly Asn 

485 490 495 

Leu Gin Lys Pro Gly Gin Asp Thr Cys Gin Gly Asp Ser Gly Gly Pro 

500 505 510 

Leu Thr Cys Glu Lys Asp Gly Thr Tyr Tyr Val Tyr Gly He Val Ser 
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515 520 525 

Trp Gly Leu Glu Cys Gly Lys Arg Pro Gly Val Tyr Thr Gin Val Thr 

530 535 540 

Lys Phe Leu Asn Trp He Lys Ala Thr He Lys Ser Glu Ser Gly Phe 
545 550 555 560 

<210> 4497 

<211> 840 ; 
<212> DNA 

<213> Homo sapiens 
<400> 4497 

nnacgcgtga aacagaaagc agagaaaaag cgactcaaga agaagcgtca aaaggaacgg 
60 

aagcgacagg agcgtttgga gcagtactgt ggggagccca aggccagcac tacctcagat 
120 

ggagatgaga gccccccatc cagccctgga aacccagttc agggacagtg tggtgaagaa 
180 

gaggactcac tggatctatc tagcactttt gtgtctctgg ctttgcgcaa ggttggggat 
240 

tggcccctca gtgcccgcag agagaaggga ctgaaccagg agccccaagg caggggtctg 
300 

gccctccaga agatgggtca agaggaagag agccctccaa gagaggagag gccccagcag 
360 

agtccaaagg catctccggg actgctggca gctgccttac aacagagcca ggaactggca 
420 

aagttgggta ccagctttgc tcaaaatggt ttctaccatg aggccgtggt cctcttcacc 
480 

caggccttga agctcaaccc ccaggaccac cggttatttg gaaatcgttc cttctgccat 
540 

gagcggttgg gtcagccagc gtgggccctg gctgatgccc aggtggccct taccctacgg 
€00 

cctggctggc cccggggcct cttccgcctg ggcaaggcct tgatgggact acagcgcttc 
660 

agagaggcag ctgctgtgtt tcaggaaact ctgagaggtg ggtcccagcc tgacgcagcc 
720 

cgagagctcc gctcttgcct tctccacctc acactgcagg gtcagcgagg aggaatctgt 
780 

gcaccgcctc tgtcacctgg ggccctccag ccacttcccc atgctgagct ggcaccctca 
840 

<210> 4498 
<211> 280 
<212> PRT 

<213> Homo sapiens 
<400> 4498 

Xaa Arg Val Lys Gin Lys Ala Glu Lys Lys Arg Leu Lys Lys Lys Arg 

15 10 15 

Gin Lys Glu Arg Lys Arg Gin Glu Arg Leu Glu Gin Tyr Cys Gly Glu 

20 25 30 

Pro Lys Ala Ser Thr TKr Ser Asp Gly Asp Glu Ser Pro Pro Ser Ser 

35 40 45 

Pro Gly Asn Pro Val Gin Gly Gin Cys Gly Glu Glu Glu Asp Ser Leu 
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50 55 60 

Asp Leu Ser Ser Thr Phe Val Ser Leu Ala Leu Arg Lys Val Gly Asp 
65 70 75 BO 

Trp Pro Leu Ser Ala Arg Arg Glu Lys Gly Leu Asn Gin Glu Pro Gin 

85 90 95 

Gly Arg Gly Leu Ala Leu Gin Lys Met Gly Gin Glu Glu Glu Ser Pro 

100 105 HO 

Pro Arg Glu Glu Arg Pro Gin Gin Ser Pro Lys Ala Ser Pro Gly Leu 

115 120 125 

Leu Ala Ala Ala Leu Gin Gin Ser Gin Glu Leu Ala Lys Leu Gly Thr 

130 135 140 

Ser Phe Ala Gin Asn Gly Phe Tyr His Glu Ala Val Val Leu Phe Thr 
145 150 155 ISO 

Gin Ala Leu Lys Leu Asn Pro Gin Asp His Arg Leu Phe Gly Asn Arg 

165 170 175 

Ser Phe Cys His Glu Arg Leu Gly Gin Pro Ala Trp Ala Leu Ala Asp 

180 185 190 

Ala Gin Val Ala Leu Thr Leu Arg Pro Gly Trp Pro Arg Gly Leu Phe 

195 200 205 

Arg Leu Gly Lys Ala Leu Met Gly Leu Gin Arg Phe Arg Glu Ala Ala 

210 215 220 

Ala Val Phe Gin Glu Thr Leu Arg Gly Gly Ser Gin Pro Asp Ala Ala 
225 230 235 240 

Arg Glu Leu Arg Ser Cys Leu Leu His Leu Thr Leu Gin Gly Gin Arg 

245 250 255 

Gly Gly He Cys Ala Pro Pro Leu Ser Pro Gly Ala Leu Gin Pro Leu 

260 265 270 

Pro His Ala Glu Leu Ala Pro Ser 
275 280 



<210> 4499 

<211> 562 

<212> DNA 

<213> Homo sapiens 



<400> 4499 

ntcatcacag actatgctgt tcagccacat 
60 



gctcacagtc 


ctgccgatgc 


tgagatgggg 


120 






attgcggagg 


atgggaccat 


gacctccctc 


180 






tttgtggccc 


gggaaaagat 


aatgtctgtg 


240 






cagaaccacc 


ccatggtact 


gcccatctgc 


300 






ggctacccca 


aaagggaatg 


tatggagctt 


360 






ctccgttaga 


atacgagctc 


cgtgtcggtt 


420 






gcctggcatg 


gcatggggtc 


ctgtgcccct 


480 






gactcaccct 


gtctctcttt 


cagccgttct 


540 







gtgggcacgg gggcagtgaa ggtgactcca 
gcccgacatg gcttgagccc cttgaatgtc 
tgcggggact ggttgcaggg tcttcaccgg 
ctgagtgaac ggggcctatt ccggggcctc 
aggtaatctc attttaactc ctttactaag 
aagggtgaca ataggatggg ctctgcaccc 
ttattcgcta ttgtatcctc agtaccaagg 
gggagaagtc acagggccgg aagagcagtg 
ggggatgtga tagaatacct gctgaagaac 
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cagtggtttg tccgctgcca eg 
562 

<210> 4500 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 4500 



Xaa 


He 


Thr 


Asp 


Tyr 


Ala 


val 


Gin 


Pro His Val 


Gly 


Thr Gly Ala 


val 


1 






5 








10 




15 




Lys 


val 


Thr 


Pro 


Ala 


His 


Ser 


Pro 


Ala Asp Ala 


Glu 


Met Gly Ala 


Arg 






20 










25 




30 




His 


Gly 


Leu 


Ser 


Pro 


Leu 


Asn 


Val 


He Ala Glu 


Asp 


Gly Thr Met 


Thr 




35 










40 






45 




Ser 


Leu 


Cys 


Gly 


Asp 


Trp 


Leu Gin Gly Leu His Arg 


Phe val Ala 


Arg 




50 










55 






60 






Glu 


Lys 


He 


Met 


Ser 


Val 


Leu 


Ser 


Glu Arg Gly 


Leu 


Phe Arg Gly Leu 


65 








70 






75 






80 


Gin 


Asn 


His 


Pro 


Met 
85 


Val 


Leu 


Pro 


He Cys Arg 
90 









<210> 4501 
<211> 1866 
<212> DNA 

<213> Homo sapiens 
<400> 4501 

gggtggataa gacaccgcgt cccctccaat tcccgtaagc accccttgct ccatcctgcg 
60 

ccccaatacc tcagctagcc cccttcccca cttcttacac tccaaactca geegggacag 
120 

acctctgctg ccgccgcccc cacgaaegtg tgacgaegge tggaggccaa cagagtccct 
180 

acaggtggtg etcaeggtaa tgcaccgaca atgagtggct gttttccagt ttctggcctc 
240 

cgctgcctat etagggaegg caggatggee gcgcagggcg cgccgcgctt cctcctgacc 
300 

ttcgacttcg acgagactat cgtggacgaa aacagegacg attcgatcgt gcgcgccgcg 
360 

ccgggccagc ggctcccgga gagectgega gccacctacc gegagggett ctacaacgag 
420 

tacatgeage gcgtcttcaa gtacctgggc gagcagggcg tgcggccgcg ggacctgagc 
480 

gccatctacg aagccatccc tttgtcgcca ggcatgagcg acctgctgca gtttgtggca 
540 

aaacagggcg cctgcttcga ggtgattctc atctccgatg ccaacacctt tggcgtggag 
600 

agctcgctgc gcgccgccgg ccaccacagc ctgttccgcc gcatcctcag caacccgtcg 
660 

gggccggatg cgeggggact gctggctctg cggccgttcc acacacacag ctgcgcgcgc 
720 

tgccccgcca acatgtgcaa gcacaaggtg ctcagcgact acctgcgcga gcgggcccac 
780 
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gacggcgtgc acttcgagcg cctcttctac gtgggtgatg gtgcaaatga cttctgcccc 
840 

atggggctgc tggcgggcgg cgacgtggcc ttcccgcgcc gcggctaccc catgcaccgc 
900 

ctcattcagg aggcccagaa ggccgagccc agctcgttcc gcgccagcgt ggtgccctgg 
960 

gaaacggctg cagatgtgcg cctccacctg caacaggtgc tgaagtcgtg ctgagtctgg 
1020 

ccgcctgcag gggggtaccc gggccaacgg cggagggggc ggggaaggga gattcggcaa 
1080 

agacagcttt actactccct tttccctttg gctttgttat gtccctctgg gaatttctgg 
1140 

aatctcgtat ttgggggctt ggggaagggg gctcagagcc gtccctatct attcagttaa 
1200 

cccacctcgg ctgcctcccc cactccactg tgcacggttg agttctggag tctgacccat 
1260 

cgcggggtgg cgcgcaaacc ttggaaggca gcagtatttc ctggtcctcc caactgggag 
1320 

gaaggggccc ccccggcagg tgagagaagg aacatctccc gccgctgtaa cttgttgcct 
1380 

cgggctgcgt gaccgcccct cctccagtct actgtggagg gaa.cccagga tcctgaaatt 
1440 

ctcctggccg caagaactcc ccacagaggc agaagagggt ctccacctat ggccccaggc 
1500 

ctttgcgatc ttgcttcacc caccgcgacc ccacactatt tctgtgctgt ccacactctc 
1560 

ttgcctcccg acccccgcac tcccttctag cacccccaaa ggaaaagcca gaggaacaat 
1620 

cgcctcctgg tggtggtacg aggtagcgca ccgtccggct cgggtccgga cagccagtaa 
1680 

cctcgcagag agtgacggtg tctccttgca tcccagcctc gtctatgcag caagagacca 
1740 

gggacttcac caaagtcacc ctcgcgggct gggccttcca cgcatccccc ccacccccca 
1800 

tggaacagaa agccatgttt ttaagcagaa ccagcgaaac ccaagcccct ccttcctctg 

1860 

gtgttt 

1866 



<210> 4502 

<211> 267 

<212> PRT 

<213> Homo sapiens 



<400> 4502 

Met Ser Gly Cys Phe Pro Val Ser 

1 5 
Gly Arg Met Ala Ala Gin Gly Ala 
20 

Phe Asp Glu Thr He Val Asp Glu 

35 40 
Ala Ala Pro Gly Gin Arg Leu Pro 

50 55 
Glu Gly Phe Tyr Asn Glu Tyr Met 



Gly Leu Arg Cys Leu Ser Arg Asp 

10 15 
Pro Arg Phe Leu Leu Thr Phe Asp 
25 30 
Asn Ser Asp Asp Ser He Val Arg 
45 

Glu Ser Leu Arg Ala Thr Tyr Arg 
60 

Gin Arg Val Phe Lys Tyr Leu Gly 
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65 70 75 80 

Glu Gin Gly val Arg Pro Arg Asp Leu Ser Ala lie Tyr Glu Ala He 

85 90 95 

Pro Leu Ser Pro Gly Met Ser Asp Leu Leu Gin Phe Val Ala Lys Gin 

100 105 11° 

Gly Ala Cys Phe Glu Val He Leu lie Ser Asp Ala Asn Thr Phe Gly 

115 120 125 

Val Glu Ser Ser Leu Arg Ala Ala Gly His His Ser Leu Phe Arg Arg 

130 135 140 

He Leu Ser Asn Pro Ser Gly Pro Asp Ala Arg Gly Leu Leu Ala Leu 
-« cri 1C5 ISO 

145 150 

Ar q Pro Phe His Thr His Ser Cys Ala Arg Cys Pro Ala Asn Met Cys 

165 170 175 

Lys His Lys Val Leu Ser Asp Tyr Leu Arg Glu Arg Ala His Asp Gly 

180 185 190 

Val His Phe Glu Arg Leu Phe Tyr Val Gly Asp Gly Ala Asn Asp Phe 

195 200 205 

Cys Pro Met Gly Leu Leu Ala Gly Gly Asp Val Ala Phe Pro Arg Arg 

210 215 220 

Gly Tyr Pro Met- His Arg Leu He Gin Glu Ala Gin Lys Ala Glu Pro 
225 230 235 240 

Ser Ser Phe Arg Ala Ser Val Val Pro Trp Glu Thr Ala Ala Asp Val 

245 250 255 

Arg Leu His Leu Gin Gin Val Leu Lys Ser Cys 
260 265 

<210> 4503 

<211> 1983 

<212> DNA 

<213> Homo sapiens 

<400> 4503 

ncggaaggcaagtgaaaatg ggtgtccctg ctgcctctta gcaacaagag gggtcaagtg 

acacaaccag ctgactcccg tagaggaaga cactgtggag gccagttctg gagctattgc 

igcctcggtt gcccggccgg ggacccgagc cgaaaagtta tcgtcagaat gtcgggcaaa 
180 

gaccgaattg aaatctttcc ctcgcgaatg gcacagacca tcatgaaggc tcgattaaag 

ggagcacaga caggtcgaaa cctcctgaag aaaaaatctg atgccttaac tcttcgattt 

cgacagatcc taaagaagat aatagagact aaaatgttga tgggcgaagt gatgagagaa 
360 

gctgcctttt cactagctga agccaagttc acagcaggtg acttcagcac tacagttatc 
420 

caaaatgtca ataaagcgca agtgaagatt cgagcgaaga aagataatgt agcaggtgtt 
480 

actttgccag tatttgaaca ttaccatgaa ggaactgaca gttatgaact gactggttta 
540 

gccagaggtg gggaacagtt ggctaaatta aagaggaatt atgccaaagc agtggaacta 
600 

ctggtggaac tagcttctct gcagacttct tttgttactt tggatgaagc tattaagata 
660 



3685 



WO 00/58473 



PCT/US00/08621 



accaacaggc gtgtaaatgc cattgaacat ggtgagtatg tcatcattcc ccggattgaa 
720 

cgtactcttg cttatatcat cacagagctg gatgagagag agcgagaaga gttctatagg 
780 

ttaaagaaaa tacaagagaa gaaaaagatt ctaaaggaaa aatctgagaa ggacttggag 
840 

caaaggagag cagctggaga ggtgttggag cctgctaatc ttctggctga agagaaggac 
900 

gaggatcttc tatttgaata atctttcctg ttctggttct ttgagaaacc ctaacactgg 
960 

cttcatttta attcacagtg tgtaggtttg atttgtgtgg ctatttattt tttggcctaa 
1020 

gaatttcact ggttgtaaaa tttacctaga tgtctattta tgggattact tttgcagaat 
1080 

cataatttag caaccattta tcatggatga aagagatctg taaaacctgc ccaggaactt 
1140 

acagaattta ctttgcagaa gcgttatcat actccattta catctgtgtt acacgtgatc 
1200 

tgcttaccaa gcatattagg aaatacctct taggaagcat tagcggtctc aggccaatta 
1260 

ctgtggagca gctttcattc ctacccactt gcaaaccttg gcgctgttgt ctgagattgc 
1320 

tgcagccatt cttgttacca tggtacttct caaactttgt gaaaacctgc acttttcctt 
1380 

gcatgacagg ttcctgtctt gtctgtcatg ggagccattc tgccaattta aatgcgactg 
1440 

tggtataaac agtaaaatga tttaaaagta agtcattccg tttttattaa tttactgtta 
1500 

agtcatgttc tcatgctcag atcagtagtg tcagccagag ctttctctgc agacatgtag 
1560 

gaagtgggta gctatttttc ccactccatg tattagagtt ttacaaaaag gcttactttt 
1620 

gagacaactg ttgcattttg gggtactaat aaatgattgc cgatgagtta tgagggcatt 
1680 

ataatacttc cttatttgct aattaagaaa ataactagtt cctattttag agtaagaaat 
1740 

aaggtaactt tttactattt ataagtgata aaaacttgct ttcatatatg aagatgaagc 
1800 

atttgagtgg ccacatcagg tgtctgaggt ttttagtact gtttgatttg gcatgagcca 
1860 

tccatgggga ctcagtcttt ctcgcatcca tttccaggca tttttgacat gattagccat 
1920 

ggaataatgt ttagttctga aattgtgaca ctgtctttat taatactgta ttttaatcaa 
1980 

gtg 

1983 

<210> 4504 
<211> 250 
<212> PRT 

<213> Homo sapiens 

<400> 4504Ser Gly Lys Asp Arg lie Glu He Phe Pro Ser Arg Met Ala Gin 
! 5 10 15 
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Thr lie Met Lys Ala Arg Leu Lys Gly Ala Gin Thr Gly Arg Asn Leu 

20 25 30 

Leu Lys Lys Lys Ser Asp Ala Leu Thr Leu Arg Phe Arg Gin He Leu 

35 40 45 

Lys Lys He He Glu Thr Lys Met Leu Met Gly Glu Val Met Arg Glu 

50 55 60 

Ala Ala Phe Ser Leu Ala Glu Ala Lys Phe Thr Ala Gly Asp Phe Ser 
65 70 75 80 

Thr Thr Val He Gin Asn Val Asn Lys Ala Gin Val Lys He Arg Ala 

85 90 95 

Lys Lys Asp Asn Val Ala Gly Val Thr Leu Pro Val Phe Glu His Tyr 

100 105 HO 

His Glu Gly Thr Asp Ser Tyr Glu Leu Thr Gly Leu Ala Arg Gly Gly 

115 120 125 

Glu Gin Leu Ala Lys Leu Lys Arg Asn Tyr Ala Lys Ala Val Glu Leu 

130 135 140 

Leu Val Glu Leu Ala Ser Leu Gin Thr Ser Phe Val Thr Leu Asp Glu 
145 150 155 160 

Ala He Lys He Thr Asn Arg Arg Val Asn Ala He Glu His Gly Glu 

165 170 175 

Tyr Val He He Pro Arg He Glu Arg Thr Leu Ala Tyr He He Thr 

180 185 190 

Glu Leu Asp Glu Arg Glu Arg Glu Glu Phe Tyr Arg Leu Lys Lys He 

195 200 205 

Gin Glu Lys Lys Lys He Leu Lys Glu Lys Ser Glu Lys Asp Leu Glu 

210 215 220 

Gin Arg Arg Ala Ala Gly Glu Val Leu Glu Pro Ala Asn Leu Leu Ala 
225 230 235 240 

Glu Glu Lys Asp Glu Asp Leu Leu Phe Glu 
245 250 



<i210> 4505 

<211> 379 

<212> DMA 

<213> Homo sapiens 



<400> 4505 

gaattcacca agaagatgcc 
60 

ccgggctctc tagagcatgt 
120 

tggtggcttt ggctgtccag 
180 

caggcagcct tgaggcaaac 
240 

catgtggccc tcctggccct 
300 

gcccctagcc ctgcaacgtc 
360 

gattcactaa tcaagatct 
379 



tggaggagag ccaaggctga 
gttacagtca aatcagagac 
cctcagtaat cagatacatc 
atgtccccat ctcagggaat 
ggagacagca tcacacccct 
tcctaaatgc ccctcagagc 



agatgctgcc gaccccagtg 
agaaagagcg gagaagacag 
ctacaccttc agcacagggc 
caggaccatt gagtgtgagg 
cagggcccca cacgaaccag 
cagcaactcc atcttccaca 



<210> 4506 
<211> 121 
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<212> PRT 

<213> Homo sapiens 



<400> 4506 



Met 


Pro Gly Gly 


Glu 


Pro Arg Leu 


Lys 


Met 


Leu 


Pro 


Thr 


Pro 


Val 


Pro 


l 








5 






10 










15 




Gly 


Ser 


Leu 


Glu 


His 


Val Leu Gin 


Ser 


Asn 


Gin 


Arg 


Gin 


Lys 


Glu 


Arg 






20 






25 










30 






Arg 


Arg 


Gin 
35 


Trp 


Trp 


Leu Trp Leu 
40 


Ser 


Ser 


Leu 


Ser 


Asn 
45 


Gin 


He 


His 


Pro 


Thr 
50 


Pro 


Ser 


Ala 


Gin Gly Gin 
55 


Ala 


Ala 


Lieu 


Arg 
60 


Gin 


Thr 


Cys 


Pro 


His 


Leu 


Arg 


Glu 


Ser 


Gly Pro Leu 


Ser 


Val 


Arg 


His 


Val 


Ala 


Leu 


Leu 


65 










70 






75 










80 


Ala 


Leu 


Glu 


Thr 


Ala 
85 


Ser His Pro 


Ser 


Gly 
90 


Pro 


His 


Thr 


Asn 


Gin 
95 


Ala 


Pro 


Ser 


Pro 


Ala 
100 


Thr 


Ser Pro Lys 


Cys 
105 


Pro 


Ser 


Glu 


Pro 


Ala 
110 


Thr 


Pro 


Ser 


Ser 


Thr 
115 


Asp 


Ser 


Leu lie Lys 
120 


lie 

















<210> 4507 
<211> 3664 
<212> DNA 

<213> Homo sapiens 
<400> 4507 

agcacttcct taaaaagaaa agtctagtaa cgaggccatc ccggcgtcag aagcggtcag 
60 

gctgggtttg acaagatcag aaccgaaatg actacgaaag tgggaataca aggaggtgca 
120 

tttactacac attaacgttc agcgaactcc cacaatcttt aaacacacag ccattggaag 
180 

gacgatcttg agcaggaagg gtttttactc gttgtggtgc gctgtcttcc cgcttgcgtc 
240 

agggacctgc ccgactcagt ggccgccatg gcatcagatg aaggcaaact ttttgttgga 
300 

gggctgagtt ttgacaccaa tgagcagtcg ccggagcagg tcttctcaaa gtacggacag 
360 

atctctgaag tggtggttgt gaaagacagg gagacccaga gatctcgggg atttgggttt 
420 

gtcacctttg agaacattga cgacgctaag gatgccatga tggccatgaa tgggaagtct 
480 

gtagatggac ggcagatccg agtagaccag gcaggcaagt cgtcagacaa ccgatcccgt 
540 

gggtaccgtg gtggctctgc cgggggccgg ggcttcttcc gtgggggccg aggacggggc 
600 

cgtgggttct ctagaggagg aggggaccga ggctatgggg ggaaccggtt cgagtccagg 
660 

agtgggggct acggaggctc cagagactac tatagcagcc ggagtcagag tggtggctac 
720 

agtgaccgga gctcgggcgg gtcctacaga gacagttacg acagttacgc tacacacaac 
780 
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gagtaaaaac ccttcctgct caagatcgtc cttccaatgg ctgtgtgttt aaagattgtg 
840 

ggagcttcgc tgaacgttaa tgtgtagtaa atgcacctcc ttgtattccc actttcgtag 
900 

tcatttcggt tctgatcttg tcaaacccag cctgaccgct tctgacgccg ggatggcctc 
960 

gttactagac ttttcttttt aaggaagtgc tgtttttttt tgagggtttt caaaacattt 
1020 

tgaaaagcat ttactttttt gaccacgagc catgagtttt caaaaaaatc gggggttgtg 
1080 

tgggtttttg gtttttgttt tagtttttgg ttgcgttgcc tttttttttt tagtggggtt 
1140 

ggccccatga agtgggtgcc ccactcactt ctctgagatc gaacggactg tgaatccgct 
1200 

ctttgtcgga agctgagcaa gctgtggctt ttttccaact ccgtgtgacg tttctgagtg 
1260 

tagtgtggta ggaccccggc gggtgtggca gcaactgccc tggagcccca gcccctgcgt 
1320 

ccatctgtgc tgtgcgcccc acagtagacg tgcagacgtc cctgagaggt tcttgaagat 
1380 

gtttatttat attgtccttt tttactggaa gacgtacgca tactccatcg atgttgtatt 
1440 

tgcagtggct gaggaattct tgtacgcagt tttctttggc tttacgaagc cgattaaaag 
1500 

accgtgtgaa atgaaccttg ctctgacaat tcccttgcat tgcaccacac actccttgct 
1560 

gcgggctcct gcagccagac ctgagcagag agagaaggtg gagaagcagc gggtctgcaa 
1620 

gccttccctg gggcctgcag agctagaaag ggaggcccag cagactggcg ctggtcaggg 
1680 

taggggagcc aggcggggga cgggagcggg cagctcaggc ctcagggcag ccctgggagg 

1740 

cttctggcag tggtggccag agggctggac tgtgcgggca gcttagcagg gacagtggac 
1800 

gtgcacctga cgctgacctg gactgcctca gtctagaagc aggccagaga gcagaggcac 
1860 

gtggcatccc agggcgacct cagacggcca gccggttagc tagttctgct gttgcttcac 
1920 

gagttctgag cattctctgc tagcctatgg aagctgcagc cctcggagga cagaagtgtt 
1980 

gtgcgcccaa cagaaccctc tgagacgcaa gctgctccct tggctagctc atatgtggaa 
2040 

atagccctgt aattcgaggt aactccttcc gctcgtgtcc acatccctct tgttgagagc 
2100 

tcactgaaag tcatgtgccc ggggaatgtt cctgtgactg tnttttgttc ttcctttttt 
2160 

ttttaacttt gtttttgttt ttttcaatta agctggaact aaagtcaggc ccagccatta 
2220 

cgctccccac gtgcagccag gtgcagcctg ggcccagtca tgcctggctc atagatgaaa 
2280 

tcccttaagc aggattgaag accagtgaac gcccccgcct tttggatttt ttgctcaatt 
2340 

gaccgtcttt tccagacctc tttaagtcac actcttaact tagctttctc tgatgtctgt 
2400 
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tgccgccatt agtttttttc tagagcccac actggcccac atagctccat cccatacggg 
2460 

tagctggctc cagctgcgcc aaggtgcaga cccgccctgg gcatgctggc ctgtgacgga 

gcctgaggtc acagccccct gactagcctg agaccttcct aggggctgtg gctgtttccg 

gggaggccgg gaggggcagc tgtgagccct gtggaggacg ttgggagtaa cgctgctttg 
2640 

ctttggcagg ttgaaggggc ccggccagga ctcggggaag ggtggcctga gagcagcgat 
2700 

gacctctggg gtcactgtcc caggagggac ttcacctgga acaagagctg gaggcagccg 
2760 

cttgcccagg aggcttgtcc cctgaggcgc ttcgccagtg aggtgcgggc tcagggcctc 
2B20 

gagtctctcc tggagcacgg gctgcggtgc gccggcagct tacggggcgg ccagtccttg 
2880 

cccacaacga tgtggagccc tgtgaaagtc ggattcgaat aaagggccac gtgtgcaccc 
2940 

agaaagccga gtctgtggtt caggggggtc tgtcggcgga gcggggccac tggaagaaaa 

3000 «_ . 

gcctgcggac ctcggttcag cgcacgagta ggacccgaca gggaagactg caagggtcat 

3060 

tgtccgagca gtgaccgcgg ggggctcgcc actgaggggg ttcgcagcgc ggagactcca 
3120 

gtctcgcggg atctgaggcg cactcggctt cgagggagcg gcggccgcgc agccgctgtc 
3180 

aggccccgtc ttgggccgag tcccgggttc cctgtagcag gctggggagc ggggcgccac 

cttcctgggc cctggacgtg gccgacgcgt tcccagtgtc cgtgaggccg gggcaggagt 

ggcgggggtc gccccgaagt gggtgggaat gagcggcccg aggtcctgaa gtcggggtcc 

gccccgtctc cccgctgcca gcccgatttc ctcggaagcc gcgacccccc acgctgggct 

ggcagttctg ggctctgccg gctgcgcctt gccgggactc ccacgggcgg gctccgggcc 

tccgtcctga tcccttggag cgggtcgacg aagcaagttc cgcggcgggc gcgcggggca 
3540 

ctgtgggtag cgccggggct caccaggcgg aaggggggcc cggcgtcaag ctccgcctcc 

gcgccccatt ggctggcatc acctccgcgc gcctgactga cagcgcgcat aggggcgtgg 

3660 

cgcc 

3664 

<210> 4508 
<211> 172 
<212> PRT 

<213> Homo sapiens 

<400> 4508 ^ ^ 

Met Ala Ser Asp Glu Gly Lys Leu Phe Val Gly Gly Leu Ser Phe Asp 

1 5 10 15 , 

Thr Asn Glu Gin Ser Leu Glu Gin Val Phe Ser Lys Tyr Gly Gin lie 
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20 25 30 

Ser Glu Val Val Val Val Lys Asp Arg Glu Thr Gin Arg Ser Arg Gly 

35 40 45 

Phe Gly Phe Val Thr Phe Glu Asn He Asp Asp Ala Lys Asp Ala Met 

50 55 60 

Met Ala Met Asn Gly Lys Ser Val Asp Gly Arg Gin lie Arg Val Asp 
65 70 75 80 

Gin Ala Gly Lys Ser Ser Asp Asn Arg Ser Arg Gly Tyr Arg Gly Gly 

85 90 95 

Ser Ala Gly Gly Arg Gly Phe Phe Arg Gly Gly Arg Gly Arg Gly Arg 

100 105 110 

Gly Phe Ser Arg Gly Gly Gly Asp Arg Gly Tyr Gly Gly Asn Arg Phe 

115 120 125 

Glu Ser Arg Ser Gly Gly Tyr Gly Gly Ser Arg Asp Tyr Tyr Ser Ser 

130 135 I 40 

Arg Ser Gin Ser Gly Gly Tyr Ser Asp Arg Ser Ser Gly Gly Ser Tyr 
14 5 150 155 160 

Arg Asp Ser Tyr Asp Ser Tyr Ala Thr His Asn Glu 
165 170 

<210> 4509 
<211> H6B0 
<212> DNA 

<213> Homo sapiens 
<400> 4509 

nncagcagtg attccagcag tagttcaagt gatgattctc cagctcgatc agttcagtct 
60 

gcagcagtcc ctgcacccac ttcccagttg ctttcatctc tggaaaaaga tgagccccgt 

aaaagttttg gcatcaaggt ccagaatctt ccagtacgct ctacagatac aagccttaaa 
180 

gatggccttt tccatgaatt taagaaattt ggaaaagtaa cttcagtgca gatacatgga 
240 

acttcagaag agaggtatgg tctggtattc tttcggcagc aagaggacca agaaaaagcc 
300 

ttgactgcat caaaaggaaa acttttcttt ggcatgcaga ttgaagtaac agcatggata 
360 

ggtccagaaa cagaaagtga aaatgaattt cgccccttgg atgaaaggat agatgaattt 
420 

caccccaaag caacaagaac tctctttatt ggcaaccttg aaaaaaccac tacttaccat 
480 

gaccttcgca acatcttcca gcgctttgga gaaattgtgg atattgacat taagaaagta 

aatggagttc ctcagtatgc gtttctgcaa tactgtgata ttgctagcgt ttgtaaagct 
600 

attaagaaga tggatgggga atatcttgga aataatcgcc tcaagctggg ttttggaaag 

660 _ 
agcatgccta caaactgcgt gtggctagat gggctttctt cgaatgtgtc agatcagtat 

720 

ttaacacgac atttctgccg atatgggcct gtggtaaagg tggtgtttga ccgcttaaaa 
780 

ggcatggccc tggttctcta caatgaaatt gaatatgcac aagcagctgt aaaagagacc 
840 
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aaagggagga aaatcggtgg gaataaaatt aaggtggatt ttgcaaatcg ggaaagtcag 



900 



ctggcttttt atcactgcat ggagaaatct ggtcaagaca tcagagactt ttatgaaatg 



ttagccgaaa gaagagagga acgaagggca tcctacgact ataaccaaga tcgtacatat 
1020 

tatgagagtg ttcgaactcc aggcacttat cctgaggatt ccaggcggga ctatccagct 
1080 

cgagggagag agttttattc agaatgggaa acttaccaag gagactacta tgaatcacga 

tactacgatg atcctcggga atacagggat tacaggaatg atccttatga acaagatatt 
1200 

agggaatata gttacaggca aagggaacga gaaagagaac gtgaaagatt tgagtctgac 
1260 

cgggacagag accatgagag gaggccgatt gaacgaagtc aaagtcctgt tcacttgcga 
1320 

cgtccacaga gtcctggagc gtctccctct caggcagaga ggttgccgag tgattctgag 
1380 

aggaggcttt acagccgatc ctcagaccgg agtggaagct gtagctcact ctcccctcca 
1440 

agatatgaga aactggacaa gtctcgtttg gagcgctata caaaaaatga aaagacagat 
1500 

aaagaacgaa cttttgatcc ggagagagtg gagagagaga gacgcttaat acggaaggaa 

1560 u . 

aaagtggaaa aggacaaaac tgacaagcag aaacgcaaag gaaaggttca ctcccctagt 

1620 

tctcagtctt cagaaacgga ccaagaaaat gagcgagagc aaagccctga aaagcccagg 
1680 

agttgtaata aactgagcag agagaaagct gacaaagagg gaatagcgaa aaaccgcctg 
1740 

gaactcatgc cttgcgtggt tttgactcga gtgaaagaga aagagggaaa ggtcattgac 
1800 

cacactcctg tggaaaagtt gaaagccaag cttgataatg acactgtcaa atcttctgcc 
1860 

ctggaccaga aacttcaggt ctctcagacg gagcctgcaa aatctgactt gtctaaactg 

1920 fc ^ 

gaatcagtta gaatgaaagt accaaaggaa aaggggcttt caagccatgt tgaagtggtg 

1980 

gagaaggaag gcaggcttaa agccaggaag cacctcaagc ctgagcagcc tgcagatggg 
2040 

gtaagcgctg tggacctgga gaagctggaa gccaggaaaa ggcgctttgc agattccaat 
2100 

ttaaaagcag aaaagcaaaa accagaggtc aagaaaagca gtccagagat ggaggatgct 
2160 

cgcgtgcttt caaaaaagca gcctgacgtg tcctctagag aggtcattct gctgagggaa 
2220 

ggagaggctg aaagaaagcc tgtgaggaaa gaaattctta aaagagaatc taaaaaaatc 
2280 

aaaccggaca gacttaatac tgttgccagc cccaaagact gtcaggagct tgccagtatt 
2340 

Lctgttgggt ctggctcaag gcccagctca gacctacaag caagactggg agaactagca 
2400 

ggtgaatctg tggaaaatca agaagtccaa tcaaaaaagc ccattccctc aaaaccacag 
2460 
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ctcaaacagc tgcaggtatt agatgatcaa ggaccagaga gagaagacgt taggaaaaac 
2520 

tattgcagtc ttcgtgatga aacacctgaa cgtaaatcag gccaagagaa atcacattca 
2580 

gtaaatactg aagaaaaaat tggcattgac atcgatcaca cgcagagtta ccgaaaacaa 
2640 

atggaacaga gtcgtaggaa acagcagatg gaaatggaaa tagccaagtc tgagaagttt 
2700 

ggcagtccta aaaaagatgt agatgaatat gaaagacgta gcctcgttca cgaggtaggc 
2760 

aaaccccctc aagatgtcac tgatgactct cctcctagca aaaagaaaag gatggatcat 
2820 

gtcgattttg atatctgcac caagcgagaa cggaattaca gaagttcacg ccaaatcagc 
2880 

gaagattctg aaaggactgg tggttctccc agtgtccgac atggttcctt ccatgaagat 
2940 

gaggatccca taggctcccc taggctactg tcagtaaaag ggtctcctaa agtagatgaa 
30001 

aaagtcctcc cctattctaa cataacagtc agggaagagt ctttaaaatt taatccttat 
3060 

gattctagca ggagagaaca gatggcagat atggccaaaa taaaactatc tgtcttgaat 
3120 

tctgaagatg aactaaatcg ttgggactct cagatgaaac aggatgctgg cagatttgat 
3180 

gtgagtttcc caaacagcat aattaagaga gatagccttc gaaaaaggtc tgtacgagat 
3240 

ctggaacctg gtgaggtgcc ttctgattct gacgaagatg gtgaacacaa atcccactca 
3300 \ 

cccagagcct ctgcattata tgaaagttct cgattgtctt ttttattgag ggacagagaa 
3360 

gacaagctac gtgagcgaga tgaaagactc tctagttctt tagaaaggaa caaattttac 
3420 

tctttcgcat tggataagac aaccacacca gacactaaag ctttgcttga aagagctaaa 
3480 

tccctctctt catctcgtga agaaaattgg tcttttcttg attgggactc ccgatttgca 
3540 

aattttcgaa acaacaaaga taaagaaaag gttgactctg ctccaagacc tattccatcc 
3600 

tggtacatga aaaagaagaa aattaggact gattcagaag ggaaaatgga tgataagaaa 
3660 

gaggaccata aagaagaaga gcaagagagg caggaattgt ttgcttctcg ttttttacac 
3720 

agctcaatct ttgaacaaga ttccaagcga ttgcagcatc tagagagaaa agaggaagat 
3780 

tctgacttca tttctggtag gatctatggg aagcagacat ctgagggagc aaacagcaca 
3840 

actgattcca ttcaagaacc agtagttctg ttccatagca gatttatgga gctcacacgg 
3900 

atgcaacaga aaaaaaaaga aaaagaccag aaacccaaag aggttgagaa acaggaagat 
3960 

acagagaatc atcccaaaac cccagaatct gctcctgaga ataaagattc agaactgaaa 
4020 

actccacctt ccgttgggcc tccaagtgtc acagtcgtaa ctctagaatc agccccatca 
4080 
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gcactagaga agaccactgg tgacaaaacg gtagaggcgc ctttggtaac agaagagaag 



4140 



actgtggagc cagctaccgt ctcagaagaa gcaaagcctg catctgaacc tgctcctgcc 



4200 



cctgtggaac agctggaaca agtagacctg cccccaggag cagaccccga taaagaagct 



4260 



gccatgatgc ctgcgggtgt tgaggaaggt tcatcaggtg accagccgcc ttatctggat 



4320 



1 J <o u 

gccaagcctc caactcccgg ggcctcgttt tcccaggcag agagcaacgt agatccagag 



4380 



M J O V 

cctgacagta cccagccact ttcaaaacca gctcagaagt ctgaggaagc caatgagcca 



4440 



aaggccgaaa agccagacgc cactgcagat gctgagcctg atgcaaacca gaaagccgaa 



4500 



gctgctcctg agtctcagcc cccagcttct gaagatttag aggttgatcc tccagttgct 



4560 



gcaaaggata aaaagccaaa caaaagcaag cgttcaaaga cccctgttca ggcagctgca 



4620 



gtgagtatcg tggagaagcc cgtcacaagg aagagtgaga ggatagaccg ggaaaaactc 



4680 



aagcggtcca attctcctcg gggagaagca cagaagcttt tggaattgaa gatggaggca 



4740 



gagaagatta caaggactgc ttctaaaaac tctgctgcag accttgaaca tcccgaacca 



4800 



agtttgcctc tcagccgaac aaggcgccgg aatgtaagga gcgtctatgc aaccatgggt 



4860 



•* O O \J 

gaccatgaaa accgctctcc tgtcaaagag cccgttgagc aaccaagagt gaccagaaag 



4920 



agattggagc gagagcttca ggaggctgca gcggttccca ccacccctcg gaggggaagg 



4980 



cctccaaaga cacgccggcg agccgatgaa gaggaggaga acgaggccaa ggaacctgca 



5040 



gaaacaccca agccacctga gggatggcgg tcgccaaggt cccagaaaac tgcagctggt 



5100 



ggtggacccc aagggaaaaa gggaaaaaat gaaccgaagg tggatgctac acgtcctgag 



5160 



gccaccactg aggtgggccc ccaaataggc gtgaaagaga gctccatgga acccaaggct 



5220 



gctgaggagg aggcagggag tgaacagaaa cgtgacagaa aagatgctgg cacagacaaa 



5200 



aacccccctg aaaccgcccc tgttgaagtt gtagagaaaa aaccggcccc tgaaaaaaac 



5340 



tccaaatcaa agagaggaag atctcgaaac tccaggttag cagtggacaa atctgcaagt 



5400 



ctgaaaaatg tggatgctgc tgtcagtccc aggggggctg cagcacaggc aggggagagg 



5460 



( 



gaatctgggg tggtggcagt ctcccctgag aaaagtgaga gtccccaaaa ggaggatggt 



5520 



ttatcatccc agttgaaaag tgatccagtt gatccagaca aggaaccaga gaaagaagac 



55B0 



gtgtctgcct ctgggccgtc cccagaagcc acccagttag ccaagcagat ggagctggag 



5640 



caggccgtgg aacacatcgc aaagctcgct gaggcctctg cctctgctgc ctataaggca 
5700 
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gatgcaccag agggccttgc 
5760 

acagagctgg ctgcggccat 
5820 

ttcccagcac ctccacctta 
5880 

gcacaggcgc tgcagccttc 
5940 

ctggaaactg aggctgctac 
6000 

gccggcccaa cagataccaa 
6060 

ccagaagcca aagggtctaa 
6120 

cagaaaacaa cccgatcacg 
6180 

gagagccatg tccctgaatc 
6240 

acaacagtac agcaccccga 
6300 

actcctcctc agtcatgtac 
6360 

caagaaatca gtgttgagga 
6420 

ccacctcccc agccagcacc 
6480 

atcattgaaa gtgacccggt 
6540 

ccttctgtaa ctgcagcaaa 
6600 

agccccccta ctaaggtgac 
6660 

actccatctc cagctcttcc 
6720 

accctgagga agattctcat 
6780 

agtgtcacca cagccattgc 
6840 

cccccgccag ttgactctaa 
6900 

aactctgaga tacaagcctc 
6960 

gtcattgctc ccaaaattac 
7020 

aattcacaga agataacctt 
7080 

gcactcactg gcctggtgaa 
7140 

aagggctcag tgaccacact 
7200 

ctgaaagggc ctgtgaatgt 
7260 

gccacggtgg gcacagtgaa 
7320 



cccagaggac agggacaagc 
cggctccatc atcaatgaca 
tcctggagaa tcccagacag 
tgaggaagga atggagacag 
agaatcttct aggcctccag 
ggaagccaga ggaaatagca 
agaagtggaa gtcactcttg 
ccgcaagcga aacacaaaca 
caaccaagct caaggtgaga 
agccccacag gaagaaaagc 
ttctgaccta agcaagattc 
aaggactcca accaaagcat 
ggtggatgag gagcctcaag 
gaccccaccc agcgatccaa 
gctctcacct cctgtcgcct 
agagtggatc acaaggcagg 
cccagacaca aaggcctctg 
ggaccccaag tatgtgtctg 
agagcctgtc agtgctgccc 
aaagccttta gaagaaaaaa 
ggaggtgctg gtagctgctg 
ctctgttatt agccggatgc 
ggcaaaacca gctcctcaaa 
cgtctccctg gtcccggtga 
gaaaagtttg gtgagcaccc 
tcttacgggg ccagtgaatg 
tgccgcccca ggcacagtca 



ctgcacacca agcaagtgaa 
tttctgggga gccagaaaac 
atctgcaacc ccccgcaggt 
atgaggctgt atctggcatc 
tcaatgctcc tgacccctca 
gtgaaacctc acactcagtg 
ttcggaaaga caaagggcgc 
agaaagtggt ggctcctgta 
gtcctgctgc aaatgagggg 
agagtgagaa accccattcc 
cctccacaga gaattcgtcc 
ctgtgccccc agaccttccc 
ccaggttcag ggtgcattcc 
gcatccccat acccacactg 
ctggggggat cccacaccag 
aggagccacg ggctcagtct 
atgttgacac cagctccagc 
ccacaagtgt cacttccaca 
cttgcctaca tgaggccccg 
cagcacctcc agtgacaaac 
acaaggaaaa ggtggctcca 
ctgtcagcat tgacctggaa 
ccctcactgg tctggtgagc 
atgccctgaa aggccccgtg 
ctgctgggcc cgtgaacgtc 
ttctcaccac tccagtgaac 
atgccgctgc gagtgcagtg 
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aatgccacag caagtgcagt gaccgtcaca gcgggtgcgg ttactgctgc atctggtggt 
7380 

gtaacggcca caacaggcac ggtgacaatg gcaggggcag tgattgcgcc gtcaacaaag 
7440 

tgcaaacaga gagcgagtgc taatgaaaac agtcggttcc acccagggtc catgcctgtg 
7500 

atcgacgatc gtccggcaga cgcgggctca ggggcggggc tgcgtgtgaa cacttctgaa 
7560 

ggggttgtgc tcctgagtta ctcagggcag aagaccgaag gcccacagcg gatcagcgcc 
7620 

aagatcagcc agatcccccc ggccagtgca atggacattg aatttcagca gtcagtgtcc 
7680 

aagtcccagg tcaaacctga ttctgtcaca gcatcgcagc ctccatccaa aggccctcaa 
7740 

gctcctgcag gctatgcgaa cgtggccacc cattccacgt tggtactgac cgcccagaca 
7800 

tataatgcct ctcctgtgat ttcgtctgtg aaggccgata ggccatcctt ggagaagccc 
7860 

gagcccattc acctctcggt gtccacgcct gtcacccagg gaggcacagt gaaggttctc 
7920 

acccagggga tcaacacacc ccctgtgctg gttcacaacc agctggtcct caccccaagc 
7980 

attgtcacca caaacaagaa gcttgctgac cccgtcaccc ttaaaatcga gaccaaggtc 
8040 

cttcagccgg ccaacctggg gtccacgctc acgccccacc accctcctgc tctgcccagc 
8100 

aaactgccta cagaagtcaa ccatgtcccc tcggggccca gcatcccagc agatcgaact 
8160 

gtctcccatt tggcagctgc aaagctagat gctcattctc ctcgaccaag tggacccggg 
8220 

ccatcctcat tcccaagggc aagccacccc agcagtactg catctacggc gctctccacc 
8280 

aacgccacag tcatgctggc tgcaggcatc ccagtgcccc agttcatctc cagcatccac 
8340 

ccagagcagt ctgtcatcat gccaccccac agcatcaccc agactgtgtc cctgagccac 
8400 

ctcccccagg gcgaggtgag aatgaacact cccacgctgc ccagtatcac ctacagcatc 
8460 

cggccagaag cgcttcactc tcctcgggct ccgctgcagc cccagcaaat agaggtcagg 
B520 

gccccacagc gtgccagcac cccgcagcca gccccagctg gtgtgcctgc actggcctcc 
8580 

cagcaccctc ccgaggagga agtgcattat caccttcctg tcgctcgagc cacagcccct 
8640 

gtgcagtcag aggtactagt catgcagtct gagtaccgac tgcaccccta tactgtgcca 
8700 

cgggatgtga ggatcatggt gcatccacat gtgacggcag tcagcgagca gcccagggcc 
8760 

gcggatgggg tggtgaaggt gccaccagcc agcaaggccc ctcagcagcc agggaaggaa 
8B20 

gctgccaaga caccagatgc caaagctgcc cccaccccca cccctgcccc cgtccctgtc 
8880 

cctgtccccc ttcctgcccc tgctcctgcc cctcatggtg aggcccgtat cctcacagtt 
894 0 



3696 



WO 00/58473 



PCT/USOO/08621 



acccccagta accaacccca ggggctgccc ctgacccctc ctgtggtggt gacccatggg 



9000 



gtgcagattg tgcactccag cggggagctg tttcaagagt accggtacgg cgacatccgc 



9060 

acctaccacc ccccggccca gctcacacac actcagtttc ocgccgcttc ctctgttggc 

ctgcctcccc ggaccaagac agctgctcag ggccctcctc ctgaaggtga gcccctgcag 
9180 

cctcctcagc ctgtgcagtc cacacagcct gcccagcctg caccaccctg cccgccctcc 
9240 

cagctcggtc agcccggcca gccaccaagc agcaagatgc ctcaagtgtc ccaggaggca 
9300 

aaggggaccc agacgggagt agagcagcct cgcctcccag ctggacctgc aaacaggcca 
9360 

cctgagcctc acacccaggt tcagagggca caagcagaaa caggcccgac ttccttcccc 

tcccctgtgt ctgtctccat gaagcctgac cttccagtct ctcttcccac tcagactgcc 

9480 . . 

ccaaaacagc cgttgtttgt cccaacaacc tctggcccca gcaccccacc aggactggtt 

9540 

ctgccacaca ctgaattcca gccagccccc aaacaagatt cctctccaca cctgacttcc 
9600 

cagagacccg tggatatggt tcaacttctg aagaagtacc ccatcgtgtg gcagggcctg 
9660 

ctggccctca agaatgacac agctgctgtg cagctccact tcgtctctgg caacaacgtc 
9720 

ctggcccatc ggtccctgcc cctttctgaa ggagggcccc cactaaggat cgcccagagg 
9780 

atgcggctgg aggcaacgca gctggaaggg gttgcccgaa ggatgacgct ggcctctgcc 

tcagtggaga cagattactg tctgctgctg gctctgccct gtggccgtga ccaagaggat 
9900 

gttgtgagcc agaccgagtc cctcaaggct gccttcatca cttacctgca ggccaagcag 
9960 

gcggcaggga tcatcaacgt tcccaaccct ggctccaatc agcctgccta cgtgctgcag 

10020 ^ ^ 

atcttcccgc cctgtgagtt ctctgagagt cacctgtccc gcctggcccc tgacctcctt 

10080 

gccagcatct ccaacatctc tccccacctc atgattgtca ttgcctccgt gtgagccact 
10140 

gagtggttat cacctcagtg aatcttccca gggctctgca gtaaaaacaa aggacaaccc 
10200 

agccaagcag aggaagaagc tgccgaaggg gacagactcc actgccagac ggccagccgt 
10260 

ttgctgtcct gccgcccggc tcagtcggcc agacttcctc taggagtggt gctgctacct 
10320 

tgtatgttta cataatgctt tagcccaagg acacatcacc aacccatgga ctcgcagaca 
10380 

ccggggctgg gtttctcttt cctctttttg gagaaaagga acagggcagt ggaatgaaaa 
10440 

ttttttgttt gtttgttttt aagaaacaag aaaacagaac tgcctttgca ctaaattagt 
10500 

gacttggact tttgcccagt gaagacaggc tgtgacactc tggatgtctt ggtgtgtgta 
10560 
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gacacacatt gcagactctt aacgcaggaa ggacttcaaa cttctgctga gaccttgggg 



10620 



tcaaggaaca tttcactggt tttttttgtc cacccccatc tcccttgctc atttggatgc 



10680 



gtcaccttaa ttctcctgct gccaccgtct ttgattcacc gggatgtaca gtttacagtt 



10740 



gaagagcaaa cagaaaggtt ttctcttggt gggatatgca gaacttggga tgtgtgtata 



10800 



tataaatata taatatatat aaatatatat aatactgact taaaaaatca aatcccccga 



10860 



catacgtttt ttttaatctg tgccaaaaat gtgttttcag aggaaatctt attttcatat 



10920 



-L. \-l J \J 

tcagactttg tattgcccac tcatttgtat aagtgcgctt cggtacagca cgggtcctgc 



10980 



tcccgcgatg tggaagtgtc acacggcacc tgtacaaaaa gactggctaa cccctcttcc 



11040 



tattaccttg atctcttccc ccaacttcct aacacttatt aatttatgaa actgtttttc 



11100 

tcagcgcagt tttgttttgt gtgtccattg gattacaaac tttattaaaa aatataaaac 
11160 

acaccaagtg tgagtgtgat tgtcacttgg gtgggaagac gaaccatggg tccttggctt 
11220 

atgggaacag tcagccctca tcccgctttt gctccccatg ccaagtctgt acatgggaac 
11280 

tgtttccctt ctgcctccta gtcagtcagt cctcctcccc aaggataatt ttatcttgta 
11340 

caaaggagat ttttgtcacg gacactgaac ttaaccattt ctcactcttg tggtgtcttc 
11400 

agagtcctaa ctggttctta ggtaatgtgg aaggaaggca cttccaattt tgatacagaa 
11460 

tataaccaca ccccatgcca tctcagaaac attttagcaa gctttggttt cttgtctctc 
11520 

tcttgccccc tcttcccttc tcccagtgtg aagcaggctg actcctgcag aggcagtggc 
11580 

ctgctggagc cctgggggct catttgatcc cgtctctgcc tccagacagg agaatgggag 
11640 

ttggggacag gcttcccctg cagctggatt ctctagaagc 
11680 

<210> 4510 

<211> 3266 

<212> PRT 

<213> Homo sapiens 

<400> 4510 

Met Gin lie Glu Val Thr Ala Trp He Gly Pro Glu Thr Glu Ser Glu 

15 10 15 

Asn Glu Phe Arg Pro Leu Asp Glu Arg He Asp Glu Phe His Pro Lys 

20 25 30 

Ala Thr Arg Thr Leu Phe He Gly Asn Leu Glu Lys Thr Thr Thr Tyr 

35 40 45 

His Asp Leu Arg Asn He Phe Gin Arg Phe Gly Glu He Val Asp He 

50 55 60 

Asp He Lys Lys Val Asn Gly Val Pro Gin Tyr Ala Phe Leu Gin Tyr 
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65 70 75 80 

Cys Asp He Ala Ser Val Cys Lys Ala He Lys Lys Met Asp Gly Glu 

85 90 95 

Tyr Leu Gly Asn Asn Arg Leu Lys Leu Gly Phe Gly Lys Ser Met Pro 

100 105 HO 

Thr Asn Cys Val Trp Leu Asp Gly Leu Ser Ser Asn Val Ser Asp Gin 

X15 120 125 

Tyr Leu Thr Arg His Phe Cys Arg Tyr Gly Pro Val Val Lys Val Val 

130 135 140 

Phe Asp Arg Leu Lys Gly Met Ala Leu Val Leu Tyr Asn Glu He Glu 
145 150 155 160 

Tyr Ala Gin Ala Ala Val Lys Glu Thr Lys Gly Arg Lys He Gly Gly 

165 170 175 

Asn Lys He Lys Val Asp Phe Ala Asn Arg Glu Ser Gin Leu Ala Phe 

180 185 190 

Tyr His Cys Met Glu Lys Ser Gly Gin Asp He Arg Asp Phe Tyr Glu 

195 200 205 

Met Leu Ala Glu Arg Arg Glu Glu Arg Arg Ala Ser Tyr Asp Tyr Asn 

210 215 220 

Gin Asp Arg Thr Tyr Tyr Glu Ser Val Arg Thr Pro Gly Thr Tyr Pro 
225 230 235 240 

Glu Asp Ser Arg Arg Asp Tyr Pro Ala Arg Gly Arg Glu Phe Tyr Ser 

245 250 255 

Glu Trp Glu Thr Tyr Gin Gly Asp Tyr Tyr Glu Ser Arg Tyr Tyr Asp 

260 265 270 

Asp Pro Arg Glu Tyr Arg Asp Tyr Arg Asn Asp Pro Tyr Glu Gin Asp 

275 280 285 

He Arg Glu Tyr Ser Tyr Arg Gin Arg Glu Arg Glu Arg Glu Arg Glu 

290 295 300 

Arg Phe Glu Ser Asp Arg Asp Arg Asp His Glu Arg Arg Pro He Glu 
305 310 315 320 

Arg Ser Gin Ser Pro Val His Leu Arg Arg Pro Gin Ser Pro Gly Ala 

325 330 335 

Ser Pro Ser Gin Ala Glu Arg Leu Pro Ser Asp Ser Glu Arg Arg Leu 

340 345 350 

Tyr Ser Arg Ser Ser Asp Arg Ser Gly Ser Cys Ser Ser Leu Ser Pro 

355 360 365 

Pro Arg Tyr Glu Lys Leu Asp Lys Ser Arg Leu Glu Arg Tyr Thr Lys 

370 375 380 

Asn Glu Lys Thr Asp Lys Glu Arg Thr Phe Asp Pro Glu Arg Val Glu 
385 390 395 400 

Arg Glu Arg Arg Leu He Arg Lys Glu Lys Val Glu Lys Asp Lys Thr 

405 410 415 

Asp Lys Gin Lys Arg Lys Gly Lys Val His Ser Pro Ser Ser Gin Ser 

420 425 430 

Ser Glu Thr Asp Gin Glu Asn Glu Arg Glu Gin Ser Pro Glu Lys Pro 

435 440 445 

Arg Ser Cys Asn Lys Leu Ser Arg Glu Lys Ala Asp Lys Glu Gly He 

450 455 460 

Ala Lys Asn Arg Leu Glu Leu Met Pro Cys Val Val Leu Thr Arg Val 
465 470 475 480 

Lys Glu Lys Glu Gly Lys Val He Asp His Thr Pro Val Glu Lys Leu 

485 490 495 

Lys Ala Lys Leu Asp Asn Asp Thr Val Lys Ser Ser Ala Leu Asp Gin 
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500 505 510 

Lys Leu Gin Val Ser Gin Thr Glu Pro Ala Lys Ser Asp Leu Ser Lys 

515 520 525 

Leu Glu Ser Val Arg Met Lys Val Pro Lys Glu Lys Gly Leu Ser Ser 

530 535 540 

His Val Glu Val Val Glu Lys Glu Gly Arg Leu Lys Ala Arg Lys His 
545 550 555 560 

Leu Lys Pro Glu Gin Pro Ala Asp Gly Val Ser Ala Val Asp Leu Glu 

565 570 575 

Lys Leu Glu Ala Arg Lys Arg Arg Phe Ala Asp Ser Asn Leu Lys Ala 

580 585 590 

Glu Lys Gin Lys Pro Glu Val Lys Lys Ser Ser Pro Glu Met Glu Asp 

595 600 60S 

Ala Arg Val Leu Ser Lys Lys Gin Pro Asp Val Ser Ser Arg Glu Val 

610 615 620 

He Leu Leu Arg Glu Gly Glu Ala Glu Arg Lys Pro Val Arg Lys Glu 
625 630 635 640 

He Leu Lys Arg Glu Ser Lys Lys He Lys Leu Asp Arg Leu Asn Thr 

645 650 655 

Val Ala Ser Pro Lys Asp Cys Gin Glu Leu Ala Ser lie Ser Val Gly 

660 665 670 

Ser Gly Ser Arg Pro Ser Ser Asp Leu Gin Ala Arg Leu Gly Glu Leu 

675 680 685 

Ala Gly Glu Ser Val Glu Asn Gin Glu Val Gin Ser Lys Lys Pro He 

690 695 700 

Pro Ser Lys Pro Gin Leu Lys Gin Leu Gin Val Leu Asp Asp Gin Gly 
705 710 715 720 

Pro Glu Arg Glu Asp Val Arg Lys Asn Tyr Cys Ser Leu Arg Asp Glu 

725 730 735 

Thr Pro Glu Arg Lys Ser Gly Gin Glu Lys Ser His Ser Val Asn Thr 

740 745 750 

Glu Glu Lys He Gly He Asp He Asp His Thr Gin Ser Tyr Arg Lys 

755 760 765 / 

Gin Met Glu Gin Ser Arg Arg Lys Gin Gin Met Glu Met Glu He Ala 

770 775 780 

Lys Ser Glu Lys Phe Gly Ser Pro Lys Lys Asp Val Asp Glu Tyr Glu 
785 790 795 800 

Arg Arg Ser Leu Val His Glu Val Gly Lys Pro Pro Gin Asp Val Thr 

805 810 815 

Asp Asp Ser Pro Pro Ser Lys Lys Lys Arg Met Asp His Val Asp Phe 

820 825 830 

Asp He Cys Thr Lys Arg Glu Arg Asn Tyr Arg Ser Ser Arg Gin He 

835 840 845 

Ser Glu Asp Ser Glu Arg Thr Gly Gly Ser Pro Ser Val Arg His Gly 

850 855 860 

Ser Phe His Glu Asp Glu Asp Pro He Gly Ser Pro Arg Leu Leu Ser 
865 870 B75 880 

Val Lys Gly Ser Pro Lys Val Asp Glu Lys Val Leu Pro Tyr Ser Asn 

885 890 895 

He Thr Val Arg Glu Glu Ser Leu Lys Phe Asn Pro Tyr Asp Ser Ser 

900 905 910 

Arg Arg Glu Gin Met Ala Asp Met Ala Lys He Lys Leu Ser Val Leu 

915 920 925 

Asn Ser Glu Asp Glu Leu Asn Arg Trp Asp Ser Gin Met Lys Gin Asp 
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930 








935 








940 








Ala Gly Arg 


Phe Asp 


Val 


Ser 


Phe Pro 


Asn 


Ser 


lie 


He Lys 


Arg 


ASp 


945 








950 








955 








960 


Ser 


Leu 


Arg 


Lys Arg 


Ser 


Val 


Arg Asp 


Leu 


Glu 


Pro Gly Glu 


Val 


Pro 






965 








97 0 








975 




Ser 


Asp 


Ser 


Asp Glu Asp 


Gly 


Glu His 


Lys 


Ser 


His 


Ser Pro 


Arg 


Ala 






980 






985 








990 






Ser 


Ala 


Leu 


Tyr Glu 


Ser 


Ser 


Arg Leu 


Ser 


Phe 


Leu 


Leu Arg 


Asp 


Arg 






995 








1000 








1005 






Glu 


Asp 


Lys 


Leu Arg 


Glu 


Arg 


Asp Glu Arg 


Leu 


Ser 


Ser Ser 


Leu 


Glu 




1010 






1015 






1020 






Arg 


Asn 


Lys 


Phe Tyr 


Ser 


Phe 


Ala Leu 


Asp 


Lys 


Thr 


He Thr 


Pro 


Asp 


1025 




1030 






1035 






1040 


Thr 


Lys 


Ala 


Leu Leu 


Glu 


Arg 


Ala Lys 


Ser 


Leu 


Ser 


Ser Ser 


Arg 


Glu 






1045 






1050 






1055 


Glu 


Asn 


Trp 


Ser Phe 


Leu 


ASp 


Trp Asp 


Ser 


Arg 


Phe 


Ala Asn 


Phe 


Arg 






1060 






1065 






1070 




Asn 


Asn 


Lys 


Asp Lys 


Glu 


Lys 


Val Asp 


Ser 


Ala 


Pro 


Arg Pro 


He 


Pro 



1075 3.0B0 
Ser Trp Tyr Met Lys Lys Lys Lys He Arg Thr Asp Ser Glu Gly Lys 

1090 1095 HOO 

Met Asp Asp Lys Lys Glu Asp His Lys Glu Glu Glu Gin Glu Arg Gin 
1105 H10 H15 1120 

Glu Leu Phe Ala Ser Arg Phe Leu His Ser Ser He Phe Glu Gin Asp 

1125 H30 H35 

Ser Lys Arg Leu Gin His Leu Glu Arg Lys Glu Glu Asp Ser Asp Phe 

1140 H45 H50 

He Ser Gly Arg He Tyr Gly Lys Gin Thr Ser Glu Gly Ala Asn Ser 

1155 1160 H65 

Thr Thr Asp Ser He Gin Glu Pro Val Val Leu Phe His Ser Arg Phe 

1170 H75 1180 

Met Glu Leu Thr Arg Met Gin Gin Lys Lys Lys Glu Lys Asp Gin Lys 
1185 H90 H95 1200 

Pro Lys Glu Val Glu Lys Gin Glu Asp Thr Glu Asn His Pro Lys Thr 

1205 1210 1215 

Pro Glu Ser Ala Pro Glu Asn Lys Asp Ser Glu Leu Lys Thr Pro Pro 

1220 1225 1230 

Ser Val Gly Pro Pro Ser Val Thr Val Val Thr Leu Glu Ser Ala Pro 

1235 1240 1245 

Ser Ala Leu Glu Lys Thr Thr Gly Asp Lys Thr Val Glu Ala Pro Leu 

1250 1255 1260 

Val Thr Glu Glu Lys Thr Val Glu Pro Ala Thr Val Ser Glu Glu Ala 
1265 1270 1275 1280 

Lys Pro Ala Ser Glu Pro Ala Pro Ala Pro Val Glu Gin Leu Glu Gin 

1285 1290 1295 

Val Asp Leu Pro Pro Gly Ala Asp Pro Asp Lys Glu Ala Ala Met Met 

1300 1305 1310 

Pro Ala Gly Val Glu Glu Gly Ser Ser Gly Asp Gin Pro Pro Tyr Leu 

1315 1320 1325 

Asp Ala Lys Pro Pro Thr Pro Gly Ala Ser Phe Ser Gin Ala Glu Ser 

1330 1335 1340 

Asn Val Asp Pro Glu Pro Asp Ser Thr Gin Pro Leu Ser Lys Pro Ala 
1345 1350 1355 1360 

Gin Lys Ser Glu Glu Ala Asn Glu Pro Lys Ala Glu Lys Pro Asp Ala 
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1365 1370 1375 

Thr Ala Asp Ala Glu Pro Asp Ala Asn Gin Lys Ala Glu Ala Ala Pro 

1380 1385 1390 

Glu Ser Gin Pro Pro Ala Ser Glu Asp Leu Glu Val Asp Pro Pro Val 

1395 1400 1405 

Ala Ala Lys Asp Lys Lys Pro Asn Lys Ser Lys Arg Ser Lys Thr Pro 

1410 1415 1420 

Val Gin Ala Ala Ala Val Ser He Val Glu Lys Pro Val Thr Arg Lys 
1425 1430 1435 1440 

Ser Glu Arg He Asp Arg Glu Lys Leu Lys Arg Ser Asn Ser Pro Arg 

1445 1450 1455 

Gly Glu Ala Gin Lys Leu Leu Glu Leu Lys Met Glu Ala Glu Lys He 

1460 1465 1470 

Thr Arg Thr Ala Ser Lys Asn Ser Ala Ala Asp Leu Glu His Pro Glu 

1475 1480 1485 

Pro Ser Leu Pro Leu Ser Arg Thr Arg Arg Arg Asn Val Arg Ser Val 

1490 1495 1500 

Tyr Ala Thr Met Gly Asp His Glu Asn Arg Ser Pro Val Lys Glu Pro 
1505 1510 'lSlS 1520 

Val Glu Gin Pro Arg Val Thr Arg Lys Arg Leu Glu Arg Glu Leu Gin 

1525 1530 1535 

Glu Ala Ala Ala Val Pro Thr Thr Pro Arg Arg Gly Arg Pro Pro Lys 

1540 1545 1550 

Thr Arg Arg Arg Ala Asp Glu Glu Glu Glu Asn Glu Ala Lys Glu Pro 

1555 1560 1565 

Ala Glu Thr Leu Lys Pro Pro Glu Gly Trp Arg Ser Pro Arg Ser Gin 

1570 1575 1580 

Lys Thr Ala Ala Gly Gly Gly Pro Gin Gly Lys Lys Gly Lys Asn Glu 
1585 1590 1595 1600 

Pro Lys Val Asp Ala Thr Arg Pro Glu Ala Thr Thr Glu Val Gly Pro 

1605 1610 1615 

Gin He Gly Val Lys Glu Ser Ser Met Glu Pro Lys Ala Ala Glu Glu 

1620 1625 1630 

Glu Ala Gly Ser Glu Gin Lys Arg Asp Arg Lys Asp Ala Gly Thr Asp 

1635 1640 1645 

Lys Asn Pro Pro Glu Thr Ala Pro Val Glu Val Val Glu Lys Lys Pro 

1650 1655 1660 

Ala Pro Glu Lys Asn Ser Lys Ser Lys Arg Gly Arg Ser Arg Asn Ser 
1665 1670 1675 1680 

Arg Leu Ala Val Asp Lys Ser Ala Ser Leu Lys Asn Val Asp Ala Ala 

1685 1690 1695 

Val Ser Pro Arg Gly Ala Ala Ala Gin Ala Gly Glu Arg Glu Ser Gly 

1700 1705 1710 

Val Val Ala Val Ser Pro Glu Lys Ser Glu Ser Pro Gin Lys Glu Asp 

1715 1720 1725 

Gly Leu Ser Ser Gin Leu Lys Ser Asp Pro Val Asp Pro Asp Lys Glu 

1730 1735 1740 

Pro Glu Lys Glu Asp Val Ser Ala Ser Gly Pro Ser Pro Glu Ala Thr 
1745 1750 1755 1760 

Gin Leu Ala Lys Gin Met Glu Leu Glu Gin Ala Val Glu His He Ala 

1765 1770 1775 

Lys Leu Ala Glu Ala Ser Ala Ser Ala Ala Tyr Lys Ala Asp Ala Pro 

1780 1785 1790 

Glu Gly Leu Ala Pro Glu Asp Arg Asp Lys Pro Ala His Gin Ala Ser 
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1795 1800 1805 

Glu Thr Glu Leu Ala Ala Ala He Gly Ser He He Asn Asp He Ser 

1810 1815 1820 

Gly Glu Pro Glu Asn Phe Pro Ala Pro Pro Pro Tyr Pro Gly Glu Ser 
1825 1830 1835 1840 

Gin Thr Asp Leu Gin Pro Pro Ala Gly Ala Gin Ala Leu Gin Pro Ser 

1845 1850 1855 

Glu Glu Gly Met Glu Thr Asp Glu Ala Val Ser Gly He Leu Glu Thr 

I860 1865 1870 

Glu Ala Ala Thr Glu Ser Ser Arg Pro Pro Val Asn Ala Pro Asp Pro 

1875 1880 1885 

Ser Ala Gly Pro Thr Asp Thr Lys Glu Ala Arg Gly Asn Ser Ser Glu 

1890 1895 1900 

Thr Ser His Ser Val Pro Glu Ala Lys Gly Ser Lys Glu Val Glu Val 
1905 1910 1915 1920 

Thr Leu Val Arg Lys Asp Lys Gly Arg Gin Lys Thr Thr Arg Ser Arg 

1925 1930 1935 

Arg Lys Arg Asn Thr Asn Lys Lys Val Val Ala Pro Val Glu Ser His 

1940 1945 1950 

Val Pro Glu Ser Asn Gin Ala Gin Gly Glu Ser Pro Ala Ala Asn Glu 

1955 1960 1965 

Gly Thr Thr Val Gin His Pro Glu Ala Pro Gin Glu Glu Lys Gin Ser 

1970 1975 1980 

Glu Lys Pro His Ser Thr Pro Pro Gin Ser Cys Thr Ser Asp Leu Ser 
1985 1990 1995 2000 

Lys He Pro Ser Thr Glu Asn Ser Ser Gin Glu He Ser Val Glu Glu 

2005 2010 2015 

Arg Thr Pro Thr Lys Ala Ser Val Pro Pro Asp Leu Pro Pro Pro Pro 

2020 2025 2030 

Gin Pro Ala Pro Val Asp Glu Glu Pro Gin Ala Arg Phe Arg Val His 

2035 2040 2045 

Ser He He Glu Ser Asp Pro Val Thr Pro Pro Ser Asp Pro Ser He 

2050 2055 2060 

Pro He Pro Thr Leu Pro Ser Val Thr Ala Ala Lys Leu Ser Pro Pro 
2065 2070 2075 2080 

Val Ala Ser Gly Gly He Pro His Gin Ser Pro Pro Thr Lys Val Thr 

2085 2090 2095 

Glu Trp He Thr Arg Gin Glu Glu Pro Arg Ala Gin Ser Thr Pro Ser 

2100 2105 2110 

Pro Ala Leu Pro Pro Asp Thr Lys Ala Ser Asp Val Asp Thr Ser Ser 

2115 2120 2125 

Ser Thr Leu Arg Lys He Leu Met Asp Pro Lys Tyr Val Ser Ala Thr 

2130 2135 2140 

Ser Val Thr Ser Thr Ser Val Thr Thr Ala He Ala Glu Pro Val Ser 
2145 2150 "2155 2160 

Ala Ala Pro Cys Leu His Glu Ala Pro Pro Pro Pro Val Asp Ser Lys 
2165 2170 2175 

Lys Pro Leu Glu Glu Lys Thr Ala Pro Pro Val Thr Asn Asn Ser Glu 

2180 2185 2190 

He Gin Ala Ser Glu Val Leu Val Ala Ala Asp Lys Glu Lys Val Ala 

2195 2200 2205 

Pro Val He Ala Pro Lys He Thr Ser Val He Ser Arg Met Pro Val 

2210 2215 2220 

Ser He Asp Leu Glu Asn Ser Gin Lys He Thr Leu Ala Lys Pro Ala 
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2225 2230 2235 2240 

Pro Gin Thr Leu Thr Gly Leu Val Ser Ala Leu Thr Gly Leu Val Asn 

2245 2250 2255 

Val Ser Leu Val Pro Val Asn Ala Leu Lys Gly Pro Val Lys Gly Ser 

2260 2265 2270 

Val Thr Thr Leu Lys Ser Leu Val Ser Thr Pro Ala Gly Pro Val Asn 

2275 2280 2285 

Val Leu Lys Gly Pro Val Asn Val Leu Thr Gly Pro Val Asn Val Leu 

2290 2295 2300 

Thr Thr Pro Val Asn Ala Thr Val Gly Thr Val Asn Ala Ala Pro Gly 
2305 2310 2315 2320 

Thr Val Asn Ala Ala Ala Ser Ala Val Asn Ala Thr Ala Ser Ala Val 

2325 2330 2335 

Thr Val Thr Ala Gly Ala Val Thr Ala Ala Ser Gly Gly Val Thr Ala 

2340 2345 2350 

Thr Thr Gly Thr Val Thr Met Ala Gly Ala Val lie Ala Pro Ser Thr 

2355 2360 2365 

Lys Cys Lys Gin Arg Ala Ser Ala Asn Glu Asn Ser Arg Phe His Pro 

2370 2375 2380 

Gly Ser Met Pro Val lie Asp Asp Arg Pro Ala Asp Ala Gly Ser Gly 
2385 2390 2395 2400 

Ala Gly Leu Arg Val Asn Thr Ser Glu Gly Val Val Leu Leu Ser Tyr 

2405 2410 2415 

Ser Gly Gin Lys Thr Glu Gly Pro Gin Arg lie Ser Ala Lys lie Ser 

2420 2425 2430 

Gin lie Pro Pro Ala Ser Ala Met Asp He Glu Phe Gin Gin Ser Val 

2435 2440 2445 

Ser Lys Ser Gin Val Lys Pro Asp Ser Val Thr Ala Ser Gin Pro Pro 

2450 " 2455 2460 

Ser Lys Gly Pro Gin Ala Pro Ala Gly Tyr Ala Asn Val Ala Thr His 
2465 2470 2475 2480 

Ser Thr Leu Val Leu Thr Ala Gin Thr Tyr Asn Ala Ser Pro Val He 

2485 2490 2495 

Ser Ser Val Lys Ala Asp Arg Pro Ser Leu Glu Lys Pro Glu Pro He 

2500 2505 2510 

His Leu Ser Val Ser Thr Pro Val Thr Gin Gly Gly Thr Val Lys Val 

2515 2520 2525 

Leu Thr Gin Gly He Asn Thr Pro Pro Val Leu Val His Asn Gin Leu 

2530 2535 2540 

Val Leu Thr Pro Ser He Val Thr Thr Asn Lys Lys Leu Ala Asp Pro 
2545 2550 2555 2560 

Val Thr Leu Lys He Glu Thr Lys Val Leu Gin Pro Ala Asn Leu Gly 

256S 2570 2575 

Ser Thr Leu Thr Pro His His Pro Pro Ala Leu Pro Ser Lys Leu Pro 

2580 2585 2590 

Thr Glu Val Asn His Val Pro Ser Gly Pro Ser He Pro Ala Asp Arg 

2595 2600 2605 

Thr Val Ser His Leu Ala Ala Ala Lys Leu Asp Ala His Ser Pro Arg 

2610 2615 2620 

Pro Ser Gly Pro Gly Pro Ser Ser Phe Pro Arg Ala Ser His Pro Ser 
2625 2630 2635 2640 

Ser Thr Ala Ser Thr Ala Leu Ser Thr Asn Ala Thr Val Met Leu Ala 

2645 2650 2655 

Ala Gly He Pro Val Pro Gin Phe He Ser Ser He His Pro Glu Gin 
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2660 2665 2670 

Ser Val He Met Pro Pro His Ser He Thr Gin Thr Val Ser Leu Ser 

2675 2680 2685 

His Leu Ser Gin Gly Glu Val Arg Met Asn Thr Pro Thr Leu Pro Ser 

2690 2695 2700 

He Thr Tyr Ser He Arg Pro Glu Ala Leu His Ser Pro Arg Ala Pro 
2705 2710 2715 2720 

Leu Gin Pro Gin Gin He Glu Val Arg Ala Pro Gin Arg Ala Ser Thr 

2725 2730 2735 

Pro Gin Pro Ala Pro Ala Gly Val Pro Ala Leu Ala Ser Gin His Pro 

2740 2745 2750 

Pro Glu Glu Glu Val His Tyr His Leu Pro Val Ala Arg Ala Thr Ala 

2755. 2760 2765 

Pro Val Gin Ser Glu Val Leu Val Met Gin Ser Glu Tyr Arg Leu His 

2770 2775 2780 

Pro Tyr Thr Val Pro Arg Asp Val Arg He Met Val His Pro His Val 
2785 2790 2795 2800 

Thr Ala Val Ser Glu Gin Pro Arg Ala Ala Asp Gly Val Val Lys Val 

2805 ) 2810 2815 

Pro Pro Ala Ser Lys Ala Pro Gin Gin Pro Gly Lys Glu Ala Ala Lys 

2820 2825 2830 

Thr Pro Asp Ala Lys Ala Ala Pro Thr Pro Thr Pro Ala Pro Val Pro 

2835 2840 2845 

Val Pro Val Pro Leu Pro Ala Pro Ala Pro Ala Pro His Gly Glu Ala 

2850 2855 2860 

Arg He Leu Thr Val Thr Pro Ser Asn Gin Leu Gin Gly Leu Pro Leu 
286S 2870 2875 2880 

Thr Pro Pro Val Val Val Thr His Gly Val Gin He Val His Ser Ser 

2885 2890 2895 

Gly Glu Leu Phe Gin Glu Tyr Arg Tyr Gly Asp He Arg Thr Tyr His 

2900 2905 2910 

Pro Pro Ala Gin Leu Thr His Thr Gin Phe Pro Ala Ala Ser Ser Val 

2915 2920 2925 

Gly Leu Pro Ser Arg Thr Lys Thr Ala Ala Gin Gly Pro Pro Pro Glu 

2930 2935 2940 

Gly Glu Pro Leu Gin Pro Pro Gin Pro Val Gin Ser Thr Gin Pro Ala 
2945 2950 2955 2960 

Gin Pro Ala Pro Pro Cys Pro Pro Ser Gin Leu Gly Gin Pro Gly Gin 

2965 2970 2975 

Pro Pro Ser Ser Lys Met Pro Gin Val Ser Gin Glu Ala Lys Gly Thr 

2980 2985 2990 

Gin Thr Gly Val Glu Gin Pro Arg Leu Pro Ala Gly Pro Ala Asn Arg 

2995 3000 3005 

Pro Pro Glu Pro His Thr Gin Val Gin Arg Ala Gin Ala Glu Thr Gly 

3010 3015 3020 

Pro Thr Ser Phe Pro Ser Pro Val Ser Val Ser Met Lys Pro Asp Leu 
3025 3030 3035 3040 

Pro Val Ser Leu Pro Thr Gin Thr Ala Pro Lys Gin Pro Leu Phe Val 

3045 3050 3055 

Pro Thr Thr Ser Gly Pro Ser Thr Pro Pro Gly Leu Val Leu Pro His 

3060 3065 3070 

Thr Glu Phe Gin Pro Ala Pro Lys Gin Asp Ser Ser Pro His Leu Thr 

3075 3080 3085 

Ser Gin Arg Pro Val Asp Met Val Gin Leu Leu Lys Lys Tyr Pro He 
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3090 3095 3100 

Val Trp Gin Gly Leu Leu Ala Leu Lys Asn Asp Thr Ala Ala Val Gin 
3105 3110 3115 3120 

Leu His Phe Val Ser Gly Asn Asn Val Leu Ala His Arg Ser Leu Pro 

3125 3130 3135 

Leu Ser Glu Gly Gly Pro Pro Leu Arg lie Ala Gin Arg Met Arg Leu 

3140 3145 3150 

Glu Ala Thr Gin Leu Glu Gly Val Ala Arg Arg Met Thr Leu Ala Ser 

3155 3160 3165 

Ala Ser Val Glu Thr Asp Tyr Cys Leu Leu Leu Ala Leu Pro Cys Gly 

3170 3175 3180 

Arg Asp Gin Glu Asp Val Val Ser Gin Thr Glu Ser Leu Lys Ala Ala 
3185 3190 3195 3200 

Phe lie Thr Tyr Leu Gin Ala Lys Gin Ala Ala Gly lie He Asn Val 

3205 3210 3215 

Pro Asn Pro Gly Ser Asn Gin Pro Ala Tyr Val Leu Gin He Phe Pro 

3220 3225 3230 

Pro Cys Glu Phe Ser Glu Ser His Leu Ser Arg Leu Ala Pro Asp Leu 

3235 3240 3245 

Leu Ala Ser He Ser Asn He Ser Pro His Leu Met He Val He Ala 

3250 3255 3260 

Ser Val 
3265 

<210> 4511 
<211> 1375 
<212> DNA 

<213> Homo sapiens 
<400> 4511 

gctggtcgga ccaggtctct tcccatcact attgaaatgc taaaagttcc agacgatgaa 
60 

gaagaagagg agcaaacctg tccatccaca ttcagtgaag aaatgacacc tacctcagtc 
120 

attcctaaat taccacagtg tctacgggag gaagaagaga aggagagcga ctctgattca 
180 

gaaggtccca ttcagtaccg agatgaagaa gatgaagatg aaagctatca gagtgcactc 
240 

gccaacaaag tgaagaggaa agacacactg gcaatgaagt tgaaccacag acccagtgaa 
300 

ccagagttga acctgaattc ttggccttgt aaaagcaagg aggagtggaa tgaaatacgg 
360 

caccagattg gaaacacact gatccggcga ctgagtcaaa gaccaacacc agaagaacta 
420 

gaacaacgca atatattgca acctaaaaat gaagctgatc gtcaggcaga aaaacgagaa 
480 

attaaacgtc ggctcactag aaagctcagt caaaggccaa ctgtcgctga actccttgcc 
540 

aggaagattc tgaggtttaa tgaatatgta gaggtaacag atgctcaaga ttatgaccgg 
600 

cgagccgaca aaccttggac caaactgacc cctgctgaca aggctgccat aagaaaagaa 
660 

ttaaatgaat ttaaaagctc cgagatggag gttcatgaag agagcaaaca ttttacacgc 
720 
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taccatcgtc catgatgcca aaggttgaga gaggaatcaa catggctgct ttgctgcttc 
780 

cttctccaaa gtgacatatg gagggaactt tagcacttcc cagcacagcc agaattgcat 
840 

cctctgggat cttctgaggt ggacagcact ttgaatgtag catttcactg gaacagagtc 
900 

ttatgtgctg caccgggggc aaaacaacac tttgtcagtg cttttgaacc tttcaatatt 
960 

gtagcatgct tgaggagttt ttcccttact ggccaccaaa gttctgaacc acttgcaggt 
1020 

tccaggtttt actggctgca ccacacccct tcccctagat gactgcctgt gcagagacac 
1080 

agtttgcacc attagcctta cctgccctgc cctgattgtg agacccaaat gtgtaggctc 
1140 

taaattccag ccatcaaatc caattcctgg tggggaaaac cttctggaga cccccaacct 
1200 

tctgataaaa gagtctctac ctccagggaa agccttctta ccacactggc atatcagatg 
1260 

aaagcattgc actgtacctc tcgtaacaca gcaatacagt cctcttgagg cactcaagcc 
1320 

tgagaggaag ctcaggatct gacatgttct tccttttcct cacaagtcat catga 
1375 

<210> 4512 
<211> 244 
<212> PRT 
<213> Homo sapiens 

<400> 4512 
Ala Gly Arg Thr Arg 

1 5 
Pro Asp Asp Glu Glu 
20 

Glu Glu iMet Thr Pro 
35 

Arg Glu Glu Glu Glu 
50 

Gin Tyr Arg Asp Glu 
65 

Ala Asn Lys Val Lys 
85 

Arg Pro Ser Glu Pro 
100 

Lys Glu Glu Trp Asn 
115 

Arg Arg Leu Ser Gin 
130 

lie Leu Gin Pro Lys 
145 

lie Lys Arg Arg Leu 
165 

Glu Leu Leu Ala Arg 
180 

Thr Asp Ala Gin Asp 



Ser Leu Pro He Thr He Glu Met Leu Lys Val 

10 15 
Glu Glu Glu Gin Thr Cys Pro Ser Thr Phe Ser 

25 30 
Thr Ser Val He Pro Lys Leu Pro Gin Cys Leu 

40 45 
Lys Glu Ser Asp Ser Asp Ser Glu Gly Pro He 

55 60 
Glu Asp Glu Asp Glu Ser Tyr Gin Ser Ala Leu 
70 75 80 

Arg Lys Asp Thr Leu Ala Met Lys Leu Asn His 

90 95 
Glu Leu Asn Leu Asn Ser Trp Pro Cys Lys Ser 

105 110 
Glu He Arg His Gin He Gly Asn Thr Leu He 

120 125 
Arg Pro Thr Pro Glu Glu Leu Glu Gin Arg Asn 

135 140 
Asn Glu Ala Asp Arg Gin Ala Glu Lys Arg Glu 
150 155 160 

Thr Arg Lys Leu Ser Gin Arg Pro Thr Val Ala 

170 175 
Lys He Leu Arg Phe Asn Glu Tyr Val Glu Val 

185 190 
Tyr Asp Arg Arg Ala Asp Lys Pro Trp Thr Lys 
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195 200 205 

Leu Thr Pro Ala Asp Lys Ala Ala He Arg Lys Glu Leu Asn Glu Phe 

210 215 220 

Lys Ser Ser Glu Met Glu Val His Glu Glu Ser Lys His Phe Thr Arg 
225 230 235 240 

Tyr His Arg Pro 



<210> 4513 

<211> 545 

<212> DNA 

<213> Homo sapiens 



<400> 4513 

aagctttact acacagctac agtaatggag 
60 

tgcatcaccg agtccacgca cacttgcctt 
120 

tcagcacctg cacccggggg ttgggccctg 
180 

cctgtctgtg gcttagcacg tgcaccacag 
240 

cttctctggc cttcacggga ccttctgtgg 
300 

tctcctcgga gtttcctttc aacaggtggg 
360 

cgttctcact gggtcccttc gccttccctg 
420 

gcctggtgac catctctggg ggaagagctt 
480 

agaaggattt ggatgagaca ttcgggctgt 

540 

gatca 

545 



acagcaggta ccgctctaca gcaaaagacc 
gcagcttcat gtcagagagc agctgagcag 
gggcttcctt cccagtccag cctctcagct 
agccaaccag atcctctgta aacttttgga 
cagaaatcat tttcataatc atgagactct 
acatggatgc tgtgaactgc tcctgggaca 
tcaggtcgac cctccgcatg ccatcataca 
ccccgacgtg gttctgtagt gccttcagag 
ttttatctga tgacagagca tcaaacaatt 



<210> 4514 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 4514 
Met Val Thr Arg 
1 

Lys Ala Lys Gly 
20 

Ser Met Ser His 
35 

lie Met Lys Met 
50 

Val Gin Lys Phe 
65 

Ser His Arg Gin 
Pro Asn Pro Arg 



Leu Tyr Asp Gly 
5 

Pro Ser Glu Asn 

Leu Leu Lys Gly 
40 

He Ser Ala Thr 
55 

Thr Glu Asp Leu 
70 

Glu Leu Arg Gly 
85 

Val Gin Val Leu 



Met Arg Arg Val 
10 

Val Ser Gin Glu 
25 

Asn Ser Glu Glu 

Glu Gly Pro Val 
60 

Val Gly Ser Val 
75 

Trp Thr Gly Lys 
90 

Thr Ala Gin Leu 



Asp Leu Thr Gly 
15 

Gin Phe Thr Ala 
30 

Lys Ser Leu Met 
45 

Lys Ala Arg Glu 

Val His Val Leu 
80 

Glu Ala Pro Gly 
95 

Leu Ser Asp Met 
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100 105 110 

Lys Leu Gin Gly Lys Cys Ala Trp Thr Arg 
115 120 

<210> 4515 
<211> 3207 
<212> DNA 

<213> Homo sapiens 

<400> 4515 t 

ncaaacaacc actgggaggc actgtttccc ccccatcccg ccctgggcag ggcacgtccc 

60 

actccccccg cgcggttgct gggaacccgg aggccgcccg ggcggagcgc ggagggcgcg 
120 

tcggaacctg gccggggccc tccacccgcg ccgtggtccc ggtggttgcg ccccgtggcg 
180 

agcgacgccg acaactttgc gatggagttt gtgcgggcgc tgtggctggg cctggcgctg 
240 

gcgctggggc cggggtccgc ggggggccac cctcagccgt gcggcgtcct ggcgcgcctc 
300 

gggggctccg tgcgcctggg cgccctcctg ccccgcgcgc ctctcgcccg cgcccgcgcc 
360 

cgcgccgccc tggcccgggc cgccctggcg ccgcggctgc cgcacaacct gagcttggag 
420 

ctggtggtcg ccgcgccccc cgcccgcgac cccgcctcgc tgacccgcgg cctgtgccag 
480 

gcgctggtgc ctccgggcgt ggcggccctg ctcgcctttc ccgaggctcg gcccgagctg 
540 

ctgcagctgc acttcctggc ggcggccacc gagacccccg tgctcagcct gctgcggcgg 
600 

gaggcgcgcg cgcccctcgg agccccgaac ccattccacc tgcagctgca ctgggccagc 
660 

cccctggaga cgctgctgga tgtgctggtg gcggtgctgc aggcgcacgc ctgggaagac 
720 

gtcggcccgg ccctgtgccg cactcaggac cccggcggcc cggtggccct ctggacaagc 
780 

cgggctggcc ggcccccaca gctggtcctg gacctaagcc ggcgggacac gggagatgca 
840 

ggactgcggg cacgcctggc cccgatggcg gcgccagtgg ggggtgaagc accggtaccc 
900 

gcggcggtcc tcctcggctg tgacatcgcc cgtgcccgtc gggtgctgga ggccgtacct 
960 

cccggccccc actggctgtt ggggacacca ctgccgccca aggccctgcc caccgcgggg 
1020 

ctgccaccag ggctgctggc gctgggcgag gtggcacgac ccccgctgga ggccgccatc 
1080 

catgacattg tgcaactggt ggcccgggcg ctgggcagtg cggcccaggt gcagccgaag 
1140 

cgagccctcc tccccgcccc ggtcaactgc ggggacctgc agccggccgg gcccgagtcc 
1200 

ccggggcgct tcttggcacg gttcctggcc aacacgtcct tccagggccg cacgggcccc 
1260 

gtgtgggtga caggcagctc ccaggtacac atgtctcggc actttaaggt gtggagcctt 
1320 



3709 



WO 00/58473 



PCTAJSOO/08621 



cgccgggacc cacggggcgc cccggcctgg 
1380 

ctggacttgg aaccgggagg tgcctctgca 
1440 

cggcccaagc tgcgtgtggt aacgctgttg 
1500 

gacgaagacg ggcagtgccc agcagggcag 
1560 

gccaccctgg acgcactgtt cgccgcgctg 
1620 

aagtgctgct acggctactg cattgacctg 
1680 

gacttcgagc tgtacctcgt gggtgacggc 
1740 

accggcctgg tcggggacct gctggccggc 
1800 

atcaactccg cccgctcaca ggtggtggac 
1860 

ggcatcatgg tgcgggcacg ggacacggcc 
1920 

cactggtcca cgtggctggg cgtctttgcg 
1980 

gtgtacgagt ggcgtagccc ctacggcctc 
2040 

ttctcctact cctcagccct caacctgtgc 
2100 

agcaagacgc ccaagtgccc cacgggccgc 
2160 

ctgctggtgc tgtccagcta cacggccaac 
2220 

ttcgaggagc tgtcggggat ccacgacccc 
2280 

ttcggcaccg tgtgggagag cagcgccgag 
2340 

cacgcacaca tgcggcgcca cagcgcgccc 
2400 

agcgaccccc ccaagctcaa cgccttcatc 
2460 

tccatcgacg ccgactgcaa actgctgacc 
2520 

gggatcggac tgccccagaa ctcgccgctc 
2580 

tacaagtcct ccggcttcat cgacctgctc 
2640 

ggcaagcggg tctttgcggt tacagagacc 
2700 

ctcttcgtgt tgctgtgcct gggcctgggc 
2760 

gccttcttcc gcctggcgct gccgcgcatc 
2820 

cacaccagcc agaaaatcca ccgcgccctc 
2880 

gagacggcag aggcggagcc caggtaagtg 
2940 



gccacggtgg gcagctggcg gtacggccag 
tggcccccgc ccccgcaggg tgcccaggtc 
gaacacccat ttgtgtttgc ccgtgatcca 
ctgtgcctgg accccggcac caacgactcg 
gccaacggct cagcgccccg tgccctgcgc 
ctggagcggc tggcggagga cacgcccttc 
aagtacggcg ccctgcggga cggccgctgg 
cgggcccaca tggcggtcac cagcttcagt 
ttcaccagcc ccttcttctc caccagcctg 
tcacccatcg gtgcctttat gtggcccctg 
gccctgcacc tcaccgcgct cttcctcacc 
acgccacgtg gccgcaaccg cagcaccgtc 
tacgccatcc tcttcagacg caccgtgtcc 
ctgctcatga acctctgggc catcttctgc 
ctggctgccg tcatggtcgg ggacaagacc 
aagctgcacc acccggcgca gggcttccgc 
gcgtacatca agaagagctt ccccgacatg 
accacgcccc gcggcgtcgc catgctcacg 
atggacaagt cgctcctgga ctacgaggtc 
gtgggaaagc ccttcgccat tgagggctat 
acctccaacc tgcccgagtt catcagccgc 
cacgacaagt ggtacaagat ggtgccttgc 
ctgcagatga gcatctacca cttcgcgggc 
agcgctctgc tcagctcgct gggcgagcac 
cgcaagggga gcaggctgca gtactggctg 
aacacggagc caccagaggg gtcgaaggag 
gtggtcgggg cggaccacga tgcaggacca 
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cccagaccca ccaccccacc agctcgcccc gaagccggcc gcggggtgca ggaggttccc 
3000 

ggaggtcccc cgcccacccc cggacgtgca caccgtggct ccctggttgt gcctgtcggc 
3060 

catcctctgc cgtcagcggc ctctgcagag gcccagggcg cgagacggct gccccggcgg 
3120 

acactgacca ggccggttcc gtccccagcg gccccgaggt ggagcagcag cagcagcagc 
3180 

aggaccagcc aacggctccg gagggct 
3207 

<210> 4516 

<211> 901 

<212> PRT 

<213> Homo sapiens 

<400> 4516 

Met Glu Phe Val Arg Ala Leu Trp Leu Gly Leu Ala Leu Ala Leu Gly 

15 10 15 

Pro Gly Ser Ala Gly Gly His Pro Gin Pro Cys Gly Val Leu Ala Arg 

20 25 30 

Leu Gly Gly Ser Val Arg Leu Gly Ala Leu Leu Pro Arg Ala Pro Leu 

35 40 45 

Ala Arg Ala Arg Ala Arg Ala Ala Leu Ala Arg Ala Ala Leu Ala Pro 

50 55 60 

Arg Leu Pro His Asn Leu Ser Leu Glu Leu Val Val Ala Ala Pro Pro 
65 70 75 80 

Ala Arg Asp Pro Ala Ser Leu Thr Arg Gly Leu Cys Gin Ala Leu Val 

85 90 95 

Pro Pro Gly Val Ala Ala Leu Leu Ala Phe Pro Glu Ala Arg Pro Glu 

100 105 110 

Leu Leu Gin Leu His Phe Leu Ala Ala Ala Thr Glu Thr Pro Val Leu 

115 120 125 

Ser Leu Leu Arg Arg Glu Ala Arg Ala Pro Leu Gly Ala Pro Asn Pro 

130 135 140 

Phe His Leu Gin Leu His Trp Ala Ser Pro Leu Glu Thr Leu Leu Asp 
145 150 155 160 

val Leu Val Ala Val Leu Gin Ala His Ala Trp Glu Asp Val Gly Leu 

165 170 175 

Ala Leu Cys Arg Thr Gin Asp Pro Gly Gly Leu Val Ala Leu Trp Thr 

180 185 190 

Ser Arg Ala Gly Arg Pro Pro Gin Leu Val Leu Asp Leu Ser Arg Arg 

195 200 205 

Asp Thr Gly Asp Ala Gly Leu Arg Ala Arg Leu Ala Pro Met Ala Ala 

210 215 220 

Pro Val Gly Gly Glu Ala Pro Val Pro Ala Ala Val Leu Leu Gly Cys 
225 230 235 240 

Asp lie Ala Arg Ala Arg Arg Val Leu Glu Ala Val Pro Pro Gly Pro 

245 250 255 

His Trp Leu Leu Gly Thr Pro Leu Pro Pro Lys Ala Leu Pro Thr Ala 

260 265 270 

Gly Leu Pro Pro Gly Leu Leu Ala Leu Gly Glu Val Ala Arg Pro Pro 

275 280 285 

Leu Glu Ala Ala He His Asp He Val Gin Leu Val Ala Arg Ala Leu 
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290 295 300 

Gly Ser Ala Ala Gin Val Gin Pro Lys Arg Ala Leu Leu Pro Ala Pro 
305 310 315 320 

Val Asn Cys Gly Asp Leu Gin Pro Ala Gly Pro Glu Ser Pro Gly Arg 

325 330 335 

Phe Leu Ala Arg Phe Leu Ala Asn Thr Ser Phe Gin Gly Arg Thr Gly 

340 345 350 

Pro Val Trp Val Thr Gly Ser Ser Gin Val His Met Ser Arg His Phe 

355 360 365 

Lys Val Trp Ser Leu Arg Arg Asp Pro Arg Gly Ala Pro Ala Trp Ala 

370 375 380 

Thr Val Gly Ser Trp Arg Tyr Gly Gin Leu Asp Leu Glu Pro Gly Gly 
385 390 395 400 

Ala Ser Ala Trp Pro Pro Pro Pro Gin Gly Ala Gin Val Arg Pro Lys 

405 410 415 

Leu Arg Val Val Thr Leu Leu Glu His Pro Phe Val Phe Ala Arg Asp 

420 425 430 

Pro Asp Glu Asp Gly Gin Cys Pro Ala Gly Gin Leu Cys Leu Asp Pro 

435 440 445 

Gly Thr Asn Asp Ser Ala Thr Leu Asp Ala Leu Phe Ala Ala Leu Ala 

450 455 460 

Asn Gly Ser Ala Pro Arg Ala Leu Arg Lys Cys Cys Tyr Gly Tyr Cys 
465 470 475 480 

He Asp Leu Leu Glu Arg Leu Ala Glu Asp Thr Pro Phe Asp Phe Glu 

485 490 495 

Leu Tyr Leu Val Gly Asp Gly Lys Tyr Gly Ala Leu Arg Asp Gly Arg 

500 505 510 

Trp Thr Gly Leu Val Gly Asp Leu Leu Ala Gly Arg Ala His Met Ala 

515 520 525 

Val Thr Ser Phe Ser He Asn Ser Ala Arg Ser Gin Val Val Asp Phe 

530 535 540 

Thr Ser Pro Phe Phe Ser Thr Ser Leu Gly lie Met Val Arg Ala Arg 
545 550 555 560 

Asp Thr Ala Ser Pro He Gly Ala Phe Met Trp Pro Leu His Trp Ser 

565 570 575 

Thr Trp Leu Gly Val Phe Ala Ala Leu His Leu Thr Ala Leu Phe Leu 

580 585 590 

Thr Val Tyr Glu Trp Arg Ser Pro Tyr Gly Leu Thr Pro Arg Gly Arg 

595 600 605 

Asn Arg Ser Thr Val Phe Ser Tyr Ser Ser Ala Leu Asn Leu Cys Tyr 

610 615 620 

Ala He Leu Phe Arg Arg Thr Val Ser Ser Lys Thr Pro Lys Cys Pro 
625 630 635 640 

Thr Gly Arg Leu Leu Met Asn Leu Trp Ala He Phe Cys Leu Leu Val 

645 650 655 

Leu Ser Ser Tyr Thr Ala Asn Leu Ala Ala Val Met Val Gly Asp Lys 

660 665 670 

Thr Phe Glu Glu Leu Ser Gly He His Asp Pro Lys Leu His His Pro 

675 680 685 

Ala Gin Gly Phe Arg Phe Gly Thr Val Trp Glu Ser Ser Ala Glu Ala 

690 695 700 

Tyr He Lys Lys Ser Phe Pro Asp Met His Ala His Met Arg Arg His 
705 710 715 720 

Ser Ala Pro Thr Thr Pro Arg Gly Val Ala Met Leu Thr Ser Asp Pro 
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Pro Lys Leu Asn 
740 

Val Ser He Asp 
755 

Ala lie Glu Gly 
770 

Ser Asn Leu Ser 
785 

Asp Leu Leu His 

Val Phe Ala Val 
820 

Gly Leu Phe Val 
835 

Ser Leu Gly Glu 
850 

Lys Gly Ser Arg 
865 

Arg Ala Leu Asn 

Glu Ala Glu Pro 
900 



725 

Ala Phe He Met 

Ala Asp Cys Lys 
760 

Tyr Gly He Gly 
775 

Glu Phe He Ser 
790 

Asp Lys Trp Tyr 
805 

Thr Glu Thr Leu 

Leu Leu Cys Leu 
840 

His Ala Phe Phe 
855 

Leu Gin Tyr Trp 
870 

Thr Glu Pro Pro 

885 

Arg 



730 

Asp Lys Ser Leu 
745 

Leu Leu Thr Val 

Leu Pro Gin Asn 
780 

Arg Tyr Lys Ser 
795 

Lys Met Val Pro 
810 

Gin Met Ser He 
825 

Gly Leu Gly Ser 

Arg Leu Ala Leu 
860 

Leu His Thr ser 
875 

Glu Gly Ser Lys 
890 



735 

Leu Asp Tyr Glu 
750 . 

Gly Lys Pro Phe 
765 

Ser Pro Leu Thr 

Ser Gly Phe He 
800 

Cys Gly Lys Arg 
815 

Tyr His Phe Ala 
830 

Ala Leu Leu Ser 
845 

Pro Arg He Arg 

Gin Lys He His 
880 

Glu Glu Thr Ala 
895 



<210> 4517 
<211? 2275 
<212> DNA 

<213> Homo sapiens 



<400> 4517 

actagttcta gatcgcgagc 
60 

gcctccccgt ttccagcctg 
120 

gaggagcccc tggctggggg 
180 

ctggggccct cgtcaggcct 
240 

agcagctgcc ccgacctgca 
300 

gcccaggtgc cctcgttccg 
360 

cccacactgc accagtgcat 
420 

ccctctgcct ctctggactt 
480 

cgggaccagc gcaccccgca 
540 

gagctcatca gcctggtgga 
600 

gacacagccg cctgcagcct 
660 

ggggacgatg agagtgtcag 
720 



ggagctgctg actgcattct 
taagcccgtt gtggtggtga 
gaagccgggt gcggacggtg 
cctagtggac tggctggaaa 
gctcaggctg ctcttctccc 
tccctacctc ctgaccctct 
ccgagtcctg ctgggcaaga 
cctctgggcc tgcatccatg 
gaagcggcgg gaggagctgg 
gctgatcctg gccgaggcgg 
catccaggcc cggctgcccc 
gaaggtgacg gagcacctgt 



tctctgccac tgcggatgct 
gctccctgct gctgcaggag 
gcagcctgga ggccgtgcgg 
tgctggaccc cgaggtggtc 
ggaggaaggg caaaggtcag 
tcacgcatca gtccagctgg 
gccgggaaca gaggttcgac 
ttcctcgcat ctggcagggg 
tgctgcgggt ccagggcccg 
agacgcggag ccaggacggg 
tgctgctcag ctgctgctgt 
caggctgcat ccagcagtgg 
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ggagacagcg tgctgggcag gcgctgccga gaccttctcc tgcagctcta cctacagcgg 
780 

ccggagctgc gggtgcccgt gcctgaggtc ctactgcaca gcgaaggggc tgccagcagc 
840 

agcgtctgca agctggacgg actcatccac cgcttcatca cgctccttgc ggacaccagc 
900 

gactcccggg cgttggagaa ccgaggggcg gatgccagca tggcctgccg gaagctggcg 
960 

gtggcgcacc cgctgctgct gctcaggcac ctgcccatga tcgcggcgct cctgcacggc 
1020 

cgcacccacc tcaacttcca ggagttccgg cagcagaacc acctgagctg cttcctgcac 
1080 

gtgctgggcc tgctggagct gctgcagccg cacgtgttcc gcagcgagca ccagggggcg 

1140 

ctgtgggact gccttctgtc cttcatccgc ctgctgctga attacaggaa gtcctcccgc 
1200 

catctggctg ccttcatcaa caagtttgtg cagttcatcc ataagtacat tacctacaat 
1260 

gccccagcag ccatctcctt cctgcagaag cacgccgacc cgctccacga cctgtccttc 
1320 

gacaacagcg acctggtgat gctgaaatcc ctccttgcag ggctcagcct gcccagcagg 
1380 

gacgacagga ccgaccgagg cctggacgaa gagggcgagg aggagagctc agccggctcc 
144 0 

ttgcccctgg ccagcgtctc cctgttcacc cctctgaccg cggccgagat ggccccctac 
1500 

atgaaacggc tttcccgggg ccaaacggtg gagggtgagt caggccctgc ttcacccacg 
1560 

ccagatctgc tggaggttcc gagtgacata gacgagatgt cccggcggag acccgagatc 

1620 

ctgagcttct tctcgaccaa cctgcagcgg ctgatgagct cggccgagga gtgttgccgc 
1680 

aacctcgcct tcagcctggc cctgcgctcc atgcagaaca gccccagcat tgcagccgct 
1740 

ttcctgccca cgttcatgta ctgcctgggc agccaggact ttgaggtggt gcagacggcc 
1800 

ctccggaacc tgcctgagta cgctctcctg tgccaagagc acgcggctgc gctgctccac 
1860 

cgggccttcc tggtgggcat gtacggccag atggacccca gcgcgcagat ctccgaggcc 
1920 

ctgaggatcc tgcatatgga ggccgtgatg tgagcctgtg gcagccgacc cccctccaag 
1980 

ccccggcccg tcccgtcccc ggggatcctc gaggcaaagc ccaggaagcg tgggcgttgc 
2040 

tggtctgtcc gaggaggtga gggcgccgag ccctgaggcc aggcaggccc aggagcaata 
2100 

ctccgagccc tggggtggct ccgggccggc cgctggcatc aggggccgtc cagcaagccc 
2160 

tcattcacct tctgggccac agccctgccg cggagcggcg gatccccccg ggcatggcct 
2220 

gggccggttt tgaatgaaac gacctgaact gtcaaaaaaa aaaaaaaaaa aaaaa 
2275 

<210> 4518 
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<211> 650 
<212> PRT 
<213> Homo sapiens 

<400> 451B 

Thr Ser Ser Arg Ser Arg Ala Glu Leu Leu Thr Ala Phe Phe Ser Ala 

15 10 15 

Thr Ala Asp Ala Ala Ser Pro Phe Pro Ala Cys Lys Pro Val Val Val 

20 25 30 

Val Ser Ser Leu Leu Leu Gin Glu Glu Glu Pro Leu Ala Gly Gly Lys 

35 40 45 

Pro Gly Ala Asp Gly Gly Ser Leu Glu Ala Val Arg Leu Gly Pro Ser 

50 55 60 

Ser Gly Leu Leu Val Asp Trp Leu Glu Met Leu Asp Pro Glu Val Val 
65 70 75 80 

Ser Ser Cys Pro Asp Leu Gin Leu Arg Leu Leu Phe Ser Arg Arg Lys 

85 90 95 

Gly Lys Gly Gin Ala Gin Val Pro Ser Phe Arg Pro Tyr Leu Leu Thr 

100 105 110 

Leu Phe Thr His Gin Ser Ser Trp Pro Thr Leu His Gin Cys He Arg 

115 120 125 

Val Leu Leu Gly Lys Ser Arg Glu Gin Arg Phe Asp Pro Ser Ala Ser 

130 135 140 

Leu Asp Phe Leu Trp Ala Cys He His Val Pro Arg He Trp Gin Gly 
145 150 155 160 

Arg Asp Gin Arg Thr Pro Gin Lys Arg Arg Glu Glu Leu Val Leu Arg 

165 170 175 

Val Gin Gly Pro Glu Leu He Ser Leu Val Glu Leu He Leu Ala Glu 

1B0 185 190 

Ala Glu Thr Arg Ser Gin Asp Gly Asp Thr Ala Ala Cys Ser Leu He 

195 200 205 

Gin Ala Arg Leu Pro Leu Leu Leu Ser Cys Cys Cys Gly Asp Asp Glu 

210 215 220 

Ser Val Arg Lys Val Thr Glu His Leu Ser Gly Cys He Gin Gin Trp 
225 230 235 240 

Gly Asp Ser Val Leu Gly Arg Arg Cys Arg Asp Leu Leu Leu Gin Leu 

245 250 255 

Tyr Leu Gin Arg Pro Glu Leu Arg Val Pro Val Pro Glu Val Leu Leu 

260 265 270 

His Ser Glu Gly Ala Ala Ser Ser Ser Val Cys Lys Leu Asp Gly Leu 

275 280 285 

He His Arg Phe He Thr Leu Leu Ala Asp Thr Ser Asp Ser Arg Ala 

290 295 300 

Leu Glu Asn Arg Gly Ala Asp Ala Ser Met Ala Cys Arg Lys Leu Ala 
305 310 315 320 

Val Ala His Pro Leu Leu Leu Leu Arg His Leu Pro Met lie Ala Ala 

325 330 335 

Leu Leu His Gly Arg Thr His Leu Asn Phe Gin Glu Phe Arg Gin Gin 

340 345 350 

Asn His Leu Ser Cys Phe Leu His Val Leu Gly Leu Leu Glu Leu Leu 

355 360 365 

Gin Pro His Val Phe Arg Ser Glu His Gin Gly Ala Leu Trp Asp Cys 

370 375 380 

Leu Leu Ser Phe He Arg Leu Leu Leu Asn Tyr Arg Lys Ser Ser Arg 
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385 








390 










395 








400 


His 


Leu Ala 


Ala 


Phe 


He 


Asn 


Lys 


Phe 


Val 


Gin 


Phe 


lie His 


Lys 


Tyr 








405 










410 








415 




He 


Thr Tyr 


Asn 


Ala 


Pro 


Ala 


Ala 


He 


Ser 


Phe 


Leu 


Gin Lys 


His 


Ala 




420 










425 








430 






Asp 


Pro Leu 


His 


Asp 


Leu 


Ser 


Phe 


Asp Asn 


Ser 


Asp 


Leu Val 


Met 


Leu 


435 










440 










445 






Lys 


Ser Leu 


Leu. 


Ala 


Gly 


Leu 


Ser 


Leu 


Pro 


Ser 


Arg 


Asp Asp 


Arg 


Thr 


450 








455 










460 








Asp Arg Gly Leu Asp 


Glu 


Glu 


Glv 


Glu 


Glu 


Glu 


Ser 


Ser Ala Gly Ser 


465 








470 










475 








480 


Leu 


Pro Leu 


Val 


Ser 


Val 


Ser 


Leu 


Phe 


Thr 


Pro 


Leu 


Thr Ala 


Ala 


Glu 








485 










490 








495 




Met 


Ala Pro 


Tyr 


Met 


Lys 


Arcj 


Leu 


Ser Arg Gly Gin 


Thr Val 


Glu 


Gly 






500 










505 








510 






Glu 


Ser Gly 


Pro 


Ala 


Ser 


Pro 


Thr 


Pro 


Asp 


Leu 


Leu 


Glu Val 


Leu 


Ser 




515 










520 










525 






ASp 


lie Asp 


Glu 


Met 


Ser 


Arcr 


Arcr 


Arg 


Pro 


Glu 


He 


Leu Ser 


Phe 


Phe 




530 








535 










540 








Ser 


Thr Asn 


Leu 


Gin 


Arg 


Leu 


Met 


Ser 


Ser 


Ala 


Glu 


Glu Cys 


Cys 


Arg 


545 








550 










555 








560 


Asn 


Leu Ala 


Phe 


Ser 


Leu 


Ala 


Leu 


Arg 


Ser 


Met 


Gin 


Asn Ser 


Pro 


Ser 








565 










570 








575 




lie 


Ala Ala 


Ala 


Phe 


Leu 


Pro 


Thr 


Phe 


Met 


Tyr 


Cys 


Leu Gly Ser Gin 






580 










585 








590 






Asp 


Phe Glu 


val 


Val 


Gin 


Thr 


Ala 


Leu 


Arg 


Asn 


Leu 


Pro Glu Tyr 


Ala 


595 










600 










605 






Leu 


Leu Cys 


Gin 


Glu 


His 


Ala 


Ala 


Val 


Leu 


Leu 


His 


Arg Ala 


Phe 


Leu 




610 








615 










620 








Val Gly Met Tyr Gly Gin 


Met 


Asp 


Pro 


Ser 


Ala 


Gin 


He Ser 


Glu 


Ala 


625 








630 










635 








640 


Leu 


Arg He 


Leu 


His 


Met 


Glu 


Ala 


Val 


Met 













645 650 

<210> 4519 
<211> 2326 
<212> DNA 

<213> Homo sapiens 
<400> 4519 

gacagagtgc agccttttcc tcccctaata gaaaagccat tgccctcttt tcctccccta 
60 

atagaaaagc cattgccctc ttttcctcca cccttaagaa gacctgcatc tgttggacca 
120 

acagacaact atccggctta cggccagggg agcccctgca gctgcacaga accagtttct 
180 

tatgtatctg gcggtaattg ggaaagcttc tgagaaagtc catggggccg atgtatggga 
240 

gatgaatgtg gtcccggagg catccaaacg agggctgtgt ggtgtgctca tgtggaggga 
300 

tggactacac tgcatactaa ctgtaagcag gccgagagac ccaataacca gcagaattgt 
360 

ttcaaagttt gcgattggca caaagagttg tacgactgga gactgggacc ttggaatcag 
420 
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tgtcagcccg tgatttcaaa aagcctagag aaacctcttg agtgcattaa gggggaagaa 
480 

ggtattcagg tgagggagat agcgtgcatc cagaaagaca aagacattcc tgcggaggat 
540 

atcatctgtg agtactttga gcccaagcct ctcctggagc aggcttgcct cattccttgc 
600 

cagcaagatt gcatcgtgtc tgaattttct gcctggtccg aatgctccaa gacctgcggc 
660 

agcgggctcc agcaccggac gcgtcatgtg gtggcgcccc cgcagttcgg aggctctggc 
720 

tgtccaaacc tgacggagtt ccaggtgtgc caatccagtc catgcgaggc cgaggagctc 
780 

aggtacagcc tgcatgtggg gccctggagc acctgctcaa tgccccactc ccgacaagta 
840 

agacaagcaa ggagacgcgg gaagaataaa gaacgggaaa aggaccgcag caaaggagta 
900 

aaggatccag aagcccgcga gcttattaag aaaaagagaa acagaaacag gcagaacaga 
960 

caagagaaca aatattggga catccagatt ggatatcaga ccagagaggt tatgtgcatt 
1020 

aacaagacgg ggaaagctgc tgatttaagc ttttgccagc aagagaagct tccaatgacc 
1080 

ttccagtcct gtgtgaccac caaagagtgc caggtttccg agtggtcaga gtggagcccc 
1140 

tgctcaaaaa catgccatga catggtgtcc cctgcaggca ctcgtgtaag gacacgaacc 
1200 

atcaggcagt ttcccattgg cagtgaaaag gagtgtccag aatttgaaga aaaagaaccc 
1260 

tgtttgtctc aaggagatgg agttgtcccc tgtgccacgt atggctggag aactacagag 
1320 

tggactgagt gccgtgtgga ccctttgctc agtcagcagg acaagaggcg cggcaaccag 
1380 

acggccctct gtggaggggg catccagacc cgagaggtgt actgcgtgca ggccaacgaa 
1440 

aacctcctct cacaattaag tacccacaag aacaaagaag cctcaaagcc aatggactta 
1500 

aaattatgca ctggacctat ccctaatact acacagctgt gccacattcc ttgtccaact 
1560 

gaatgtgaag tttcaccttg gtcagcttgg ggaccttgta cttatgaaaa ctgtaatgat 
1620 

ccgcaaggga aaaaaggctt caaactgagg aagcggcgca ttaccaatga gcccactgga 
1680 

ggctctgggt taaccggaaa ctgccctcac ttactggaag ccattccctg tgaagagcct 
1740 

gcctgttatg actggaaagc ggtgagactg ggagactgcg agccagataa cggaaaggag 
1800 

tgtggtccag gcacgcaagt tcaagaggtt gtgtgcatca acagtgatgg agaagaagtt 
1860 

gacagacagc tgtgcagaga tgccatctcc cccatccctg tggcctgtga tgccccatgc 
1920 

ccgaaagact gtgtgctcag cacatggtict acgtggtcct cctgctcaca cacctgctca 
1980 

gggaaaacga cagaagggaa acagatacga gcacgatcca ttctggccta tgcgggtgaa 
2040 
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gaaggtgagt cgccagcttc agacgccatc taggttcgtt tcaaaagtta gtgtgcatct 
2100 

tttttgtgta gcctggaaaa gatgatattc tatgaaagtc aacaaccaga aattcagcca 
2160 

tccaagattt aatatctgtt gatgtgttga gcaatttgat tctgtccccc aaaattaatc 
2220 

ttgaaaatgg atctctaaca aaggagaaag actttttaaa agtgaactca ttttgctttt 
2280 

tcctaccacc ttaatatata tttaactctt tgctccaaaa aaaaaa 
2326 

<210> 4520 

<211> 617 

<212> PRT 

<213> Homo sapiens 

<400> 4520 

Pro Trp Gly Arg Cys Met Gly Asp Glu Cys Gly Pro Gly Gly lie Gin 

1 5 10 15 

Thr Arg Ala Val Trp Cys Ala His Val Glu Gly Trp Thr Thr Leu His 

20 25 30 

Thr Asn Cys Lys Gin Ala Glu Arg Pro Asn Asn Gin Gin Asn Cys Phe 

35 40 45 

Lys Val Cys Asp Trp His Lys Glu Leu Tyr Asp Trp Arg Leu Gly Pro 

50 5S 60 

Trp Asn Gin Cys Gin Pro Val lie Ser Lys Ser Leu Glu Lys Pro Leu 
65 70 75 80 

Glu Cys lie Lys Gly Glu Glu Gly He Gin Val Arg Glu He Ala Cys 

85 30 95 

,Ile Gin Lys Asp Lys Asp He Pro Ala Glu Asp He He Cys Glu Tyr 

100 105 HO 

Phe Glu Pro Lys Pro Leu Leu Glu Gin Ala Cys Leu He Pro Cys Gin 
115 120 125 

. Gin Asp Cys He Val Ser Glu Phe Ser Ala Trp Ser Glu Cys Ser Lys 
130 135 140 

Thr Cys Gly Ser Gly Leu Gin His Arg Thr Arg His Val Val Ala Pro 
145 150 155 160 

Pro Gin Phe Gly Gly Ser Gly Cys Pro Asn Leu Thr Glu Phe Gin Val 

165 170 175 

Cys Gin Ser Ser Pro Cys Glu Ala Glu Glu Leu Arg Tyr Ser Leu His 

180 185 190 

Val Gly Pro Trp Ser Thr Cys Ser Met Pro His Ser Arg Gin Val Arg 

195 200 205 

Gin Ala Arg Arg Arg Gly Lys Asn Lys Glu Arg Glu Lys Asp Arg Ser 

210 " 215 220 

Lys Gly Val Lys Asp Pro Glu Ala Arg Glu Leu He Lys Lys Lys Arg 
225 230 235 240 

Asn Arg Asn Arg Gin Asn Arg Gin Glu Asn Lys Tyr Trp Asp He Gin 

245 250 255 

He Gly Tyr Gin Thr Arg Glu Val Met Cys He Asn Lys Thr Gly Lys 

260 265 270 

Ala Ala Asp Leu Ser Phe Cys Gin Gin Glu Lys Leu Pro Met Thr Phe 

275 280 285 

Gin Ser Cys Val He Thr Lys Glu Cys Gin Val Ser Glu Trp Ser Glu 
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290 



295 



300 



Trp Ser Pro Cys Ser Lys Thr Cys His Asp Met Val Ser Pro Ala Gly 
305 310 315 320 

Thr Arg Val Arg Thr Arg Thr lie Arg Gin Phe Pro He Gly Ser Glu 

325 330 335 

Lys Glu Cys Pro Glu Phe Glu Glu Lys Glu Pro Cys Leu Ser Gin Gly 

340 345 350 

Asp Gly Val Val Pro Cys Ala Thr Tyr Gly Trp Arg Thr Thr Glu Trp 

355 360 365 

Thr Glu Cys Arg Val Asp Pro Leu Leu Ser Gin Gin Asp Lys Arg Arg 

370 375 380 

Gly Asn Gin Thr Ala Leu Cys Gly Gly Gly He Gin Thr Arg Glu Val 
385 390 395 400 

Tyr Cys Val Gin Ala Asn Glu Asn Leu Leu Ser Gin Leu Ser Thr His 

405 410 415 

Lys Asn Lys Glu Ala Ser Lys Pro Met Asp Leu Lys Leu Cys Thr Gly 

420 425 430 

Pro He Pro Asn Thr Thr Gin Leu Cys His He Pro Cys Pro Thr Glu 

435 440 445 

Cys Glu Val Ser Pro Trp Ser Ala Trp Gly Pro Cys Thr Tyr Glu Asn 

450 455 460 

Cys Asn Asp Pro Gin Gly Lys Lys Gly Phe Lys Leu Arg Lys Arg Arg 
465 470 475 480 

He Thr Asn Glu Pro Thr Gly Gly Ser Gly Leu Thr Gly Asn Cys Pro 

4B5 490 495 

His Leu Leu Glu Ala He Pro Cys Glu Glu Pro Ala Cys Tyr Asp Trp 

500 505 510 

Lys Ala Val Arg Leu Gly Asp Cys Glu Pro Asp Asn Gly Lys Glu Cys 

515 520 525 

Gly Pro Gly Thr Gin Val Gin Glu Val Val Cys He Asn Ser Asp Gly 

530 535 540 

Glu Glu Val Asp Arg Gin Leu Cys Arg Asp Ala He Phe Pro He Pro 
545 550 555 560 

Val Ala Cys Asp Ala Pro Cys Pro Lys Asp Cys Val Leu Ser Thr Trp 

565 570 575 

Ser Thr Trp Ser Ser Cys Ser His Thr Cys Ser Gly Lys Thr Thr Glu 

580 585 590 

Gly Lys Gin He Arg Ala Arg Ser He Leu Ala Tyr Ala Gly Glu Glu 

595 600 605 

Gly Glu Ser Pro Ala Ser Asp Ala He 
610 615 

<210> 4521 

<211> 1071 

<212> DNA 

<213> Homo sapiens 

<400> 4521 

nagattccta taaaggatca tgaattagat gggtagtaga tttatccaca atgataaaga 



tcagaagaaa tgaaataatg ccttcaaacg actgaggaaa aataattatt aacctataat 



60 



120 

ttataccaat 
180 



ataaacaatt actcaggaaa aaaagaaaat 



aaaaacttgc aagggctaaa 
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ataacttgct taccaccaaa gatgcttgct ctaagaactg tgaagggatt caagaggaaa 
240 

agtacaccca gagagggctc atacatgtcc tctccccctc ctcctccacc accaggacac 
300 

acagaaactg cctcctcttt tcagccctct cccttctcag ctgactttga gctacaaata 
360 

tcccttctct acttggagag ccccatttca ttacaggaat ttgctttgag ttttattatc 
420 

attttagtct atgtcttaga ttgggctgct ataacaaggt gccataggct gagcggctta 
480 

aacaacaaac actcatatcc cacagttaca gaggctgaga agcctggggt caaggtacca 
54 0 

gcatggtctg attctgttct ggaggctggg aaatccaaga tggaagcact ggtaggtttg 
600 

gtgtctggga gggcttctct ctgcttccaa gatggtgcct tgtcgctgca tcttccagag 
660 

ggaaggaatg ctgtgtcctt gcagcacaga agaaacacat ctgaaaagaa atcaagcaga 
720 

aaagctgaaa ataaagagat ggaatatata tatgaaaact actacatata ggaagggatg 
780 

tagcaaagac acagagagaa tataatttaa ggcaaaaagc ttcaatagga tttcaaagca 
840 

aaccttgcat actaaaaaaa ggaaaccaaa aataaaccaa aagaaaccga aaaccatgaa 
900 

cttgcaggag aattttccaa agccgtaatt ataatgagag tgtttttaag tctataagaa 
960 

attaatatat caaacaaata aagattaata agaatttgga atttgtatga aatggcaaag 
1020 

gaaaagccag gcgtggtggc ttacgcctgt aatgccagca ctttgggagg c 
1071 

<210> 4522 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 4522 

Met Leu Ala Leu Arg Thr Val Lys Gly Phe Lys Arg Lys Ser Thr Pro 

1 5 10 15 

Arg Glu Gly Ser Tyr Met Ser Ser Pro Pro Pro Pro Pro Pro Pro Gly 

20 25 30 

His Thr Glu Thr Ala Ser Ser Phe Gin Pro Ser Pro Phe Ser Ala Asp 

35 40 45 

Phe Glu Leu Gin lie Ser Leu Leu Tyr Leu Glu Ser Pro lie Ser Leu 

50 - 55 60 

Gin Glu Phe Ala Leu Ser Phe lie lie lie Leu Val Tyr Val Leu Asp 
65 70 75 80 

Trp Ala Ala lie Thr Arg Cys His Arg Leu Ser Gly Leu Asn Asn Lys 

85 90 95 

His Ser Tyr Pro Thr Val Thr Glu Ala Glu Lys Pro Gly Val Lys Val 

100 105 110 

Pro Ala Trp Ser Asp Ser Val Leu Glu Ala Gly Lys Ser Lys Met Glu 

115 120 125 

Ala Leu Val Gly Leu Val Ser Gly Arg Ala Ser Leu Cys Phe Gin Asp 
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<213> Homo sapiens 



<400> 4524 

Ala Leu Tyr He Leu Val Cys Thr Arg Asp Ser Ser Ala Arg Leu Leu 

1 5 10 15 

Gly Lys Thr Lys Asp Thr Pro Arg Leu Ser Leu Xaa Leu Val He Leu 

20 25 30 

Gly Val He Phe Met Asn Gly Asn Arg Ala Ser Glu Ala Val Leu Trp 

35 40 45 

Glu Ala Leu Arg Lys Met Gly Leu Arg Pro Gly Val Arg His Pro Phe 

50 55 60 

Leu Gly Asp Leu Arg Lys Leu He Thr Asp Asp Phe val Lys Gin Lys 
65 70 75 80 

Tyr Leu Glu Tyr Lys Lys He Pro Asn Ser Asn Pro Pro Glu Tyr Glu 

85 90 95 

Phe Leu Trp Gly Leu Arg Ala Arg His Glu Thr Ser Lys Met Arg Val 

100 105 HO 

Leu Arg Phe He Ala Gin Asn Gin Asn Arg Asp Pro Arg Glu Trp Lys 

115 120 125 

Ala His Phe Leu Glu Ala Val Asp Asp Ala Phe Lys Thr Met Asp Val 

130 135 140 

Asp Met Ala Glu Glu His Ala Arg Ala Gin Met Arg Ala Gin Met Asn 
145 150 155 160 

He Gly Asp Glu Ala Leu He Gly Arg Trp Ser Trp Asp As P( He Gin 

165 170 175 

Val Glu Leu Leu Thr Trp Asp Glu Asp Gly Asp Phe Gly Asp Ala Trp 

180 185 190 

Ala Arg He Pro Phe Ala Phe Trp Ala Arg Tyr His Gin Tyr He Leu 

195 200 205 

Asn Ser Asn Arg Ala Asn Arg Arg Ala Thr Trp Arg Ala Gly Val Ser 

2io 215 220 

Ser Gly Thr Asn Gly Gly Ala Ser Thr Ser Val Leu Asp Gly Pro Ser 
225 230 235 240 

Thr Ser Ser Thr He Arg Thr Arg Asn Ala Ala Arg Ala Gly Ala Ser 

245 250 255 

Phe Phe Ser Trp He Gin 
260 



<21Q> 4525 

<211> 1731 

<212> DNA 

<213> Homo sapiens 



<400> 4525 

nngaaccatg gcattctcca ggctctgacc acagaagctt atgaatggga gccacgtgtt 
60 

gtgagtacag aggtggtcag agcccaagaa gaatgggaag ctgtggacac catccagcca 
120 

gagacaggga gccaagctag ctcagagcag cctgggcagc taatctcctt cagtgaggcc 
180 

ctgcagcact tccagactgt ggacctttcc cccttcaaga aaagaatcca gccaactatt 
240 

cgaaggactg ggctcgccgc cctccgacac tacctcttcg ggcctccaaa gctccaccag 
300 
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cgccttcggg aagaaaggga cttggtcctg accattgctc agtgtggcct ggatagccaa 
360 

gacccagtgc atggccgagt cctccagacc atctataaga agctgaccgg ctccaagttt 
420 

gactgtgccc ttcatggaaa ccactgggag gacctgggct ttcagggagc gaatccagcc 
480 

acagacctga gaggcgcagg cttccttgcc ctcctgcatc tgctctacct agtgatggac 
54 0 

tcaaagacct tgccgatggc gcaggagatt ttccgcctgt ctcgtcacca catccagcaa 
600 

tcccctttct gtttgatgtc cgtgaacatc acccacattg ccatccaggc cttgagagag 
660 

gagtgtctct ccagagagtg taatcggcag cagaaggtca tccccgtggt gaacagcttc 
720 

tatgccgcca cattcctcca cctcgcacat gtctggagga cacagcggaa gaccatctca 
780 

gactcgggct ttgtcctcaa aggtgtgctc tttcttctgg ggaggcctag gctgaatgca 
840 

cagtgtccca ggtccagaga gcccaaggtg gttgctagac tggttttggc tgcagttctt 
900 

ccccatccac actttctcaa attccagctt accaaaatct ccatcaccca ccccctggag 
960 

tctgctagtt ctcctttctc tgccctgact gtcgcccttt tctggtctta tacttatgac 
1020 

aagcatatat tctgatcaaa aattgggagc cagggtccaa tagttggact attcaaagtt 
1080 

gcaattgtgc agacaaggta gagtgtgtgg tccctgtggc tgtagctggc tccctagcct 
1140 

acctctctgg tgatctctcc atctgaggct ccttcacttt ctctccatgg gataggggtt 
1200 

gggggtaccc cctagagctg ctaggcttga ggccttgact gttgtgtcac ccagagcccc 
1260 

ctcaagcctt ctgctcccca attctctctg ttgcagagtt ggaagtattg gccaagaaga 
1320 

gcccacggcg ggctgctcaa gaccctggag ctgtacttgg ccagggtgtc aaagggacag 
1380 

gcctccttgt tgggagcaca gaagtgctat gggccagaag cccctccctt caaggatctc 
1440 

accttcacag gtgagagtga cctgcagtct cactcatccg aaggcgtatg gctgatctga 
1500 

cctccgagat gaatggaggc ttaaaggctg agctgcaggg gctttcaggg ggtcagtgga 
1560 

gccatgtcag gagcctggcc aggccgcacc ccttgctgtc tcagcagatg ggatatagga 
1620 

agctcctggg cttagctgtg ggaagccaag taccctcacc ggcatgggac atgaggggca 
1680 

gctagacttc acccccttcc cgcagacctg cctccagagc aaggagaatt c 
1731 

<210> 4526 
<211> 344 
<212> PRT 

<213> Homo sapiens 
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<400> 4526 

Xaa Asn His Gly He Leu Gin Ala Leu Thr Thr Glu Ala Tyr Glu Trp 

15 10 15 

Glu Pro Arg Val Val Ser Thr Glu Val Val Arg Ala Gin Glu Glu Trp 

20 25 30 

Glu Ala Val Asp Thr He Gin Pro Glu Thr Gly Ser Gin Ala Ser Ser 

35 40 45 

Glu Gin Pro Gly Gin Leu He Ser Phe Ser Glu Ala Leu Gin His Phe 

50 55 60 

Gin Thr Val Asp Leu Ser Pro Phe Lys Lys Arg He Gin Pro Thr He 
65 70 75 80 

Arg Arg Thr Gly Leu Ala Ala Leu Arg His Tyr Leu Phe Gly Pro Pro 

85 90 95 

Lys Leu His Gin Arg Leu Arg Glu Glu Arg Asp Leu Val Leu Thr He 

100 105 HO 

Ala Gin Cys Gly Leu Asp Ser Gin Asp Pro Val His Gly Arg Val Leu 

115 120 125 

Gin Thr He Tyr Lys Lys Leu Thr Gly Ser Lys Phe Asp Cys Ala Leu 

130 135 140 

His Gly Asn His Trp Glu Asp Leu Gly Phe Gin Gly Ala Asn Pro Ala 
145 150 155 160 

Thr Asp Leu Arg Gly Ala Gly Phe Leu Ala Leu Leu His Leu Leu Tyr 

165 170 175 

Leu Val Met Asp Ser Lys Thr Leu Pro Met Ala Gin Glu He Phe Arg 

180 185 190 

Leu Ser Arg His His He Gin Gin Phe Pro Phe Cys Leu Met Ser Val 

195 200 205 

Asn He Thr His He Ala He Gin Ala Leu Arg Glu Glu Cys Leu Ser 

210 215 220 

Arg Glu Cys Asn Arg Gin Gin Lys Val He Pro Val Val Asn Ser Phe 
225 230 235 240 

Tyr Ala Ala Thr Phe Leu His Leu Ala His Val Trp Arg Thr Gin Arg 

245 250 255 

Lys Thr He Ser Asp Ser Gly Phe Val Leu Lys Gly Val Leu Phe Leu 

260 265 270 

Leu Gly Arg Pro Arg Leu Asn Ala Gin Cys Pro Arg Ser Arg Glu Pro 

275 280 285 

Lys Val Val Ala Arg Leu Val Leu Ala Ala Val Leu Pro His Pro His 

290 295 300 

Phe Leu Lys Phe Gin Leu Thr Lys He Ser He Thr His Pro Leu Glu 
305 310 315 320 

Ser Ala Ser Ser Pro Phe Ser Ala Leu Thr Val Ala Leu Phe Trp Ser 

325 330 335 

Tyr Thr Tyr Asp Lys His He Phe 
340 

<210> 4527 
<211> 885 
<212> DNA 

<213> Homo sapiens 
<400> 4527 

nntttttttt tttttttttt tttttttttt tttttttttt tttttttttg cagagacatg 
60 
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gctgcattta ttgttcccag cccggcgaga aggtgttccc agaaaggttc cttgggtcac 
120 

ctgcccaccc agccttggct ctgggctgcc atgtccccac gggggcagga gagaggcaca 
180 

agtcacagtc aggcaaggga gcctcagcgt cctgggcggt ggctgttggg gtccctccag 
240 

tcttcacctg ggaccctcgg ccaggctggg acagcatcca ggaggcgagg ctgcatggtc 
300 

cagcggtggg tgcaggtggc aacaggtcgg cgggctgtgc aggttccaaa aggagctctc 
360 

gggttggcac tgggtgagac cagccccggg gccagcaggg gaatgagcgg tggagcaggg 
420 

ggttgctggg cactggggtg ggccccatct cctgtccttc cctcatggct gctggaaggg 
480 

ccgcctccct ggctcagcat catctcagat tccgggactc aaacaccgtc tcctcgtcgc 
540 

tgtccagcga ggccatctcc gtggggtcct cagtgttggc gaggaggccg tatcgcctcc 
600 

gctgaggctt cttcaaccta aacgcccgga tcaggaagta gagcgcggtc aggccgcaga 
660 

agcccaggat cacgtagaag gagcgcgtca gcgccgagcc cgacgccccc ggcggacgcg 
720 

tgtgcgtgct gttgtgtggc gcgcccggct ggctcccgtt cgtcacggcc ggcggcggcg 
780 

acaacgtgac ctggcggggg cagcggcgag cctcttcggc accgcacggc agcgccgcca 
840 

gcagcagcgc cagcaggagc agcagcagcg gcggctgcag cacgc 
885 



<210> 4528 
<211> 206 
<2X2> PRT 

<213> Homo sapiens 



<400> 4528 

Xaa Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe 

15 10 15 

Cys Arg Asp Met Ala Ala Phe lie Val Pro Ser Pro Ala Arg Arg Cys 

20 25 30 

Ser Gin Lys Gly Ser Leu Gly His Leu Pro Thr Gin Pro Trp Leu Trp 

35 40 45 

Ala Ala Met Ser Pro Arg Gly Gin Glu Arg Gly Thr Ser His Ser Gin 

50 55 60 

Ala Arg Glu Pro Gin Arg Pro Gly Arg Trp Leu Leu Gly Ser Leu Gin 
65 70 75 80 

Ser Ser Pro Gly Thr Leu Gly Gin Ala Gly Thr Ala Ser Arg Arg Arg 

85 90 95 

Gly Cys Met Val Gin Arg Trp Val Gin Val Ala Thr Gly Arg Arg Ala 

100 105 110 

Val Gin Val Pro Lys Gly Ala Leu Gly Leu Ala Leu Gly Glu Thr Ser 

115 120 125 

Pro Gly Ala Ser Arg Gly Met Ser Gly Gly Ala Gly Gly Cys Trp Ala 

130 135 140 

Leu Gly Trp Ala Pro Ser Pro Val Leu Pro Ser Trp Leu Leu Glu Gly 
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14 5 150 155 160 

Pro Pro Pro Trp Leu Ser He He Ser Asp Ser Gly Thr Gin Thr Pro 

165 170 175 

Ser Pro Arg Arg Cys Pro Ala Arg Pro Ser Pro Trp Gly Pro Gin Cys 

180 185 190 

Trp Arg Gly Gly Arg He Ala Ser Ala Glu Ala Ser Ser Thr 
195 200 205 

<210> 4529 

<211> 546 

<212> DMA 

<213> Homo sapiens 

<400> 4529 

nngagagctg agaggtggaa aatggcgctg acgtgagcgc gaactcgcac tgcccagagg 
' 60 

gtggccgccg cctaagctgc agccgccgga gccgcagaaa caagaggccg agccgtgtcg 
120 

aagatggagg agaaaccctc agggcccatc ccggacatgc tggccactgc agagcccagc 
180 

tccagtgaga ccgacaagga ggtgttgtcc ccggctgtgc cagctgcagc cccctcctcc 
240 

tccatgtcgg aggagccagg ccctgagcag gcagccacac cgccagtggg gaacgtggag 
300 

gggctggagg gatgcagcag ggctcctccc cagccccaga cagctgccag tctggccccg 
360 

gacccagccc tggcctgacc agcatagtct ccgggaccag cgaggacctg cggcctccca 
420 

gacgacgccc acctccaggg aagcaaatcc cttgctccag ccctggctgc tgcctcagtt 
480 

ttcccagcgt ccgtgacctg gcacagcatc tgcgaaccca ctgcccgccg agccctatgc 
540 

agtctc 
546 

<210> 4530 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 4530 

Met Glu Glu Lys Pro Ser Gly Pro He Pro Asp Met Leu Ala Thr Ala 

15 10 15 

Glu Pro Ser Ser Ser Glu Thr Asp Lys Glu Val Leu Ser Pro Ala Val 

20 25 30 

Pro Ala Ala Ala Pro Ser Ser Ser Met Ser Glu Glu Pro Gly Pro Glu 

35 40 45 

Gin Ala Ala Thr Pro Pro Val Gly Asn Val Glu Gly Leu Glu Gly Cys 

50 55 60 

Ser Arg Ala Pro Pro Gin Pro Gin Thr Ala Ala Ser Leu Ala Pro Asp 
65 70 75 80 

Pro Ala Leu Ala 
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<210> 4531 

<211> 1414 

<212> DNA 

<213> Homo sapiens 

<400> 4531 

nncacgtggc ctccgagcag ctcagggcgc ccttgaaagt tcttggatct gcgggttatg 
60 

gccggtccct tgcagggcgg tggggcccgg gccctggacc tactccgggg cctgccgcgt 
120 

gtgagcctgg ccaacttaaa gccgaatccc ggctccaaga aaccggagag aagaccaaga 
180 

ggtcggagaa gaggtagaaa atgtggcaga ggccataaag gagaaaggca aagaggaacc 
240 

cggccccgct tgggctttga gggaggccag actccatttt acatccgaat cccaaaatac 
300 

gggtttaacg aaggacatag tttcagacgc cagtataagc ctttgagtct caatagactg 
360 

cagtatctta ttgatttggg tcgtgttgat cctagtcaac ctattgactt aacccagctt 
420 

gtcaatggga gaggtgtgac catccagcca cttaaaaggg attatggtgt ccagctggtt 
480 

gaggagggtg ctgacacctt tacggcaaaa gttaatattg aagtacagtt ggcttcagaa 
540 

ctagctattg ctgccattga aaaaaatggt ggtgttgtta ctacagcctt ctatgatcca 
600 

agaagtctgg acattgtatg caaacctgtt ccattctttc ttcgtggaca acccatccca 
660 

aaaagaatgc ttccaccaga agaactggta ccatattaca ctgatgcaaa gaaccgtggg 
720 

tacctggcgg atcctgccaa atttcctgaa gcacgacttg aactcgccag gaagtatggt 
780 

tatatcttac ctgataccac taaagatgaa ctcttcaaaa tgctctgtac taggaaggat 
840 

ccaaggcaga ttttctttgg tcttgctcca ggatgggtgg tgaatatggc cgataagaaa 
900 

atcctaaaac ctacagatga aaatctcctt aagtattata cctcatgaat tcccgtccaa 
960 

ggaagcagag ttgttaaaga gtactggaat aggggctgaa ggatctatat tcccttattg 
1020 

cattttcctt atgtataatt ttccagatgg tgatgttact tttcagtgta ctcatatgtc 
1080 

tcattttcat ctaaaattaa atggcaggaa acaaggactg catagagaaa ctgagtctgt 
1140 

gtgggttctg tctcaaagat acaaactccc tgatagtcta tggaaggaaa atgacaacta 
1200 

ttttagaata tttctagttt gttttttcag tgatcttttc atccaggcct tgttactgtt 
1260 

acagatcaga atgaaatgca caagtggaat gggattgacc tgtaggcctg ctctgccgag 
1320 

atgagagcag atggaatgag ttggtgaccc ctcttaatct gtagcctcag ggaaacacgg 
1380 

ctacccaatg ccaagatggt aaaccctcac gcgt 
1414 
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<210> 4532 

<211> 296 

<212> PRT 

<213> Homo sapiens 

<400> 4532 

Met Ala Gly Pro Leu Gin Gly Gly Gly Ala Arg Ala Leu Asp Leu Leu 

15 10 15 

Arg Gly Leu Pro Arg Val Ser Leu Ala Asn Leu Lys Pro Asn Pro Gly 

20 25 30 

Ser Lys Lys Pro Glu Arg Arg Pro Arg Gly Arg Arg Arg Gly Arg Lys 

35 40 45 

Cys Gly Arg Gly His Lys Gly Glu Arg Gin Arg Gly Thr Arg Pro Arg 

50 55 60 

Leu Gly Phe Glu Gly Gly Gin Thr Pro Phe Tyr He Arg He Pro Lys 
65 70 75 80 

Tyr Gly Phe Asn Glu Gly His Ser Phe Arg Arg Gin Tyr Lys Pro Leu 

85 90 95 

Ser Leu Asn Arg Leu Gin Tyr Leu He Asp Leu Gly Arg Val Asp Pro 

100 105 HO 

Ser Gin Pro He Asp Leu Thr Gin Leu Val Asn Gly Arg Gly Val Thr 

115 120 125 

He Gin Pro Leu Lys Arg Asp Tyr Gly Val Gin Leu Val Glu Glu Gly 

130 135 140 

Ala Asp Thr Phe Thr Ala Lys Val Asn He Glu Val Gin Leu Ala Ser 
145 ' 150 155 160 

Glu Leu Ala He Ala Ala He Glu Lys Asn Gly Gly Val Val Thr Thr 

165 170 175 

Ala Phe Tyr Asp Pro Arg Ser Leu Asp He Val Cys Lys Pro Val Pro 

180 IBS 190 

Phe Phe Leu Arg Gly Gin Pro He Pro Lys Arg Met Leu Pro Pro Glu 

195 200 205 

Glu Leu Val Pro Tyr Tyr Thr Asp Ala Lys Asn Arg Gly Tyr Leu Ala 

210 215 220 

Asp Pro Ala Lys Phe Pro Glu Ala Arg Leu Glu Leu Ala Arg Lys Tyr 
225 230 235 240 

Gly Tyr He Leu Pro Asp He Thr Lys Asp Glu Leu Phe Lys Met Leu 

245 250 255 

Cys Thr Arg Lys Asp Pro Arg Gin He Phe Phe Gly Leu Ala Pro Gly 

260 265 . 270 

Trp Val Val Asn Met Ala Asp Lys Lys He Leu Lys Pro Thr Asp Glu 

275 280 285 

Asn Leu Leu Lys Tyr Tyr Thr Ser 
290 295 

<210> 4533 

<211> 968 

<212> DNA 

<213> Homo sapiens 

<400> 4533 

acgcgtgccc agcacatgtg tgcacacgca gatgcaggag agaacacaca ccaccgtctc 
60 
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tttgcacacg tgtgcccctg tccggacgcc ggggctgagg ccgatcgcgt cgggcagcgg 
120 

gcgcggcggc cccgcgcagc catggactgg ctcatgggga agtccaaagc caagcccaat 
180 

ggcaagaagc ccgctgcgga ggagaggaag gcctacctgg agcctgagca caccaaggcc 
240 

aggatcaccg acttccagtt caaggagctg gtggtgctgc cccgggagat cgacctcaac 
300 

gagtggctgg ccagcaacac aacaacattt ttccaccaca tcaacctgca gtatagcaca 
360 

atctcggagt tctgcacagg agagacgtgt cagacgatgg ccgtgtgcaa cacacagtac 
420 

tactggtatg acgagcgggg gaagaaggtc aagtgcacgg ccccacagta cgttgacttc 

480 

gtcatgagct ccgtgcagaa gctggtgacg gatgaggacg tgttccccac aaaatacggc 
540 

agagaattcc ccagctcctt tgagtccctg gtgaggaaga tctgcagaca cctgttccac 
600 

gtgctggcac acatctactg ggcccacttc aaggagacgc tggccctgga gctgcacgga 
660 

cacttgaaca cgctctacgt ccacttcatc ctctttgctc gggagttcaa cctgctggac 
720 

cccaaagaga ccgccatcat ggacgacctc accgaggtgc tatgcagcgg ggccggcggg 
780 

gtccacagtg ggggcagtgg ggatggggcc ggcagcgggg gcccgggagc acagaaccac 
840 

gtgaaggaga gatgagcccc ccgggccgga caggggcaca cgtgtgcaaa gagacggtgg 
900 

tgtgtgttct ctcctgcatc tgcgtgtgca cacatgtgct gggccctctc agacctcacc 
960 

acacgcgt 
968 

<210> 4534 

<211> 284 

<212> PRT 

<213> Homo sapiens 

<400> 4534 

Thr Arg Ala Gin His Met Cys Ala His Ala Asp Ala Gly Glu Asn Thr 

15 10 15 

His His Arg Leu Phe Ala His Val Cys Pro Cys Pro Asp Ala Gly Ala 

20 25 30 

Glu Ala Asp Arg Val Gly Gin Arg Ala Arg Arg Pro Arg Ala Ala Met 

35 40 45 

Asp Trp Leu Met Gly Lys Ser Lys Ala Lys Pro Asn Gly Lys Lys Pro 

50 55 60 

Ala Ala Glu Glu Arg Lys Ala Tyr Leu Glu Pro Glu His Thr Lys Ala 
65 70 75 80 

Arg He Thr Asp Phe Gin Phe Lys Glu Leu Val Val Leu Pro Arg Glu 

85 90 95 

He Asp Leu Asn Glu Trp Leu Ala Ser Asn Thr Thr Thr Phe Phe His 

100 105 HO 

His He Asn Leu Gin Tyr Ser Thr He Ser Glu Phe Cys Thr Gly Glu 
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<210> 4535 

«=211> 473 

<212> DNA 

<213> Homo sapiens 

<;400> 4535 

cgactttttt tttttttttt ttttgagatg gagtctcgtt ctgtcaccca ggctggagtg 
60 

cagtggcatg atcacagctc actgcaacct ctgcctccca ggttcaagca gttctctngc 
120 

ctcagcctcc cgagtagctg ggattacagg cgtccgccac cacgcccggc taatttttgt 
180 

atttttagta gaaacggggt ttcaccatct cggccaggct ggtcttgaac tcctgacctc 
240 

atgatccatc cgccttggcc tcccaaagtg ctgggattac aggcatgagc taccgcgccc 
300 

ggccttggct gcagattaac gggaatacct cccttgggct tcctaggtga cactgtgata 
360 

ttcggtatga cctcccttgc tctattcctt ggaagaagta caggcactgg tcaagagtgc 
420 

ccgggaccca cattgcctgg ttttgaatcc cagcacctcc acatgttacg cgt 
473 

<210> 4536 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 4536 

Arg Leu Phe Phe Phe Phe Phe Phe Glu Met Glu Ser Arg Ser Val Thr 

15 10 15 

Gin Ala Gly Val Gin Trp His Asp His Ser Ser Leu Gin Pro Leu Pro 
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20 25 30 

Pro Arg Phe Lys Gin Phe Ser Xaa Leu Ser Leu Pro Ser Ser Trp Asp 

35 40 45 

Tyr Arg Arg Pro Pro Pro Arg Pro Ala -Asn Phe Cys lie Phe Ser Arg 

50 55 60 

Asn Gly Val Ser Pro Ser Arg Pro Gly Trp Ser 
65 70 75 

<210> 4537 

<211> 2811 

<212> DNA 

<213> Homo sapiens 



<400> 4537 

naagcttggc acgagggaaa tgaagcctgt 
60 

ctggcttttt acctagcaaa gacaactgag 
120 

ataaaacgtt ctgaactacc tctgcgaggt 
180 

attccagaga gtatcttgat ttttcgggat 
240 

ggccaactca ccctcatcct tgtcgaccat 
300 

gaggagngca gtagcagagg tgctagacca 
360 

ctgnnccatg tttcagttga gctggtgggg 
420 

ctgcaggggg caccagagat cttggacagg 

480 

atcctggact gtgtcaacat ggaccttaaa 
540 

tatgtggaga aactagaggc ccttttccca 
600 

tccctacaaa aggcaaagtt tgatgtatca 
660 

gaccagaaga ctatctatag acaaggcgtc 
720 

ttggaggcct ttctgcagag gtctaacctc 
780 

cacagctatg atgtcctggt tgccatgact 
840 

cggcagttgg ctattttctg tccccatgtg 
900 

gaacgctccc actctccacc cctgaagctg 
960 

catgcctatc ttcaaggcaa cacccaggtc 
1020 

gaagccctgt cagcatattt tgactccatg 
1080 

gatgtgtcca gggagcaagt ggacaaggaa 
1140 

ggactgagtc aagatgagga ggaccctccg 
1200 



gatttggact ccacagtgtc tgctcttgcc 
gctgaggaag tctttgtgcc agttttaaat 
gacattgtct tctttcttca gaaggttcat 
gagattgacc tccatgcatt ataccaggct 
catatcttat ccaaaagtga cacagcccta 
tcgacccatc gagccgaaac actgccctcc 
tcctgtgcta ccctggtgac cgagagaatc 
caaactgcag cccttctgca tggaaccatc 
attggaaagg caaccccaaa ggacagcaaa 
gacctaccca agagaaatga tatatttgat 
ggactgacca ctgagcagat gctgagaaaa 
aaggtggcca ttagtgcaat atatatggat 
cttgcagatc tccatgcttt ctgccaggct 
atctttttca acactcacaa tgagccagtg 
gcactccaaa caacgatctg tgaagtcctg 
acccctgcct caagtaccca ccctaacctc 
tctcgaaaga aacttctgcc cctgctccag 
aagatccctt caggacagcc tgagacagca 
ttggacaggg caagtaactc cctgatttct 
ctgcccccga cgcccatgaa cagcttggtg 
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gatgagtgcc ctctagatca ggggctgcct 
1260 

tgcagtcaga tctcactgtc acagtctacc 
1320 

agaggcgagg aggtagtggg tgaggctacc 
1380 

tttggagatt cagcaattct gtcttcattg 
1440 

actgagagga gaaaaaaagt gaaagaaagc 
1500 

ccccctaatc tctaccaatc agacacattt 
1560 

tatttgccag gggcacgatg tgacatatct 
1620 

ttagacccca aaagtgtcct cggcatggat 
1680 

tgaacattca tcgatggtct ccatgtattc 
1740 

tgaatacctg cctcaagcta gagagaaaag 
1800 

tcagcctaca gcagattatc agctcggtga 
I860 

tgtttgattc agagatggct gaatttctat 
1920 

gtttgggaac agattagagg ccattgtctt 
1980 

ttggatccct ctgtcccaga gccacccaga 
2040 

cagaaaggcc ttaatgacct cataggcact 
2100 

aggcctgggt ctgtctcctg ccttagcagg 
2160 

ccttgctcac attaaaagga agcatggagt 
2220 

caagacactt cactactcca ggtctcactt 
2280 

gtgttccctg gtattctgtg atctgcctct 
2340 

tgtatttttc ttctgttatc cctgggggtg 
2400 

tgtggttgta gcaaggactc agcctcatgt 
2460 

ttgacccagc agagcactcc ctcccactaa 
2520 

ttttttaacg caacccttcc ccctttttcc 
2580 

caacagtttc actgaacagt ggggtatgtg 
2640 

ggggacagtt tgacttcact ttgagggtgt 
2700 

agtggtgtga tcatgaacca aaggaattta 
2760 

ttttgttata ctattaaata attttttcct 
2811 



aaactctctg ctgaggccgt cttcgagaag 
acagcctccc tgtccaagaa gtgactgttg 
tgactcactt caaatgcatg ttttgagatg 
ctccaggatc tggtatactg ttctcataaa 
agctgcttta agaatggttt tccacctttt 
tattatttaa atctgcacct ctctctattt 
gcagtcccag cacagtggga caaaaagaat 
cttgaacaga accagtatct gtcatggaac 
atttattcac t.tgttcattc aagtatttat 
agagtgcgct ttggaaattt attccagttt 
cttttctttc tgccaccatt taggtgatgg 
tcttagctta ttgtgactgt ttcagatcta 
ctgtcctgat caggtggcct ggctgtttct 
accctgactc ttgagaatca agaaaacacc 
cttccaaaaa gacaacagaa ctggaatgag 
cctatcaatt tcttgtcaat ctcttttttt 
tctaatgctc ccataaacta tgtattttgg 
tccccatctg taaaacaggg tttggactag 
tgctgccatt ctttctctcc tctgctcctc 
ctcaggttca cttgattgtc tgtatttctg 
agcacgaata ggggtgtggt tcatggcgtg 
cttgttctgc atgtgtagag tctccccatt 
taccccacag ctctgttcca tgtaagttgc 
atggttttgg catgacatct tcagtatgag 
gatgtctgta gctatgtgga aggtaaaaat 
tgttttgtaa cttgggtact ttattttgca 
gttaaaaaaa aaaaaaaaaa a 
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<210> 4538 

<211> 437 

<212> PRT 

<213> Homo sapiens 



<400> 4538 
Xaa Ala Trp His 
1 

Ser Ala Leu Ala 
20 

Glu Val Phe Val 
35 

Arg Gly Asp lie 
50 

lie Leu lie Phe 
65 

Gly Gin Leu Thr 

Asp Thr Ala Leu 
100 

His Arg Ala Glu 
115 

Val Gly Ser Cys 
130 

Pro Glu lie Leu 
14 5 

lie Leu Asp Cys 

Lys Asp Ser Lys 
180 

Pro Lys Arg Asn 
195 

Val Ser Gly Leu 
210 

lie Tyr Arg Gin 
225 

Leu Glu Ala Phe 

Phe Cys Gin Ala 
260 

Phe Asn Thr His 
275 

His Val Ala Leu 
290 

Ser Pro Pro Leu 
305 

His Ala Tyr Leu 

Pro Leu Leu Gin 
340 

Pro Ser Gly Gin 
355 

Lys Glu Leu Asp 



Glu Gly Asn Glu 
5 

Leu Ala Phe Tyr 

Pro Val Leu Asn 
40 

Val Phe Phe Leu 
55 

Arg Asp Glu lie 
70 

Leu lie Leu Val 
85 

Glu Glu Xaa Ser 

Thr Leu Pro Ser 
120 

Ala Thr Leu Val 
135 

Asp Arg Gin Thr 
150 

Val Asn Met Asp 
165 

Tyr Val Glu Lys 

Asp lie Phe Asp 
200 

Thr Thr Glu Gin 
215 

Gly Val Lys Val 
230 

Leu Gin Arg Ser 
245 

His Ser Tyr Asp 

Asn Glu Pro Val 
280 

Gin Thr Thr lie 
295 

Lys Leu Thr Pro 
310 

Gin Gly Asn Thr 
325 

Glu Ala Leu Ser 

Pro Glu Thr Ala 
360 

Arg Ala Ser Asn 



Ala Cys Asp Leu 
10 

Leu Ala Lys Thr 
25 

lie Lys Arg Ser 

Gin Lys Val His 
60 

Asp Leu His Ala 
75 

Asp His His He 
90 

Ser Arg Gly Ala 
105 

Leu Xaa His Val 

Thr Glu Arg He 
140 

Ala Ala Leu Leu 
155 

Leu Lys He Gly 
170 

Leu Glu Ala Leu 
185 

Ser Leu Gin Lys 

Met Leu Arg Lys 
220 

Ala He Ser Ala 
235 

Asn Leu Leu Ala 
250 

Val Leu Val Ala 
265 

Arg Gin Leu Ala 

Cys Glu Val Leu 
300 

Ala Ser Ser Thr 
315 

Gin Val Ser Arg 
330 

Ala Tyr Phe Asp 
345 

Asp Val Ser Arg 
Ser Leu lie Ser 



Asp Ser Thr Val 
15 

Thr Glu Ala Glu 
30 

Glu Leu Pro Leu 
45 

He Pro Glu Ser 

Leu Tyr Gin Ala 
80 

Leu Ser Lys Ser 
95 

Arg Pro Ser Thr 
110 

Ser Val Glu Leu 
125 

Leu Gin Gly Ala 

His Gly Thr He 
160 

Lys Ala Thr Pro 
175 

Phe Pro Asp Leu 
190 

Ala Lys Phe Asp 
205 

Asp Gin Lys Thr 

He Tyr Met Asp 
240 

Asp Leu His Ala 
255 

Met Thr He Phe 
270 

He Phe Cys Pro 
285 

Glu Arg Ser His 

His Pro Asn Leu 
320 

Lys Lys Leu Leu 
335 

Ser Met Lys He 
350 

Glu Gin Val Asp 
365 

Gly Leu Ser Gin 
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370 375 380 

Asp Glu Glu Asp Pro Pro Leu Pro Pro Thr Pro Met Asn Ser Leu Val 
385 390 395 400 

Asp Glu Cys Pro Leu Asp Gin Gly Leu Pro Lys Leu Ser Ala Glu Ala 

405 410 415 

Val Phe Glu Lys Cys Ser Gin lie Ser Leu Ser Gin Ser Thr Thr Ala 

420 425 430 

Ser Leu Ser Lys Lys 
435 



<210> 4539 

<211> 331 

<212> DNA 

<213> Homo sapiens 



<400> 4539 

gtgcacggag gaaagtctca 
60 

tgggctggac tccgagaaag 
120 

tcacctggaa actccagcaa 
180 

agcagaaaag gaataactgt 
240 

agcaagaaga ggctgtctcc 
300 

gcagcagctc aaagtgtcac 
331 



tgagcagcct gaatgggggc 
accagaagcc tgggggaaaa 
gagcagaggc aggtggagga 
tcagagaaga agccgctgcc 
agctgtcctt ttgcatccca 
ccaccggctt g 



tctgttcctt ctgagctgga 
ccaaagggta atcaatgaac 
gctgaggatg cagcttcaga 
tttcctggct gcctccatca 
agtacctgtg aaaagacaaa 



<210> 4540 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 4540 
Met Gly Ala Leu 
1 

Thr Arg Ser Leu 
20 

Lys Leu Gin Gin 
35 

Gin Lys Gin Lys 
50 

Leu Ala Ala Ser 
65 

Ala Ser Gin Val 
Pro Pro Ala 



Phe Leu Leu Ser 
5 

Gly Glu Asn Gin 

Glu Gin Arg Gin 
40 

Arg Asn Asn Cys 
55 

lie Lys Gin Glu 
70 

Pro Val Lys Arg 
85 



Trp Met Gly Trp 
10 

Arg Val lie Asn 
25 

Val Glu Glu Leu 

Ser Glu Lys Lys 
60 

Glu Ala Val Ser 
75 

Gin Ser Ser Ser 
90 



Thr Pro Arg Lys 
15 

Glu Leu Thr Trp 
30 

Arg Met Gin Leu 
45 

Pro Leu Pro Phe 

Ser Cys Pro Phe 
80 

Ser Lys Cys His 
95 



<210> 4541 

<211> 452 

<212> DNA 

<213> Homo sapiens 
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<400> 4541 

actagtcacc tcttctatca gatgatcatc tggatcatat tcttttagat taataatggc 
60 

cacaggcaga tccagggatg taactgcttc agcaagaact gttgcgaatc ccttcgctgt 
120 

tccagtctga gaaccataaa aaatcttcac tccagacaca aagatgtctt tctcttgaag 
180 

ggagacataa ccatttgtca tcaaatcctg agctgctttt ggaacagatt tttcctgtaa 
240 

gttcttgccc tgcgtcttga tgacaatctg gacacaaatc caaaggctaa tgctaacagc 
300 

aaagcccaaa taaatgtaaa acctgtttac ccacaatgat attaaaggtg agaagaggtc 
360 

ccatgtatcc gcagagggat ccatcctcct cagagccgac aggagactag gatctcggac 
420 

ctggagagcc cgatgattcg cactggtact gc 
452 

<210> 4542 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 4542 

Met Asp Pro Ser Ala Asp Thr Trp Asp Leu Phe Ser Pro Leu lie Ser 

15 10 15 

Leu Trp lie Asn Arg Phe Tyr lie Tyr Leu Gly Phe Ala Val Ser lie 

20 25 30 

Ser Leu Trp lie Cys Val Gin lie Val lie Lys Thr Gin Gly Lys Asn 

35 40 45 

Leu Gin Glu Lys Ser Val Pro Lys Ala Ala Gin Asp Leu Met Thr Asn 

50 55 60 

Gly Tyr Val Ser Leu Gin Glu Lys Asp lie Phe Val Ser Gly Val Lys 
65 70 75 80 

He Phe Tyr Gly Ser Gin Thr Gly Thr Ala Lys Gly Phe Ala Thr Val 

85 90 95 

Leu Ala Glu Ala Val Thr Ser Leu Asp Leu Pro Val Ala lie He Asn 

100 105 110 

Leu Lys Glu Tyr Asp Pro Asp Asp His Leu He Glu Glu Val Thr Ser 
115 120 125 

<210> 4543 
<211> 815 
<212> DNA 

<213> Homo sapiens 
<400> 4543 

cggccgccga ggactggcct gactcggaca tttcatcctg tggacactaa ggccaaacac 
60 

agggaggagg gagagcgagt cactgcaggt ccctggcctg cggctccgcc gtggctgcct 
120 

gaggccccgc gcaccaatgc tttgcacttt gcctcgcccg acaccctgcg ggccagagct 
180 
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cctctgccgc ccaccgggct aacccttccg ggcctcacca ctcccgagtg gctctgctta 
240 

tccggccact gactccggct cctcggaagc agggccaccc tcctgaaatg gcttggaacg 
300 

gggctttcca ctggtgccct ccccagacga ttgcttgtaa tgggccagtg cctcgccagg 
360 

gacacagcgg cagccccctg tagcttgtgg ctgttcagaa acaagtccag cccaggtagg 
420 

gcagagggct ctgactgggg acccaagaag ggctggctgt gccgccaccg ctgccccgtc 
430 

accatcactg tgctgaagag ctcgaggctg ggcccacccg cgccggcccc acgttcctcc 
540 

ccgggctcag gtcagggcca gggagtgacc agaaggtgct gaccctgtgg cctgactggc 
600 

ccagagctca cccctgaaca tgagcaagcg caaagaaacc cccatccctg ctcccaaaaa 
660 

agggcgcccc caaggccatt ttgaaggtgg ggggaagccc ggattccgag aaaccgcaac 
720 

cagccgtcta cctcaggaag ctcgctaggg aggagcgcat tctatgtgac taatgcggac 
780 

tggcctgcac cgcctacgga gagaagacaa cgcgt 
815 

<:210> 4544 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 4544 

Met Val Thr Gly Gin Arg Trp Arg His Ser Gin Pro Phe Leu Gly Pro 

15 10 15 

Gin Ser Glu Pro Ser Ala Leu Pro Gly Leu Asp Leu Phe Leu Asn Ser 

20 25 30 

His Lys Leu Gin Gly Ala Ala Ala Val Ser Leu Ala Arg His Trp Pro 

35 40 45 

lie Thr Ser Asn Arg Leu Gly Arg Ala Pro Val Glu Ser Pro Val Pro 

50 55 , 60 

Ser His Phe Arg Arg Val Ala Leu Leu Pro Arg Ser Arg Ser Gin Trp 
65 70 75 80 

Pro Asp Lys Gin Ser His Ser Gly Val Val Arg Pro Gly Arg Val Ser 

85 90 95 

Pro Val Gly Gly Arg Gly Ala Leu Ala Arg Arg Val Ser Gly Glu Ala 

100 105 110 

Lys Cys Lys Ala Leu Val Arg Gly Ala Ser Gly Ser His Gly Gly Ala 

115 120 125 

Ala Gly Gin Gly Pro Ala Val Thr Arg Ser Pro Ser Ser Leu Cys Leu 

130 135 140 

Ala Leu Val Ser Thr Gly 
145 150 

<210> 4545 
<211> 3568 
<212> DNA 

<213> Homo sapiens 



3736 



WO 00/58473 



PCT/USOO/08621 



<400> 4545 
nntgtacaag 
60 

tcaaagagcc 
120 

gacagaaatg 
180 

gtgagtattg 
240 

aagctctgca 
300 

aaaggagtgg 
360 

gatgaaactc 
420 

gtgaaaggga 
480 

gctctccaga 
540 

gattacattt 
600 

atgcccttgg 
660 

aatgtcattg 
720 

tgggaaaaca 
780 

cccacatgtc 
840 

gcttttgtgt 
900 

tgtcagtata 
960 

gaatatgcat 
1020 

gcattagcta 
1080 

tccctgggca 
1140 

aaaactaaac 
1200 

cttgatggcc 
1260 

atacctctag 
1320 

tacatagaaa 
1380 

acaactctgc 

1440 

ccattctttt 
1500 

agaagatcaa 
1560 



ctttagtagg 
agtcagaaga 
cagaggagaa 
ataacaggac 
ttactagggt 
ctgtcaagga 
ttcaggctgc 
gaggaatccg 
ccctacgaaa 
gtggtgtaag 
atgaatgtga 
ttggaacagt 
ttcttaagga 
ctaaggtagc 
tcagaaacta 
aaatgtggca 
tgggaaatga 
tgcatgagtg 
ctggacgtta 
tttctaatgt 
tgttacctcc 
atgaaagtcg 
gaaatgaaca 
agaaaattaa 
caaaattgtg 
ccacattcaa 



tggttatatt 
acaggaagag 
aaagcgttta 
ccgggcatta 
tgaagaactg 
aagaattatt 
agttagagaa 
aattctctca 
attagttgaa 
cacaggtgcc 
ggaactttat 
aaaaatgagt 
taggatggga 
tgctgtaagt 
tggtcatttt 
ggccattaga 
tcttcatcaa 
taaatgtctt 
tgagagtgat 
tatcaacagt 
tgacacctat 
aaatgaaaag 
aaaaatgaaa 
tgattggata 
atgagtatat 
taaggaattg 



ggtggacttg 
cctgctaaaa 
tctcttcagc 
gttcaggcat 
acttttcatc 
ccatatttat 
attttggccc 
attga tggtg 
cttactcaga 
atattagctt 
cgaaaattag 
tggagccatg 
tctgcactga 
accatagtaa 
cctggaatca 
gcctcatctg 
gatggaggtt 
tggccagatg 
gtgagaaaca 
gctacagata 
tttagactca 
ctggatcagc 
aaagttgcaa 
aaattaaaaa 
gcttatgttc 
tggggttcga 



tccccaaatt 
ctgatcaggc 
gagaaaagat 
taagaagaac 
ttctagaatc 
tacgactgag 
taattggcta 
gaggaacaag 
agccagttca 
tcatgttggg 
gatcagatgt 
cattttatga 
tgattgaaac 
atagagggat 
actctcatta 
ctgctccagg 
tgcttctgaa 
tgccgttaga 
cggtaacata 
cagaagaagt 
atcctgtaat 
tgcagttgga 
aaatattaag 
ctgatatgta 
tcataaatga 
catgagctaa 



aaagtatgat 
tgtcagcaaa 
tatcgcaagg 
aactgaccca 
tcctgaagga 
acaaattaag 
tgtggatcca 

gggcgtggtt 

tcagctcttt 
gttgtttcat 
attttcacaa 
cagtcaaaca 
agcaagaaac 
aacacccaaa 
tttgggaggc 
ctactttgca 
taacccctcg 
gtgcatagta 
cacaagcttg 
ccatataatg 
gtgtgaaaac 
agggttgaaa 
tcaagaaaaa 
tgaaggactt 
aggtctgttt 
ctttgaaata 
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cgtatgaatt ctggagaatc 
1620 

gaatattctt ggttacagaa 
1680 

taagctttag taacccttac 
1740 

tgatgtttga aaatatatta 
1800 

gtgtattttt actttagtcc 
1860 

catatggaaa agctaatttc 
1920 

tctccaatcc acactgcctt 
1980 

tttctctatt aaagtatttt 
2040 

agatatgttt attttaacat 
2100 

tacccctgaa atttcaagat 
2160 

cttccctgtt ataaaatggt 
2220 

aaactattta aataaaaaag 
2280 

tcaaagtcat atgccacttc 
2340 

aaataggaat tgttgataag 
2400 

atgtaaaatg gtggtgctac 
2460 

aaatttcctt acaagtcagt 
2520 

atatgttttt taaaataact 
2580 

aaaaatggaa acaaactaaa 
2640 

atggaatatt gtaaatctgt 
2700 

aacattatac taagtgaaag 
2760 

tgtgaagtgc ccagaatagg 
2820 

ggctgagtga gggaaaatgg 
2880 

gatgaaaatg ttctagaatc 
2940 

cactgaattg taccctttaa 
3000 

ttctctaata aagtagattt 
3060 

agggttatta gttatcaact 
3120 

aagaaattat attcaggcat 
3180 



ctgaaaaaga cggtgcttca 
ttcatatggg aactaggctt 
tgtgctagta gattttagta 
atatatgtgc cgaacaagaa 
tcataatcat gttgaattta 
ttcttaaatt tacattacct 
ttattgtaat atcatctaaa 
acatttgaca taaaaaagaa 
tgtttggtta aaaaaggtga 
aatgctatat taacttttcc 
ttgaacttac tgaggagata 
gatagaggtt caacatattt 
acaccaacca catttgtcaa 
aatgtggagg tattggaacc 
cacagaaaac acattggctc 
atgagtactt cttaattgta 
tttgtccaga tgttcatagc 
tgtccatcac ctactaaata 
gaaaatgaat gaacaaatta 
aagccagata caaaaggcca 
caattttata tggaaagaaa 
ggaataacca cttaatgtgt 
agtggtaatg gtaataaaac 
gatggttaaa atggttaatt 
tcagcaacaa agggcccatt 
cctaacatgc aaaatatttt 
attaagcatt gagtgtcatt 



accagcttgc atagcacaga 
Ctaagatgtt aataattagc 
gatattggtg ttatattgtt 
accgaaagct atattgtact 
tgtgatcatt gattttattt 
aatattctca ctagctatgt 
tagatgcaga aaaatggaat 
ccagatacag ttttctattc 
agttccagtc aaccactttt 
agatctaacc ctagcttatc 
ttcccatcat taacaaaaat 
agtcattatg gaagtgcaaa 
aataaaaaaa aaaaaacagg 
cctgtacatt gctggtgaga 
tttgttaaaa tgtaaacata 
tacctgagat aactgaaaac 
atcatttttt actgtagttg 
aaatgtggca tagccataca 
cataagggat taacctcaaa 
atattgtatg attctatttt 
gcagagtagt ggtttccagg 
acagagtttc tttttaggat 
attgggaata tactaaaagc 
ttatgttatg taaacattat 
agaatggaag catactctga 
taggtagcat ttttatatag 
attattgatg tataatggat 
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tcccatccaa cattatggtg tgattttaaa 
3240 

ctggggctta atctttgatc agatcattga 
3300 

cagatacttt tactcattat ccaatgctct 
3360 

attgactatt cacatttcct tagatatatt 
3420 

aagtctgtca ttatgagaga taaagccagc 
3480 

aacttttctg tctagctaaa ggattgtaag 
3540 

caatcagcac tctgtgtcta gctaaagg 
3568 



agaagagcca ggaaatcaaa agtattttct 
aaaacttatg gcttccagat ttgtggggga 
aaggccaccc agagagactg gattatctac 
tatttgaatg atggcttcta caaagtagag 
tgggcttctg ggttgggtgg ggtcttggag 
tgcacccatc agcactctgt aaaaacacac 



<210> 4546 

<211> 380 

<212> PRT 

<213> Homo sapiens 



<400> 4546 


























Glu 


Arg He 


He 


Pro 


Tyr 


Leu 


Leu 


Arg 


Leu 


Arg Gin 


He 


Lys 


Asp 


Glu 


1 




5 










10 








15 




Thr 


Leu Gin 


Ala 


Ala 


Val 


Arg 


Glu 


He 


Leu 


Ala Leu 


He 


Gly Tyr 


Val 






20 










25 








30 






Asp 


Pro Val 


Lys 


Gly Arg 


Gly 


He 


Arg 


He 


Leu Ser 


He 


Asp Gly Gly 




35 










40 








45 








Gly Thr Arg Gly Val 


Val 


Ala 


Leu 


Gin 


Thr 


Leu Arg 


Lys 


Leu 


Val 


Glu 




50 








55 








60 










Leu 


Thr Gin 


Lys 


Pro 


Val 


His 


Gin 


Leu 


Phe 


Asp Tyr 


He 


Cys 


Gly Val 


65 






70 










75 








80 


Ser 


Thr Gly 


Ala 


He 


Leu 


Ala 


Phe 


Met 


Leu Gly Leu 


Phe 


His 


Met 


Pro 








85 










90 








95 




Leu 


Asp Glu 


Cys 


Glu 


Glu 


Leu 


Tyr 


Arg 


Lys 


Leu Gly 


Ser 


Asp 


Val 


Phe 




100 










105 








110 






Ser 


Gin Asn 


Val 


He 


Val 


Gly 


Thr 


Val 


Lys 


Met Ser 


Trp 


Ser 


His 


Ala 




115 










120 








125 








Phe 


Tyr Asp 


Ser 


Gin 


Thr 


Trp 


Glu 


Asn 


He 


Leu Lys 


Asp 


Arg 


Met 


Gly 




130 








135 








140 










Ser 


Ala Leu 


Met 


He 


Glu 


Thr 


Ala 


Arg 


Asn 


Pro Thr 


Cys 


Pro 


Lys 


Val 


145 








150 










155 








160 


Ala 


Ala Val 


Ser 


Thr 


He 


Val 


Asn Arg 


Gly 


He Thr 


Pro 


Lys 


Ala 


Phe 








165 










170 








175 




Val 


Phe Arg Asn Tyr Gly 


His 


Phe 


Pro Gly 


He Asn 


Ser 


His 


Tyr Leu 






180 










185 








190 






Gly Gly Cys 


Gin 


Tyr 


Lys 


Met 


Trp 


Gin 


Ala 


He Arg 


Ala 


Ser 


Ser 


Ala 




195 










200 








205 








Ala 


Pro Gly Tyr 


Phe 


Ala 


Glu Tyr Ala 


Leu 


Gly Asn 


Asp 


Leu 


His 


Gin 




210 








215 








220 










Asp 


Gly Gly 


Leu 


Leu 


Leu 


Asn 


Asn 


Pro 


Ser 


Ala Leu 


Ala 


Met 


His 


Glu 


225 








230 










235 








240 


Cys 


Lys Cys 


Leu 


Trp 


Pro Asp Val 


Pro 


Leu 


Glu Cys 


He 


Val 


Ser 


Leu 






245 










250 








255 




Gly Thr Gly Arg Tyr 


Glu 


Ser 


Asp 


val 


Arg 


Asn Thr 


Val 


Thr 


Tyr 


Thr 
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260 










265 








270 






Ser L€U 


Lys 
275 


Thr 


Lys 


Leu 


Ser 


Asn 
280 


Val 


He Asn 


Ser 


Ala 
285 


Thr 


Asp 


Thr 


Glu Glu 


Val 


His 


He 


Met 


Leu Asp Gly 


Leu Leu 


Pro 


Pro 


Asp 


Thr 


Tyr 


290 










295 








300 






Glu 




Phe Arg 


Phe 


Asn 


Pro 


Val 


Met 


Cys 


Glu 


Asn He 


Pro 


Leu 


Asp 


Ser 


305 








310 








315 










320 


Arg Asn 


Glu 


Lys. 


Leu 


Asp 


Gin 


Leu 


Gin 


Leu Glu Gly Leu 


Lys 


Tyr 


He 






325 










330 








335 




Glu Arg 


Asn 


Glu 


Gin 


Lys 


Met 


Lys 


Lys 


Val Ala 


Lys 


He 


Leu 


Ser 


Gin 




340 










345 








350 




Thr 


Glu Lys 


Thr 


Thr 


Leu 


Gin 


Lys 


He 


Asn 


Asp Trp 


He 


Lys 


Leu 


Lys 


355 










360 








365 








Asp Met 


Tyr Glu Gly Leu 


Pro 


Phe 


Phe 


Ser Lys 


Leu 










370 










375 








380 











<210> 4547 
<211> 2211 
<212> DMA 

<213> Homo sapiens 
<400> 4547 

ngtttcattc tcttgttctt ctacagtgga gacagattcc tctgaactta tgtctggttc 
60 

tggcttttct tcctcccctt cagcaagctt gcttttggga ggagtttccc gggtagaatt 
120 

cacagttcga cgaatcggca tggtgctatc ttctaccttc tctgagctcg gcggctggga 
1B0 

ctggaggaca gcggtggcgg aggcgactag cggcggcggg agcggcgccg agaggccgtg 
240 

cgggacgcgg gcgccaggac cggccgaacg cagaggttga ttcttcacca cactgaaacc 
300 

attaggaaaa atccttgtgg ttaacagcag aggcttcaga gtgtaacctg tactcgggcc 
360 

tagaaattat ttaaaatggc gactgatacg tctcaaggtg aactcgtcca tcctaaggca 
420 

ctcccactta tagtaggagc tcagctgatc cacgcggaca agttaggtga gaaggtagaa 
480 

gatagcacca tgccgattcg tcgaactgtg aattctaccc gggaaactcc tcccaaaagc 
540 

aagcttgctg aaggggagga agaaaagcca gaaccagaca taagttcaga ggaatctgtc 
600 

tccactgtag aagaacaaga gaatgaaact ccacctgcta cttcgagtga ggcagagcag 
660 

ccaaaggggg aacctgagaa tgaagagaag gaagaaaata agtcttctga ggaaaccaaa 
720 

aaggatgaga aagatcagtc taaagaaaag gagaagaaag tgaaaaaaac aattccttcc 
780 

tgggctaccc tttctgccag ccagctagcc agggcccaga aacaaacacc gatggcttct 
840 

tccccacgtc ccaagatgga tgcaatctta actgaggcca ttaaggcatg cttccagaag 
900 

agtggtgcat cagtggttgc tattcgaaaa tacatcatcc ataagtatcc ttctctggag 
960 
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ctggagagaa ggggttatct ccttaaacaa gcactgaaaa gagaattaaa tagaggagtc 
1020 

atcaaacagg tattacacaa tgttaaagga aaaggtgctt ctggaagttt tgttgtggtt 
1080 

cagaaatcaa gaaaaacacc tcagaaatcc agaaacagaa agaataggag ctctgcagtg 
1140 

gatccagaac cacaagtaaa attggaggat gtcctcccac tggcctttac tcgcctttgt 
1200 

gaacctaaag aagcttccta cagtctcatc aggaaatatg tgtctcagta ttatcctaag 
1260 

cttagagtgg acatcaggcc tcagctgttg aagaacgctc tgcagagagc agtagagagg 
1320 

ggccagttag aacagataac tggcaaaggt gcttcgggga cattccagct gaagaaatca 
1380 

ggggagaaac ccctgcttgg tggaagcctg atggaatatg caatcttgtc tgccattgct 
1440 

gccatgaatg agccgaagac ctgctctacc actgctctga agaagtatgt cctagagaat 
1500 

cacccaggaa ccaattctaa ctatcaaatg catttgctga aaaaaaccct gcagaaatgc 
1560 

gaaaagaatg ggtggatgga acagatctct gggaaagggt tcagtggcac cttccagctc 
1620 

tgttttccct attatcccag cccaggagtt ctgtttccga agaaagagcc agatgattct 
1680 

agagatgagg atgaagatga agatgagtca tcagaagaag actctgagga tgaagagccg 
1740 

ccacctaaga gaaggttgca gaagaaaacc ccagccaagt ccccagggaa ggccgcatct 
1800 

gtgaagcaga gagggtccaa acctgcacct aaagtctcag ctgcccagcg ggggaaagct 
I860 

aggcccttgc ctaagaaagc acctcctaag gccaaaacgc ctgccaagaa gaccagaccc 
1920 

tcatccacag tcatcaagaa acctagtggt ggctcctcaa agaagcctgc aaccagtgca 
1980 

agaaaggaag taaaattgcc gggcaagggc aaatccacca tgaagaagtc tttcagagtg 
2040 

aaaaagtaaa ttttatagga aaaaagggta tcatgatgaa attcaaaatc ttattttcta 
2100 

aggtcagcgt gcatttgttt agttttgatg cttttcaaat tacattattt tcctccccta 
2160 

tgaacattgt ggggagggac tctaaataaa ccagtttagg catttgctag c 
2211 

<210> 4548 

<211> 515 

<212> PRT 

<213> Homo sapiens 

<400> 4548 

Arg Thr Val Asn Ser Thr Arg Glu Thr Pro Pro Lys Ser Lys Leu Ala 

15 10 15 

Glu Gly Glu Glu Glu Lys Pro Glu Pro Asp He Ser Ser Glu Glu Ser 

20 25 30 

Val Ser Thr Val Glu Glu Gin Glu Asn Glu Thr Pro Pro Ala Thr Ser 
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35 

Ser Glu Ala Glu 
50 

Glu Asn Lys Ser 
65 

Lys Glu Lys Glu 

Leu Ser Ala Ser 
100 

Ser Ser Pro Arg 
115 

Ala Cys Phe Gin 
130 

lie lie His Lys 
14 5 

Leu Lys Gin Ala 

Val Leu His Asn 
180 

Val Gin Lys Ser 
195 

Arg Ser Ser Ala 
210 

Leu Pro Leu Ala 
225 

Ser Leu lie Arg 

Asp lie Arg Pro 
260 

Arg Gly Gin Leu 
275 

Gin Leu Lys Lys 
290 

Glu Tyr Ala lie 
305 

Cys Ser Thr Thr 

Thr Asn Ser Asn 
340 

Cys Glu Lys Asn 
355 

Gly Thr Phe Gin 
370 

Phe Pro Lys Lys 
385 

Asp Glu Ser Ser 

Arg Arg Leu Gin 
420 

Ser Val Lys Gin 
435 

Gin Arg Gly Lys 
450 

Lys Thr Pro Ala 



40 

Gin Pro Lys Gly 
55 

Ser Glu Glu Thr 
70 

Lys Lys Val Lys 
85 

Gin Leu Ala Arg 

Pro Lys Met Asp 
120 

Lys Ser Gly Ala 
135 

Tyr Pro Ser Leu 
150 

Leu Lys Arg Glu 
165 

Val Lys Gly Lys 

Arg Lys Thr Pro 
200 

Val Asp Pro Glu 
215 

Phe Thr Arg Leu 
230 

Lys Tyr Val Ser 
245 

Gin Leu Leu Lys 

Glu Gin lie Thr 
280 

Ser Gly Glu Lys 
295 

Leu Ser Ala lie 
310 

Ala Leu Lys Lys 
325 

Tyr Gin Met His 

Gly Trp Met Glu 
360 

Leu Cys Phe Pro 
375 

Glu Pro Asp Asp 
390 

Glu Glu Asp Ser 
405 

Lys Lys Thr Pro 

Arg Gly Ser Lys 
440 

Ala Arg Pro Leu 
455 

Lys Lys Thr Arg 



Glu Pro Glu Asn 
60 

Lys Lys Asp Glu 
75 

Lys Thr lie Pro 
90 

Ala Gin Lys Gin 
105 

Ala lie Leu Thr 

Ser Val Val Ala 
140 

Glu Leu Glu Arg 
155 

Leu Asn Arg Gly 
170 

Gly Ala Ser Gly 
185 

Gin Lys Ser Arg 

Pro Gin Val Lys 
220 

Cys Glu Pro Lys 
235 

Gin Tyr Tyr Pro 
250 

Asn Ala Leu Gin 
265 

Gly Lys Gly Ala 

Pro Leu Leu Gly 
300 

Ala Ala Met Asn 
315 

Tyr Val Leu Glu 
330 

Leu Leu Lys Lys 
345 

Gin lie Ser Gly 

Tyr Tyr Pro Ser 
380 

Ser Arg Asp Glu 
395 

Glu Asp Glu Glu 
410 

Ala Lys Ser Pro 
425 

Pro Ala Pro Lys 

Pr6 Lys Lys Ala 
460 

Pro Ser Ser Thr 



45 

Glu Glu Lys Glu 

Lys Asp Gin Ser 
80 

Ser Trp Ala Thr 
95 

Thr Pro Met Ala 
110 

Glu Ala lie Lys 
125 

lie Arg Lys Tyr 

Arg Gly Tyr Leu 
160 

Val He Lys Gin 
175 

Ser Phe Val Val 
190 

Asn Arg Lys Asn 
205 

Leu Glu Asp Val 

Glu Ala Ser Tyr 
240 

Lys Leu Arg Val 
255 

Arg Ala Val Glu 
270 

Ser Gly Thr Phe 
285 

Gly Ser Leu Met 

Glu Pro Lys Thr 
320 

Asn His Pro Gly 
335 

Thr Leu Gin Lys 
350 

Lys Gly Phe Ser 
365 

Pro Gly Val Leu 

Asp Glu Asp Glu 
400 

Pro Pro Pro Lys 
415 

Gly Lys Ala Ala 
430 

val Ser Ala Ala 
445 

Pro Pro Lys Ala 
Val He Lys Ly3 
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465 470 
Pro Ser Gly Gly Ser Ser Lys Lys 
485 

Val Lys Leu Pro Gly Lys Gly Lys 
500 

Val Lys Lys 
515 



475 480 
Pro Ala Thr Ser Ala Arg Lys Glu 

490 495 
Ser Thr Met Lys Lys Ser Phe Arg 
505 510 



<210> 4549 

<211> 2927 

<212> DNA 

<213> Homo sapiens 



<400> 4549 
gatctgtgcg 
60 

ctcttgctgg 
120 

ggggagacca 

1B0 

ataaagaaga 
240 

caccacttcg 
300 

ctcctcctcc 
360 

gctgatggat 
420 

catttgaaga 
480 

tccgtggtgc 
540 

aaagaccacc 
600 

ttcgtcttct 
660 

ctgtccgagt 
720 

tacaagccgc 
780 

caggtggaat 
640 

aacaagtgct 
900 

cgacgggaag 
960 

cgaggccgtg 
1020 

ttgtaccagg 
1080 

tacgtgttcc 
1140 

gtctaccagg 
1200 



tgggggatgt 
ccagcacgga 
acttgaagtt 
tggcgtcctt 
tggggtgcct 
gaggctgcag 
acatgtttgt 
gaaccaagct 
ttgtctgcct 
actactacct 
ggagcttcct 
tcatctacct 
aggacgtgcc 
acatcttctc 
gcatcagcgg 
ctgctcttcc 
cgggagttct 
cggcctcccc 
tgtcccgcac 
tcctggccat 



ggtctgtctc 
gcccagcagc 
cagacaggcc 
tcaaggcaca 
ggaatggaat 
gattcgcaac 
aggttttgac 
ggacctcctg 
ggtgttggcc 
ctcgggggtg 
catcctgctc 
ggggaacagc 
tgccaaggcc 
ggacaagacg 
ccgcgtctat 
acaatgcggc 
ggcgcctgct 
cgacgagggg 
ccaggacacc 
aatggacttc 



cgcaaggaca 
ctgtgctatg 
ctgatggtca 
gtgacgtgtg 
gacaagaaat 
acagacacct 
acaaaaatta 
atgaacaagc 
ttcggcttcg 
catgggagca 
agcgtcacca 
gtcttcatcg 
cgcagcacca 
ggcacgctca 
ggagaacccc 
cctgctgcac 
ggccatctgc 
gcgctggtca 
gtcacgatca 
aacagcacgc 



acatcgtccc 
tggagacggt 
cccacaaaga 
aggcgcctaa 
actccctgga 
gctatggact 
tgaagaactg 
tggtggttgt 
gtttctcagt 
gcgtggccgc 
tcccgatgtc 
actgggacgt 
gcctcaacga 
cgcagaacat 
tacctctgga 
ctcgtgcgga 
cacacggtga 
ccgcagcccg 
tggagctggg 
gcaaacggat 



agccgacatg 
ggacattgac 
actggccact 
cagtcggatg 
cattggcaac 
ggtcatxtat 
tggcaagatc 
gatcttcatc 
caaagaattc 
agagtccttc 
catgttcatc 
gcagatgtac 
ccacctgggc 
cttgaccttc 
acaagttcgc 
ccaacgggga 
tgaccagctg 
gaacttcggc 
ggaggaacgg 
gtcggtgctg 
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gttcgaaagc cagagggcgc catctgcctg tacaccaagg gcgccgacac ggtcatcttc 
1260 

gaacgcttgc acaggagggg ggcaatggaa tttgccacag aggaggcctt ggctgccttt 
1320 

gcccaggaga ccctgcggac actgtgcctg gcctacaggg aggtggctga ggacatttac 
1380 

gaggactggc agcagcgcca ccaggaggcc agcctcctgc tgcagaaccg ggcacaggcc 
1440 

ctgcaacagg tgtacaacga gatggagcag gacctcaggc tgctgggagc cacagccatc 
1500 

gaggacagac tccaggacgg tgtccctgaa accatcaaat gtctcaagaa gagcaacatc 
1560 

aaaatatggg tgctcaccgg ggacaagcag gaaacggctg tgaacatcgg cttcgcctgc 
1620 . 

gagctgctgt cagagaatat gctcattctg gaggagaagg agattagccg catcctggag 
1680 

acctactggg aaaacagtaa caaccttcta accagggagt ccctgtcgca ggtcaagctg 
1740 

gccttggtca ttaacggaga cttcctggac aaactgctgg tgtccctgcg gaaggagccg 
1800 

cgcgccctgg cgcagaacgt gaacatggac gaggcgtggc aggagctcgg ccagtccagg 
1860 

agggatttcc tctacgccag gcgcctgtcc ctgctgtgcc ggaggttcgg gctcccgctg 
1920 

gctgcaccgc cagcccagga ctccagagcc cgccgtagct ccgaggtgct gcaggagcgc 
1980 

gccttcgtgg acctggcgtc caagtgccag gcggtcatct gctgccgcgt gacgcccaag 
2040 

cagaaggccc tgatcgtggc cctggtcaag aagtaccacc aggtggtgac cctggccatc 
2100 

ggggacggtg ccaacgacat caacatgatc aagaccgcgg acgtgggcgt ggggctggcg 
2160 

ggccaggagg gcatgcaggc agttcagaac agcgacttcg tgctcggcca gttctgcttc 
2220 

ctgcagcgcc tcctgctggt gcacggccgc tggtcctacg tgcggatctg caagttcctg 
2280 

cgctactcct tctacaagag catggccagc atgatggtgc aggtctggtt tgcctgctac 
2340 

aacggcttca ccggccagga cgtgagcgca gagcagagcc tggagaagcc ggagctgtac 
2400 

gtggtggggc agaaggacga gctcttcaac tactgggtct tcgtccaagc catcgcccat 
2450 

ggtgtgacca cctctctggt caacttcttc atgacactgt ggatcagccg cgacacggcg 
2520 

ggacccgcca gcttcagcga ccaccagtcc tttgcggtcg tggtggccct gtcttgcctg 
2580 

ctgtccatca ccatggaggt cattcttatc atcaagtact ggaccgccct gtgcgtggcg 
2640 

accatcctcc tcagccttgg tttctacgcc atcatgacta ccaccaccca gagcttctgg 
2700 

ctcttcagaa tgccgacctc agcgtgatgt cctctccctc catcctgctg gtggtcctgc 
2760 

tgagtgtgtc cataaacacc ttccctgtcc tggccctccg agtcatcttc ccagccctca 
2820 
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aggagctacg tgccaaggtg aggtgggcct gggcctgggg tcctcatctg gtacattcca 
2880 

ggaccctggt tggggagccg tgcagggcgt agggactgca aggtgtc 
2927 

<210> 4550 

<211> 908 

<212> PRT 

<213> Homo sapiens 

<400> 4550 

Asp Leu Cys Val Gly Asp Val Val Cys Leu Arg Lys Asp Asn lie Val 

15 10 15 

Pro Ala Asp Met Leu Leu Leu Ala Ser Thr Glu Pro Ser Ser Leu Cys 

20 25 30 

Tyr Val Glu Thr Val Asp lie Asp Gly Glu Thr Asn Leu Lys Phe Arg 

35 40 45 

Gin Ala Leu Met Val Thr His Lys Glu Leu Ala Thr He Lys Lys Met 

50 55 60 

Ala Ser Phe Gin Gly Thr Val Thr Cys Glu Ala Pro Asn Ser Arg Met 
65 70 75 80 

His His Phe Val Gly Cys Leu Glu Trp Asn Asp Lys Lys Tyr Ser Leu 

85 90' 95 

Asp He Gly Asn Leu Leu Leu Arg Gly Cys Arg He Arg Asn Thr Asp 

100 105 110 

Thr Cys Tyr Gly Leu Val lie Tyr Ala Asp Gly Tyr Met Phe Val Gly 

115 120 125 

Phe Asp Thr Lys He Met Lys Asn Cys Gly Lys He His Leu Lys Arg 

130 135 140 

Thr Lys Leu Asp Leu Leu Met Asn Lys Leu Val Val Val He Phe lie 
145 150 155 160 

Ser Val Val Leu Val Cys Leu Val Leu Ala Phe Gly Phe Gly Phe Ser 

165 170 175 

Val Lys Glu Phe Lys Asp His His Tyr Tyr Leu Ser Gly Val His Gly 

180 185 190 

Ser Ser Val Ala Ala Glu Ser Phe Phe Val Phe Trp Ser Phe Leu He 

195 200 205 

Leu Leu Ser Val Thr He Pro Met Ser Met Phe He Leu Ser Glu Phe 

210 215 220 

He Tyr Leu Gly Asn Ser Val Phe He Asp Trp Asp Val Gin Met Tyr 
225 230 235 240 

Tyr Lys Pro Gin Asp Val Pro Ala Lys Ala Arg Ser Thr Ser Leu Asn 

245 250 255 

Asp His Leu Gly Gin Val Glu Tyr He Phe Ser Asp Lys Thr Gly Thr 

260 265 270 

Leu Thr Gin Asn He Leu Thr Phe Asn Lys Cys Cys He Ser Gly Arg 

275 280 285 

Val Tyr Gly Glu Pro Leu Pro Leu Glu Gin Val Arg Arg Arg Glu Ala 

290 295 300 

Ala Leu Pro Gin Cys Gly Pro Ala Ala Pro Arg Ala Asp Gin Arg Gly 
305 310 315 320 

Arg Gly Arg Ala Gly Val Leu Ala Pro Ala Gly His Leu Pro His Gly 

325 330 335 

Asp Asp Gin Leu Leu Tyr Gin Ala Ala Ser Pro Asp Glu Gly Ala Leu 
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340 345 350 

Val Thr Ala Ala Arg Asn Phe Gly Tyr Val Phe Leu Ser Arg Thr Gin 

355 360 365 

Asp Thr Val Thr lie Met Glu Leu Gly Glu Glu Arg Val Tyr Gin Val 

370 375 380 

Leu Ala lie Met Asp Phe Asn Ser Thr Arg Lys Arg Met Ser Val Leu 
385 390 395 400 

Val Arg Lys Pro Glu Gly Ala He Cys Leu Tyr Thr Lys Gly Ala Asp 

405 410 415 

Thr Val He Phe Glu Arg Leu His Arg Arg Gly Ala Met Glu Phe Ala 

420 425 430 

Thr Glu Glu Ala Leu Ala Ala Phe Ala Gin Glu Thr Leu Arg Thr Leu 

435 440 445 

Cys Leu Ala Tyr Arg Glu Val Ala Glu Asp He Tyr Glu Asp Trp Gin 

450 455 460 

Gin Arg His Gin Glu Ala Ser Leu Leu Leu Gin Asn Arg Ala Gin Ala 
465 470 475 480 

Leu Gin Gin Val Tyr Asn Glu Met Glu Gin Asp Leu Arg Leu Leu Gly 

485 490 495 

Ala Thr Ala He Glu Asp Arg Leu Gin Asp Gly Val Pro Glu Thr He 

500 505 510 

Lys Cys Leu Lys Lys Ser Asn He Lys He Trp Val Leu Thr Gly Asp 

515 ■ 520 525 

Lys Gin Glu Thr Ala Val Asn He Gly Phe Ala Cys Glu Leu Leu Ser 

530 535 540 

Glu Asn Met Leu He Leu Glu Glu Lys Glu He Ser Arg He Leu Glu 
545 550 555 560 

Thr Tyr Trp Glu Asn Ser Asn Asn Leu Leu Thr Arg Glu Ser Leu Ser 

565 570 575 

Gin Val Lys Leu Ala Leu Val He Asn Gly Asp Phe Leu Asp Lys Leu 

580 585 590 

Leu Val Ser Leu Arg Lys Glu Pro Arg Ala Leu Ala Gin Asn Val Asn 

595 600 605 

Met Asp Glu Ala Trp Gin Glu Leu Gly Gin Ser Arg Arg. Asp Phe Leu 

610 615 620 

Tyr Ala Arg Arg Leu Ser Leu Leu Cys Arg Arg Phe Gly Leu Pro Leu 
625 630 635 640 

Ala Ala Pro Pro Ala Gin Asp Ser Arg Ala Arg Arg Ser Ser Glu Val 

645 650 655 

Leu Gin Glu Arg Ala Phe Val Asp Leu Ala Ser Lys Cys Gin Ala Val 

660 665 670 

He Cys Cys Arg Val Thr Pro Lys Gin Lys Ala Leu He Val Ala Leu 

675 680 685 

Val Lys Lys Tyr His Gin Val Val Thr Leu Ala He Gly Asp Gly Ala 

690 695 700 

Asn Asp He Asn Met He Lys Thr Ala Asp Val Gly Val Gly Leu Ala 
705 710 715 720 

Gly Gin Glu Gly Met Gin Ala Val Gin Asn Ser Asp Phe Val Leu Gly 

725 730 735 

Gin Phe Cys Phe Leu Gin Arg Leu Leu Leu Val His Gly Arg Trp Ser 

740 745 750 

Tyr Val Arg lie Cys Lys Phe Leu Arg Tyr Phe Phe Tyr Lys Ser Met 

755 760 765 

Ala Ser Met Met Val Gin Val Trp Phe Ala Cys Tyr Asn Gly Phe Thr 
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770 775 780 

Gly Gin Asp Val Ser Ala Glu Gin Ser Leu Glu Lys Pro Glu Leu Tyr 
785 790 795 800 

Val Val Gly Gin Lys Asp Glu Leu Phe Asn Tyr Trp Val Phe Val Gin 

805 810 815 

Ala He Ala His Gly Val Thr Thr Ser Leu Val Asn Phe Phe Met Thr 

820 825 830 

Leu Trp He Ser Arg Asp Thr Ala Gly Pro Ala Ser Phe Ser Asp His 

835 840 845 

Gin Ser Phe Ala Val Val Val Ala Leu Ser Cys Leu Leu Ser He Thr 

850 855 860 

Met Glu Val He Leu He He Lys Tyr Trp Thr Ala Leu Cys Val Ala 
865 870 875 880 

Thr He Leu Leu Ser Leu Gly Phe Tyr Ala He Met Thr Thr Thr Thr 

885 890 895 

Gin Ser Phe Trp Leu Phe Arg Met Pro Thr Ser Ala 
900 905 

<210> 4551 
<211> 361 
<212> DNA 

<213> Homo sapiens 
<400> 4551 

gcgcgccgac ccccacggtc gggtctgaca ggtttccccg gggtgcggtt gcctggggcc 
60 

atggagggac catcggtcag ggtgaggaca ggaggaaggg ggtctagggc ccttcaggga 
120 

caggcagggg tggctttgcc tgtctcagag caggcctcag cagcacactg tccagtacca 
180 

ggcatcagtg agggtccaag aacttgcagc cagcagggac gacagggcag ggcccccagg 
240 

agagacccca cacagcgcac atgggagagt ggatgccaaa ggtgggcagc ggggagggcg 
300 

cctgccaaac agtccctgtg tggtgtgccg cacgctgctg aggtctctgt gcggtgttgg 

360 

c 

361 

<210> 4552 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 4552 

Met Glu Gly Pro Ser Val Arg Val Arg Thr Gly Gly Arg Gly Ser Arg 

15 10 15 

Ala Leu Gin Gly Gin Ala Gly Val Ala Leu Pro Val Ser Glu Gin Ala 

20 25 30 

Ser Ala Ala His Cys Pro Val Pro Gly He Ser Glu Gly Pro Arg Thr 

35 40 45 

Cys Ser Gin Gin Gly Arg Gin Gly Arg Ala Pro Arg Arg Asp Pro Thr 

50 55 60 

Gin Arg Thr Trp Glu Ser Gly Cys Gin Arg Trp Ala Ala Gly Arg Ala 
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65 70 75 80 

Pro Ala Lys Gin Ser Leu Cys Gly Val Pro His Ala Ala Glu Val Ser 
85 90 95 

Val Arg Cys Trp 
100 

<210> 4553 
<211> 2970 
<212> DNA 

<213> Homo sapiens 
<400> 4553 

gaattactca atctcctatg accatctata catactccac cttcaaaaag tacatcaata 
60 

ttatatcatt aaggaaatag taaccttctc ttctccaata tgcatgacat ttttggacaa 
120 

tgcaattgtg gcactggcac ttatttcagt gaagaaaaac tttgtggttc tatggcattc 
1B0 

atcatttgac aaatgcaagc atcttcctta tcaatcagct cctattgaac ttactagcac 
240 

tgactgtgga atccttaagg gcccattaca tttctgaaga agaaagctaa gatgaaggac 
300 

atgccactcc gaattcatgt gctacttggc ctagctatca ctacactagt acaagctgta 
360 

gataaaaaag tggattgtcc acggttatgt acgtgtgaaa tcaggccttg gtttacaccc 
420 

agatccattt atatggaagc atctacagtg gattgtaatg atttaggtct tttaactttc 
480 

ccagccagat tgccagctaa cacacagatt cttctcctac agactaacaa tattgcaaaa 
540 

attgaatact ccacagactt tccagtaaac cttactggcc tggatttatc tcaaaacaat 
600 

ttatcttcag Ccaccaatat taatgtaaaa aagatgcctc agctcctttc tgtgtaccta 
660 

gaggaaaaca aacttactga actgcctgaa aaatgtctgt ccgaactgag caacttacaa 
720 

gaactctata ttaatcacaa cttgctttct acaatttcac ctggagcctt tattggccta 
780 

cataatcttc ttcgacttca tctcaattca aatagattgc agatgatcaa cagtaagtgg 
840 

tttgatgctc ttccaaatct agagattctg atgattgggg aaaatccaat tatcagaatc 
900 

aaagacatga actttaagcc tcttatcaat cttcgcagcc tggttatagc tggtataaac 
960 

ctcacagaaa taccagataa cgccttggtt ggactggaaa acttagaaag catctctttt 
1020 

tacgataaca ggcttattaa agtaccccat gttgctcttc aaaaagttgt aaatctcaaa 
1080 

tttttggatc taaataaaaa tcctattaat agaatacgaa ggggtgattt tagcaatatg 
1140 

ctacacttaa aagagttggg gataaataat atgcctgagc tgatttccat cgatagtctt 
1200 

gctgtggata acctgccaga tttaagaaaa atagaagcta ctaacaaccc tagattgtct 
1260 
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tacattcacc ccaatgcatt tttcagactc cccaagctgg aatcactcat gctgaacagc 
1320 

aatgctctca gtgccctgta ccatggtacc attgagtctc tgccaaacct caaggaaatc 
1380 

agcatacaca gtaaccccat caggtgtgac tgtgtcatcc gttggatgaa catgaacaaa 
1440 

accaacattc gattcatgga gccagattca ctgttttgcg tggacccacc tgaattccaa 
1500 

ggtcagaatg ttcggcaagt gcatttcagg gacatgatgg aaatttgtct ccctcttata 
1560 

gctcctgaga gctttccttc taatctaaat gtagaagctg ggagctatgt ttcctttcac 
1620 

tgtagagcta ctgcagaacc acagcctgaa atctactgga taacaccttc tggtcaaaaa 
1680 

ctcttgccta ataccctgac agacaagttc tatgtccatt ctgagggaac actagatata 
1740 

aatggcgtaa ctcccaaaga agggggttta tatacttgta tagcaactaa cctagttggc 
1800 

gctgacttga agtctgttat gatcaaagtg gatggatctt ttccacaaga taacaatggc 
1860 

tctttgaata ttaaaataag agatattcag gccaattcag ttttggtgtc ctggaaagca 
1920 

agttctaaaa ttctcaaatc tagtgttaaa tggacagcct ttgtcaagac tgaaaattct 
1980 

catgctgcgc aaagtgctcg aataccatct gatgtcaagg tatataatct tactcatctg 
2040 

aatccatcaa ctgagtataa aatttgtatt gatattccca ccatctatca gaaaaacaga 
2100 

aaaaaatgtg taaatgtcac caccaaaggt ttgcaccctg atcaaaaaga gtatgaaaag 
2160 

aataatacca caacacttat ggcctgtctt ggaggccttc tiggggattat tggtgtgata 
2220 

tgtcttatca gctgcctctc tccagaaatg aactgtgatg gtggacacag ctatgtgagg 
2280 

aattacttac agaaaccaac ctttgcatta ggtgagcttt atcctcctct gataaatctc 
2340 

tgggaagcag gaaaagaaaa aagtacatca ctgaaagtaa aagcaactgt tataggttta 
2400 

ccaacaaata tgtcctaaaa accaccaagg aaacctactc caaaaatgaa caaaaaaaaa 
2460 

aaaagcgaaa gactgcagtt gtgctaaaaa caaaacaaaa caaacaaaca aacaaaaaag 
2520 

taaaaaaaga ttactttcga gagagaagtt taagcttcac caatgctgct cctgaccaat 
2580 

ggaaatatgt acaacttcag cattttaagt aactggcttc aaggggtact gtggcaacca 
2640 

aataaaataa ctccattttc taaaactttc atgtaacttt tatgtctgga ctacagttca 
2700 

agtggacaaa aacatttctg tatttttttt aagtaaataa gagtagttga actgagcaat 
2760 

acctcctcct gtgttgtatt acacatatta gccacgagtt tttgcagtga ccagataaac 
2820 

ttgaattgac acgtggtgta ataaaatgga caaattctgt agagtagaca cagtgagtat 
2880 
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gtggacctct tttataagga aaaatacatt ttggattaaa atcaattgct tctgtcttgt 
2940 

tttgtttcta aataaagaat aatttctggg 
2970 

<210> 4554 

<211> 705 

<212> PRT 

<213> Homo sapiens 

<400> 4554 

Met Pro Leu Arg He His Val Leu Leu Gly Leu Ala He Thr Thr Leu 

1 5 .10 15 

val Gin Ala Val Asp Lys Lys Val Asp Cys Pro Arg Leu Cys Thr Cys 

20 25 30 

Glu He Arg Pro Trp Phe Thr Pro Arg Ser He Tyr Met Glu Ala Ser 

35 40 45 

Thr Val Asp Cys Asn Asp Leu Gly Leu Leu Thr Phe Pro Ala Arg Leu 

50 55 60 

Pro Ala Asn Thr Gin He Leu Leu Leu Gin Thr Asn Asn He Ala Lys 
65 70 75 80 

He Glu Tyr Ser Thr Asp Phe Pro Val Asn. Leu Thr Gly Leu Asp Leu 

85 90 95 

Ser Gin Asn Asn Leu Ser Ser Val Thr Asn He Asn Val Lys Lys Met 

100 105 HO 

Pro Gin Leu Leu Ser Val Tyr Leu Glu Glu Asn Lys Leu Thr Glu Leu 

115 120 125 

Pro Glu Lys Cys Leu Ser Glu Leu Ser Asn Leu Gin Glu Leu Tyr He 

130 135 140 

Asn His Asn Leu Leu Ser Thr He Ser Pro Gly Ala Phe He Gly Leu 
145 150 155 160 

His Asn Leu Leu Arg Leu His Leu Asn Ser Asn Arg Leu Gin Met He 

165 170 175 

Asn Ser Lys Trp Phe Asp Ala Leu Pro Asn Leu Glu He Leu Met He 

180 185 190 

Gly Glu Asn Pro He He Arg He Lys Asp Met Asn Phe Lys Pro Leu 

195 200 205 

He Asn Leu Arg Ser Leu Val He Ala Gly He Asn Leu Thr Glu He 

210 215 220 

Pro Asp Asn Ala Leu Val Gly Leu Glu Asn Leu Glu Ser He Ser Phe 
225 230 235 240 

Tyr Asp Asn Arg Leu He Lys Val Pro His Val Ala Leu Gin Lys Val 

245 250 255 

Val Asn Leu Lys Phe Leu Asp Leu Asn Lys Asn Pro He Asn Arg He 

260 265 270 

Arg Arg Gly Asp Phe Ser Asn Met Leu His Leu Lys Glu Leu Gly He 

275 280 285 

Asn Asn Met Pro Glu Leu He Ser He Asp Ser Leu Ala Val Asp Asn 

290 295 300 

Leu Pro Asp Leu Arg Lys He Glu Ala Thr Asn Asn Pro Arg Leu Ser 
305 310 315 320 

Tyr He His Pro Asn Ala Phe Phe Arg Leu Pro Lys Leu Glu Ser Leu 

325 330 335 

Met Leu Asn Ser Asn Ala Leu Ser Ala Leu Tyr His Gly Thr He Glu 



3750 



WO 00/58473 



PCT/US00/08621 



340 345 350 

Ser Leu Pro Asn Leu Lys Glu lie Ser lie His Ser Asn Pro lie Arg 

355 360 365 

Cys Asp Cys Val lie Arg Trp Met Asn Met Asn Lys Thr Asn lie Arg 

370 375 380 

Phe Met Glu Pro Asp Ser Leu Phe Cys val Asp Pro Pro Glu Phe Gin 
385 390 395 400 

Gly Gin Asn Val Arg Gin Val His Phe Arg Asp Met Met Glu lie Cys 

405 410 415 

Leu Pro Leu lie Ala Pro Glu Ser Phe Pro Ser Asn Leu Asn Val Glu 

420 425 430 

Ala Gly Ser Tyr Val Ser Phe His Cys Arg Ala Thr Ala Glu Pro Gin 

435 440 445 

Pro Glu lie Tyr Trp lie Thr Pro Ser Gly Gin Lys Leu Leu Pro Asn 

450 455 460 

Thr Leu Thr Asp Lys Phe Tyr Val His Ser Glu Gly Thr Leu Asp He 
465 470 475 480 

Asn Gly Val Thr Pro Lys Glu Gly Gly Leu Tyr Thr Cys He Ala Thr 

485 490 495 

Asn Leu Val Gly Ala Asp Leu Lys Ser Val Met He Lys Val Asp Gly 

500 505 510 

Ser Phe Pro Gin Asp Asn Asn Gly Ser Leu Asn He Lys- He Arg Asp 

515 520 525 

He Gin Ala Asn Ser Val Leu Val Ser Trp Lys Ala Ser Ser Lys He 

530 535 540 

Leu Lys Ser Ser Val Lys Trp Thr Ala Phe Val Lys Thr Glu Asn Ser 
545 550 555 560 

His Ala Ala Gin Ser Ala Arg He Pro Ser Asp Val Lys Val Tyr Asn 

565 570 575 

Leu Thr His Leu Asn Pro Ser Thr Glu Tyr Lys He Cys He Asp He 

580 585 590 

Pro Thr He Tyr Gin Lys Asn Arg Lys Lys Cys Val Asn Val Thr Thr 

595 600 " 605 

Lys Gly Leu His Pro Asp Gin Lys Glu Tyr Glu Lys Asn Asn Thr Thr 

610 615 620 

Thr Leu Met Ala Cys Leu Gly Gly Leu Leu Gly He He Gly Val He 
625 630 635 640 

Cys Leu He Ser Cys Leu Ser Pro Glu Met Asn Cys Asp Gly Gly His 

645 650 655 

Ser Tyr Val Arg Asn Tyr Leu Gin Lys Pro Thr Phe Ala Leu Gly Glu 

660 665 670 

Leu Tyr Pro Pro Leu He Asn Leu Trp Glu Ala Gly Lys Glu Lys Ser 

675 680 685 

Thr Ser Leu Lys Val Lys Ala Thr Val He Gly Leu Pro Thr Asn Met 
690 695 700 

Ser 
705 

<210> 4555 

<211> 1128 

<212> DNA 

<213> Homo sapiens 

<400> 4555 
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nagtgggaat tagatcctct gggaaccctg gagcttggtg agagtgacgc tgccatgggg 
60 

ttgggtccct gaggccttcc tcggagcatt gggtgccagg ggctgcccag gcttcctgag 
120 

tggcccacct gggtgggagg ctgccaccgc ggcctgatca tgccctctgt gcccacacag 
180 

gtctctgagc ggcccctgat gttcctgttg gacactcctg gcgtgctggc tcctcggatt 
240 

gaaagtgtgg agacaggcct gaagctggcc ctgtgtggaa cggtgctgga ccacctggtc 
300 

ggggaggaga ccatggctga ctacctgctg tacaccctca acaaacacca gcgctttggg 
360 

tgagtgcagc actacggcct gggcagtgcc tgtgacaacg tagagcgcgt gctgaagagt 
420 

gtggctgtga agctggggaa gacgcagaag gtgaaggtgc tcacgggcac gggtaacgtg 
480 

aacgttattc agcctaacta tcctgcggca gcccgtgact tcctgcagac tttccgccgt 
540 

gggctgctgg gttccgtgat gctggacctc gacgtcctgc ggggccaccc cccggctgag 
600 

actttgccct gaacttgtcc gggtagggag ggccggaggc atgtggcctc ccagacctcc 
660 

tgacctgggt ggttgaggct caagacagct cacccggtcc agaagctcca tgctggtcac 
720 

tagggtgctg tgctctctgg cgccccacag cctggccagc tccagggacc ccagttgcag 
780 

ggcccaagca ggtgggagtg gacaccaggc ttcccagtgg acgtccctga gcagctccgc 
840 

atgcttggtt ctcccggagc ttcctgctca ggcctcttga gaaatggatg ctgtctcaga 
900 

aggagttaaa gctataacct gtaaccttta aaatctccag ttaaagggcc tgtttcttac 
960 

tggcctgtga ggtgcaccgt agtgccttgg gcctgtgtgt taaagctgct ctcaccagtg 
1020 

gaacctaaga aatgagcagg ttggcagcta gggtttgtgt tggaggcttt cggtccagtg 
1080 

tcttgcagtc ctacaacaag tgagagcttg ctgccaaaaa aaaaaaaa 
1128 

<210> 4556 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 4556 

Met Pro Ser Val Pro Thr Gin Val Ser Glu Arg Pro Leu Met Phe Leu 

15 10 15 

Leu Asp Thr Pro Gly Val Leu Ala Pro Arg lie Glu Ser Val Glu Thr 

20 25 30 

Gly Leu Lys Leu Ala Leu Cys Gly Thr Val Leu Asp His Leu Val Gly 

35 40 45 

Glu Glu Thr Met Ala Asp Tyr Leu Leu Tyr Thr Leu Asn Lys His Gin 

50 55 60 

Arg Phe Gly 
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65 

<210> 4557 

<211> 446 

<212> DNA 

<213> Homo sapiens 

<400> 4557 

nnacgcgtgc acagaaagcg gtgccaggac tctcttggct ctcctcggag ggctgggatg 
60 

gcctgtccct ctcctctcct cacccctgct cccagcaagg ccgtccgttg tgcccaagac 
120 

catctaggac attctcatcc ccctgagacc tcaagggcct tcctgcctcc tccctcagac 
180 

gtgagggtga gatcctgcct ctaccattgg agcgccacag cccacctgcc tcctctgtca 
240 

aaaaaacctc cttgtaccat ctctcacttg agacctctgc taggcctgcc tcctccatct 
300 

gacctccaca tcccatcagc agccaccctg ggcccctgca tgcactggcc tcctccctca 
360 

gacgctcctt gcaccatatc acttgcatta gacgctctcc taggcctgcc tcccccctca 
420 

gaccaccaca tcacatctac acgcgt 
446 

<210> 4558 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 4558 



xaa 


Arg 


Val 


His 


Arg 


Lys 


Arg 


Cys 


Gin 


Asp 


Ser Leu 


Gly 


Ser 


Pro 


Arg 


l 








5 










10 








15 




Arg 


Ala 


Gly 


Met 
20 


Ala 


Cys 


Pro 


Ser 


Pro 
25 


Leu 


Leu Thr 


Pro 


Ala 
30 


Pro 


Ser 


Lys 


Ala 


Val 
35 


Arg 


Cys 


Ala 


Gin 


Asp 
40 


His 


Leu 


Gly His 


Ser 
45 


His 


Pro 


Pro 


Glu 


Thr 
50 


Ser 


Arg 


Ala 


Phe 


Leu 
55 


Pro 


Pro 


Pro 


Ser Asp 
60 


Val 


Arg 


Val 


Arg 


Ser 


Cys 


Leu 


Tyr 


His 


Trp 


Ser 


Ala 


Thr 


Ala 


His Leu 


Pro 


Pro 


Leu 


Ser 


65 










70 










75 








80 


Lys 


Lys 


Pro 


Pro 


Cys 


Thr 


lie 


Ser 


His 


Leu 


Arg Pro 


Leu 


Leu 


Gly 


Leu 








85 










90 








95 




Pro 


Pro 


Pro 


Ser Asp 


Leu 


His 


lie 


Pro 


Ser 


Ala Ala 


Thr 


Leu 


Gly 


Pro 








100 










105 








110 






Cys 


Met 


His 
115 


Trp 


Pro 


Pro 


Pro 


Ser 
120 


Asp 


Ala 


Pro Cys 


Thr 
125 


He 


Ser 


Leu 


Ala 


Leu 


Asp 


Ala 


Leu 


Leu Gly 


Leu 


Pro 


Pro 


Pro Ser 


Asp 


His 


His 


He 




130 










135 








140 










Thr 


Ser 


Thr 


Arg 

























145 

<210> 4559 
<211> 919 
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<212> DNA 

<213> Homo sapiens 
<400> 4559 

tttttttttt tttttttttt tttttttttt ttttgcttca atgctcttta tttcattagg 
60 

aaagtagctg ggcaggggtg ttcccctggg ggatggagtg ggggtacaga cagtagcctg 
120 

gctcctgtcc cctaggattg acaaaccaag ggctcagggc tcagctgtgt gccacgcagc 
180 

ggctgctgtg aggtgtgttc tggtagaagg ggtcagctga ggtcagggtt cttcccacgt 
240 

ggggatgcag gtgccgcagg ctctccatgg ggttgggggt ggcctccatg cagctgaccg 
300 

gctggctgag ggcgtagcct cctggcatct ggggctggat gccacctcga gtccagcctt 
360 

cctggtctag acccttgggg atgttctcaa agtacccttg gttgtaggtg gtcaggtatc 
420 

gctgatccct gtcaggatca caggggctcc ggacatacat ggggttgtta aggctgaacc 
480 

ctgtgggctc ctttttcccc acagtctccc ggccaagcag ggcaacgttt gtctgttgca 
540 

tccgatgaag tggctgaaac tgctggtgac tcacgctgct gggttctggg cagggagggg 
600 

gcactctggg gttcagaatc ctttcattcc ctcggctgaa ggctgtttcc cgcttggagc 
660 

ctctggccaa cacaggtagg aactcatctc catgtaggtg agtcttgggg aggaagtctg 
720 

acttggtgac actctggcct gggaggaggg cagggtcccc cagggagggc ctgtgagggc 
780 

ggttggaaga caatggggct ctggtgggac tgtttggtga agccactccc ctcctttgcg 
840 

ccgatcgact tcttctgcaa gaaatctggc tggtctagag ggtccctgag atacttggaa 
900 

ttgtactccg acgtcatga 
919 

<210> 4560 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 4560 



Met 


Gin Gin 


Thr 


Asn 


Val 


Ala 


Leu Leu 


Gly 


Arg 


Glu 


Thr 


Val 


Gly 


Lys 


1 






5 








10 










15 




Lys 


Glu Pro 


Thr 


Gly 


Phe 


Ser 


Leu Asn 


Asn 


Pro 


Met 


Tyr 


Val 


Arg 


Ser 




20 








25 










30 






Pro 


Cys Asp 


Pro 


Asp 


Arg Asp 


Gin Arg 


Tyr 


Leu 


Thr 


Thr 


Tyr 


Asn 


Gin 




35 










40 








45 








Gly 


Tyr Phe 


Glu 


Asn 


lie 


Pro 


Lys Gly 


Leu 


Asp 


Gin 


Glu 


Gly 


Trp 


Thr 




50 








55 








60 










Arg 


Gly Gly 


lie 


Gin 


Pro 


Gin 


Met Pro 


Gly 


Gly Tyr 


Ala 


Leu 


Ser 


Gin 


65 








70 








75 










80 


Pro 


Val Ser 


Cys 


Met 


Glu 


Ala 


Thr Pro 


Asn 


Pro 


Met 


Glu 


Ser 


Leu 


Arg 
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85 

His Leu His Pro His V; 
100 

Tyr Gin Asn Thr Pro H; 
115 

<210> 4561 
<211> 4172 
<212> DNA 

<213> Homo sapiens 
<400> 4561 

gcgcgcccct agtcttggtt 
60 

gatcgcgccc gtccgcactc 
120 

gcgacagtgt cttgccgggg 
180 

actttcagac ccttgtgcac 
240 

atgcaggcat ggagccctgc 
300 

cagcaattgg atgcaacatt 
360 

tctgatccat ccttggatat 
420 

aagttgattt gggggcctta 
480 

gcaggtggtg aaaatggaaa 
540 

aaggaagttg tgattgccca 
600 

aacattttcc agactaatct 
660 

gatctaaata attttgcaac 
720 

atcagctgca ttgcatggaa 
780 

ggccgggcca ctgtatggga 
840 

agtaacagaa tgcattgttc 
900 

cttgcctccg aggatgaccg 
960 

tctccacttc gtgtcctgga 
1020 

gcagatcctg aattgttact 
1080 

aacacaggag aggtgttata 
1140 

tggtgccccc gaaatcctgc 
1200 

tattcratca tgggaggaag 
1260 



90 

lI Gly Arg Thr Leu Thr 
105 

s Ser Ser Arg Cys Val 
120 



tcgggcccgg cggaacaacg 
gccgacgtct ccactgctga 
agtagtagcc gggctggtaa 
aaagagcagg atgaagttaa 
ccagaatcac cccatttacc 
tagtacgaat gcttcccttg 
gaaatcttgt gccacattct 
taaaatggat tccaaaggag 
tattattctc tatgatcctt 
gaatgacaag catactggcc 
ggtagcttct ggtgctaatg 
cccaatgaca ccaggagcca 
cagacaagtt cagcatattt 
tcttagagaa aatgagccaa 
tgggttggca tggcatcctg 
gttaccagtg atccagatgt 
aaaccatgcc agggggattt 
gagctgtgga aaagatgcta 
tgaacttccc accaacacac 
tgtcttatca gctgcttcgt 
cacagatggt ttaagacaga 



95 

Ser Ala Asp Pro Phe 
110 

Ala His Ser 
125 



cctggcatct ggactccagt 
gcaaaagcca cccgaggctg 
ctggagtttg agattaggag 
aggaagtaga tcgtacagcc 
tagcaacagg aacatctgct 
agatatttga attagacctc 
cctcttctca caggtaccac 
atgtctctgg agttctgatt 
ctaaaattat agctggagac 
cagtgagagc cttggatgtg 
aatctgaaat ctacatatgg 
aaacacagcc gccagaagat 
tagcatcagc cagtcccagt 
tcatcaaagt cagtgaccat 
atgttgctac tcagatggtc 
gggatcttcg atttgcttcc 
tggcaattgc ttggagcatg 
agattctctg ctccaatcca 
agtggtgctt cgatattcag 
ttgatgggcg tatcagtgtt 
aacaagttga caagctttca 
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tcatcttttg ggaatcttga tccctttggc 
1320 

ccacagcaga ctgctcagca tagtatagtg 
1380 

cgaaggcctg ttggtgcttc tttttcattt 
1440 

agaatgcctt ctcatcaggg agctgagcag 
1500 

caggttgtaa cagaaaagga gttcctcagc 
1560 

tcacaaggat ttatcaatta ttgccaaaaa 
1620 

aaaaatgtgt ggtccttttt gaaggtaaac 
1680 

gaacttctag gatacagaaa agaagatcta 
1740 

gaagaatctg aatttctacc ctcatctgga 
1800 

attgatggtt taattactca ggctttgctg 
1860 

tgtttacatg ataaccgcat ggccgatgcc 
1920 

ctcttggctc gaacccagaa aaaatacttc 
1980 

atcactgcag tggtgatgaa gaactggaaa 
2040 

tggagagagg ctttagctgc agtattgact 
2100 

tgtgatcttt tgggaaccag gcttgaaaat 
2160 

tgtctctgct atatctgtgc agggaatgta 
2220 

caagatggaa gccacccttt gtcacttcag 
2280 

aaagctgtgc aactcactca agccatggac 
2340 

aagatgagtc agtatgccaa tttgttggca 
2400 

tttcttcctg acaacaccaa ccagccaaat 
2460 

gcacaaggag agcctgtagc aggacatgaa 
2520 

ctccccaagg gcaggcctgg accagttgct 
2580 

caacaatatt atccccatgg agaaaatcct 
2640 

gttaatccaa atgctgctgg tcagcttccc 
2700 

ccaccttatc cacagccaca gccttatcaa 
2760 

gggtcagcaa tgtatcgacc tcagcagcct 
2820 * 

aacacccctt acatatcttc tgcttcttcc 
2880 



acaggacagc cccttcctcc gttacaaatt 
ctgcctctga agaagccgcc caagtggatt 
ggaggcaaac tggttacgtt tgagaatgtc 
cagcagcagc agcaccatgt gttcattagt 
cgatcagacc aacttcagca ggctgtgcag 
aaaattgatg cttctcagac tgaatttgag 
tttgaggatg attctcgtgg aaaatacctt 
gaaaagnnac aggacattaa agaggaaaaa 
ggaacattta atatctctgt cagtggggac 
acgggcaatt ttgagagtgc tgttgacctt 
attatattgg ccatagcagg tggacaagaa 
gcaaaatccc aaagcaaaat taccaggctc 
gagattgttg agtcttgtga tcttaaaaat 
tatgcaaagc cggatgaatt ttcagccctt 
gaaggagata gcctcctgca gactcaagca 
gagaaattag ttgcatgttg gactaaagct 
gatctgattg agaaagttgt catcctgcga 
actagtactg taggagctct cttggctgcg 
gctcagggca gtattgctgc agccttggct 
atcatgcagc ttcgtgacag actttgtaga 
ccacctaaaa ttccgtacga gaaacagcag 
ggccaccacc agatgccaag agttcaaact 
ccacctccgg gtttcataat gcatggaaat 
acatctccag gtcatatgca cacccaggta 
ccagcccagc cgtatccctt cggaacaggg 
gttgctcctc ctacttcaaa cgcttaccct 
tatactgggc agtctcagct gtacgcagca 
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cagcaccagg cctcttcacc tacctccagc cctgctactt ctttccctcc tcccccttcc 
2940 

tctggagcat ccttccagca tggcggacca ggagctccac catcatcttc agcttatgca 
3000 

ctgcctcctg gaacaacagg tacactgcct gctgccagtg agctgcctgc gccccaaaga 
3060 

acaggtcctc agaatggttg gaatgaccct ccagctttga acagagtacc caaaaagaag 
3120 

aagatgcctg aaaacttcat gcctcctgtt cccatcacat caccaatcat gaacccgttg 
3180 

ggtgaccccc agtcacaaat gctgcagcaa cagccttcag ctccagtacc actgtcaagc 
3240 

cagtcttcat tcccacagcc acatcttcca ggtggccagc ccttccatgg cgtacagcaa 
3300 

cctcttggtc aaacaggcat gccaccatct ttttcaaagc ccaatattga aggtgcccca 
3360 

ggggctccta ttggaaatac cctccagcat gtgcagtctt tgccaacaaa aaaaattacc 
3420 

aagaaaccta ttccagatga gcacctcatt ctaaagacca catttgagga tcttattcag 
3480 

cgctgccttt cttcagcaac agaccctcaa accaagagga agctagatga tgccagcaaa 
3540 

cgtttggagt ttctgtatga taaacttagg gaacagacac tttcaccaac aatcaccagt 
3600 

ggtttacaca acattgcaag gagcattgaa actcgaaact actcagaagg attgaccatg 
3660 

catacccaca tagttagcac cagcaacttc agtgagacct ctgctttcat gccagttctc 
3720 

aaagttgttc tcacccaggc caataagctg ggtgtctaaa aggacagctt ctcttccact 
3780 

caatattgcc atttttccaa agaaacatgt taaaaaaaaa aattataaga catggactag 
3840 

tcctcattag catgtttgca tagcaaccag tcaagagcat ttacactatt tctgctgata 
3900 

tactcacctt agaactgctc agaaccctgg tgctttattt ttgttttaat cttttgttgc 
3960 

cagtgatgat tttcctattc tgcaaatagt gtatttcctg gattacacat agtatggttt 
4020 

cctgaagtat tctgataaat gtgttttttt aaaacctcaa tacacttttt agaaaaggag 
4080 

catctggtta tgcataaagc agagctaaaa ctaaatttct ttcatgtcct ccctacttcc 
4140 

tcagtgtcaa tcagattaaa gtgtgtaatc ct 

4172 

<210> 4562 
<211> 1182 
<212> PRT 

<213> Homo sapiens 
<400> 4562 

Met Lys Leu Lys Glu Val Asp Arg Thr Ala Met Gin Ala Trp Ser Pro 

15 10 15 

Ala Gin Asn His Pro He Tyr Leu Ala Thr Gly Thr Ser Ala Gin Gin 
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20 

Leu Asp Ala Thr 
35 

Asp Leu Ser Asp 
50 

Ser Ser His Arg 
65 

Ser Lys Gly Asp 

Asn lie lie Leu 
100 

val Val lie Ala 
115 

Asp Val Asn lie 
130 

Ser Glu lie Tyr 
14 5 

Pro Gly Ala Lys 

Asn Arg Gin Val 
180 

Ala Thr Val Trp 
195 

Asp His Ser Asn 
210 

Val Ala Thr Gin 
225 

lie Gin Met Trp 

Glu Asn His Ala 
260 

Pro Glu Leu Leu 
275 

Asn Pro Asn Thr 
290 

Trp Cys Phe Asp 
305 

Ala Ala Ser Phe 

Ser Thr Asp Gly 
340 

Phe Gly Asn Leu 
355 

Gin He Pro Gin 
370 

Lys Pro Pro Lys 
385 

Gly Gly Lys Leu 

Gly Ala Glu Gin 
420 

Val Thr Glu Lys 
435 

Val Gin Ser Gin 



Phe Ser Thr Asn 
40 

Pro Ser Leu Asp 
55 

Tyr His Lys Leu 
70 

Val Ser Gly Val 
85 

Tyr Asp Pro Ser 

Gin Asn Asp Lys 
120 

Phe Gin Thr Asn 
135 

lie Trp Asp Leu 
150 

Thr Gin Pro Pro 
165 

Gin His He Leu 

Asp Leu Arg Glu 
200 

Arg Met His Cys 
215 

Met Val Leu Ala 
230 

Asp Leu Arg Phe 
245 

Arg Gly He Leu 

Leu Ser Cys Gly 
280 

Gly Glu Val Leu 
295 

He Gin Trp Cys 
310 

Asp Gly Arg He 
325 

Leu Arg Gin Lys 

Asp Pro Phe Gly 
360 

Gin Thr Ala Gin 
375 

Trp lie Arg Arg 
390 

Val Thr Phe Glu 
405 

Gin Gin Gin Gin 

Glu Phe Leu Ser 
440 

Gly Phe He Asn 



25 

Ala Ser Leu Glu 

Met Lys Ser Cys 
60 

lie Trp Gly Pro 
75 

Leu He Ala Gly 
90 

Lys He He Ala 
105 

His Thr Gly Pro 

Leu Val Ala Ser 
140 

Asn Asn Phe Ala 
155 

Glu Asp lie Ser 
170 

Ala Ser Ala Ser 
185 

Asn Glu Pro He 

Ser Gly Leu Ala 
220 

Ser Glu Asp Asp 
235 

Ala Ser Ser Pro 
250 

Ala He Ala Trp 
265 

Lys Asp Ala Lys 

Tyr Glu Leu Pro 
300 

Pro Arg Asn Pro 
315 

Ser Val Tyr Ser 
330 

Gin Val Asp Lys 
345 

Thr Gly Gin Pro 

His Ser He Val 
380 

Pro Val Gly Ala 
395 

Asn Val Arg Met 
410 

His His Val Phe 
425 

Arg Ser Asp Gin 
Tyr Cys Gin Lys 



30 

lie Phe Glu Leu 
45 

Ala Thr Phe Ser 

Tyr Lys Met Asp 
80 

Gly Glu Asn Gly 
95 

Gly Asp Lys Glu 
110 

Val Arg Ala Leu 
125 

Gly Ala Asn Glu 

Thr Pro Met Thr 
160 

Cys lie Ala Trp 
175 

Pro Ser Gly Arg 
190 

lie Lys Val Ser 
205 

Trp His Pro Asp 

Arg Leu Pro Val 
240 

Leu Arg Val Leu 
255 

Ser Met Ala Asp 
270 

He Leu Cys Ser 
285 

Thr Asn Thr Gin 

Ala Val Leu Ser 
320 

He Met Gly Gly 
335 

Leu Ser Ser Ser 
350 

Leu Pro Pro Leu 
365 

Leu Pro Leu Lys 

Ser Phe Ser Phe 
400 

Pro Ser His Gin 
415 

He Ser Gin Val 
430 

Leu Gin Gin Ala 
44 5 

Lys He Asp Ala 
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450 

Ser Gin Thr Glu 
465 

Phe Glu Asp Asp 

Lys Glu Asp Leu 
500 

Ser Glu Phe Leu 
515 

Gly Asp lie Asp 
530 

Glu Ser Ala Val 
54 5 

He He Leu Ala 

Lys Lys Tyr Phe 
580 

Ala Val Val Met 
595 

Lys Asn Trp Arg 
610 

Asp Glu Phe Ser 
625 

Glu Gly Asp Ser 

Ala Gly Asn Val 
660 

Gly Ser His Pro 
675 

Leu Arg Lys Ala 
690 

Gly Val Leu Leu 
705 

Ala Gin Gly Ser 

Asn Gin Pro Asn 
740 

Gly Glu Pro Val 
755 

Gin Gin Leu Pro 
770 

Met Pro Arg Val 
785 

Pro Pro Pro Gly 

Gly Gin Leu Pro 
820 

Tyr Pro Gin Pro 
835 

Thr Gly Gly Ser 
850 

Thr Ser Asn Ala 
865 

Tyr Thr Gly Gin 



455 

Phe Glu Lys Asn 
470 

Ser Arg Gly Lys 
485 

Glu Lys Xaa Gin 

Pro Ser Ser Gly 
520 

Gly Leu He Thr 
535 

Asp Leu Cys Leu 
550 

He Ala Gly Gly 
565 

Ala Lys Ser Gin 

Lys Asn Trp Lys 
600 

Glu Ala Leu Ala 
615 

Ala Leu Cys Asp 
630 

Leu Leu Gin Thr 
645 

Glu Lys Leu Val 

Leu Ser Leu Gin 
680 

Val Gin Leu Thr 
695 

Ala Ala Lys Met 
710 

He Ala Ala Ala 
725 

He Met Gin Leu 

Ala Gly His Glu 
760 

Lys Gly Arg Pro 
775 

Gin Thr Gin Gin 
790 

Phe He Met His 
805 

Thr Ser Pro Gly 

Gin Pro Tyr Gin 
840 

Ala Met Tyr Arg 
855 

Tyr Pro Asn Thr 
870 

Ser Gin Leu Tyr 



460 

Val Trp Ser Phe 
475 

Tyr Leu Glu Leu 
490 

Asp He Lys Glu 
505 

Gly Thr Phe Asn 

Gin Ala Leu Leu 
540 

His Asp Asn Arg 
555 

Gin Glu Leu Leu 
570 

Ser Lys He Thr 
585 

Glu He Val Glu 

Ala Val Leu Thr 
620 

Leu Leu Gly Thr 
635 

Gin Ala Cys Leu 
650 

Ala Cys Trp Thr 
665 

Asp Leu He Glu 

Gin Ala Met Asp 
700 

Ser Gin Tyr Ala 
715 

Leu Ala Phe Leu 
730 

Arg Asp Arg Leu 
745 

Ser Pro Lys He 

Gly Pro Val Ala 
780 

Tyr Tyr Pro His 
795 

Gly Asn Val Asn 
810 

His Met His Thr 
825 

Pro Ala Gin Pro 

Pro Gin Gin Pro 
860 

Pro Tyr He Ser 
875 

Ala Ala Gin His 



Leu Lys Val Asn 
480 

Leu Gly Tyr Arg 
495 

Glu Lys Glu Glu 
510 

He Ser Val Ser 
525 

Thr Gly Asn Phe 

Met Ala Asp Ala 
560 

Ala Arg Thr Gin 
575 

Arg Leu He Thr 
590 

Ser Cys Asp Leu 
605 

Tyr Ala Lys Pro 

Arg Leu Glu Asn 
640 

Cys Tyr He Cys 
655 

Lys Ala Gin Asp 
670 

Lys Val Val He 
685 

Thr Ser Thr Val 

Asn Leu Leu Ala 
720 

Pro Asp Asn Thr 
735 

Cys Arg Ala Gin 
750 

Pro Tyr Glu Lys 
765 

Gly His His Gin 

Gly Glu Asn Pro 
800 

Pro Asn Ala Ala 
815 

Gin Val Pro Pro 
830 

Tyr Pro Phe Gly 
845 

Val Ala Pro Pro 

Ser Ala Ser Ser 
880 

Gin Ala Ser Ser 
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885 890 695 

Pro Thr Ser Ser Pro Ala Thr Ser Phe Pro Pro Pro Pro Ser Ser Gly 

900 905 910 

Ala Ser Phe Gin His Gly Gly Pro Gly Ala Pro Pro Ser Ser Ser Ala 

915 920 925 

Tyr Ala Leu Pro Pro Gly Thr Thr Gly Thr Leu Pro Ala Ala Ser Glu 

930 935 940 

Leu Pro Ala Ser Gin Arg Thr Gly Pro Gin Asn Gly Trp Asn Asp Pro 
945 950 955 960 

Pro Ala Leu Asn Arg Val Pro Lys Lys Lys Lys Met Pro Glu Asn Phe 

965 970 975 

Met Pro Pro Val Pro lie Thr Ser Pro lie Met Asn Pro Leu Gly Asp 

980 985 990 

Pro Gin Ser Gin Met Leu Gin Gin Gin Pro Ser Ala Pro Val Pro Leu 

995 1000 1005 

Ser Ser Gin Ser Ser Phe Pro Gin Pro His Leu Pro Gly Gly Gin Pro 

1010 1015 1020 

Phe His Gly Val Gin Gin Pro Leu Gly Gin Thr Gly Met Pro Pro Ser 
X025 1030 1035 1040 

Phe Ser Lys Pro Asn He Glu Gly Ala Pro Gly Ala Pro He Gly Asn 

1045 1050 1055 

Thr Phe Gin His Val Gin Ser Leu Pro Thr Lys Lys He Thr Lys Lys 

1060 1065 - 1070 

Pro He Pro Asp Glu His Leu He Leu Lys Thr Thr Phe Glu Asp Leu 

1075 1080 1085 

He Gin Arg Cys Leu Ser Ser Ala Thr Asp Pro Gin Thr Lys Arg Lys 

1090 1095 1100 

Leu Asp Asp Ala Ser Lys Arg Leu Glu Phe Leu Tyr Asp Lys Leu Arg 
1105 1110 1115 1120 

Glu Gin Thr Leu Ser Pro Thr He Thr Ser Gly Leu His Asn He Ala 

1125 1130 1135 

Arg Ser He Glu Thr Arg Asn Tyr Ser Glu Gly Leu Thr Met Kis Thr 

1140 1145 1150 

His He Val Ser Thr Ser Asn Phe Ser Glu Thr Ser Ala Phe Met Pro 

1155 1160 1165 

Val Leu Lys Val Val Leu Thr Gin Ala Asn Lys Leu Gly Val 
1170 1175 1180 

<210> 4563 
<211> 2037 
<212> DNA 

<213> Homo sapiens 
<400> 4563 

ctacttggtc tcctgctttc gcgacatggc cttcaatttt ggggctccct cgggcacctc 
60 

cggtaccgct gcagccaccg cggcccccgg ctgggtttgg aggatttggg acaacatcta 
120 

caactgcagg ttctgcattc agcttttctg ccccaactaa cacaggcact actggactct 
180 

ttggtggtac tcagaacaaa ggttttggat ttggtactgg ttttggcaca acaacgggaa 

240 

ctagtactgg tttaggtact ggtttgggaa ctggactggg atttggagga tttaatacac 
300 
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agcagcagca gcaaactagc agtaggttat agttgcatgc ccagtaataa agatgaagat 
360 

gggctagtgg ttttagtttt caacaaaaaa gaaacagaga ttcgaagcca acaacaacag 
420 

ttggtagaat cattgcataa agttttggga ggaaaccaga cccttactgt aaatgtagag 
480 

ggcactaaaa cattgccaga tgatcagaca gaagttgtta tttatgttgt tgagcgttcg 
540 

ccaaatggta cttcaagaag agttccagct acaacgctab atgcccattt tgaacaagcc 
600 

aatataaaaa cacaattgca gcaacttggt gtaacccttt ctatgactag aacagaactt 
660 

tctcctgcac agatcagaca gcttttacag aatcctcctg ctggtgttga tcctattatc 
720 

tgggaacagg ccaaggtaga taaccctgat tctgaaaagt taattcctgt accaatggtg 
780 

ggttttaagg aacttctccg aagactgaag gttcaagatc agatgactaa gcagcatcaa 
840 

accagattag atatcatatc tgaagatatt agtgagctac aaaagaatca aactacatct 
900 

gtagccaaaa ttgcacaata caagaggaaa ctcatggatc tttcccatag aactttacag 
960 

gtcctaatca aacaggaaat tcaaaggaag agtggttatg ccattcaggc tgatgaagag 
1020 

cagttgcgag ttcagctgga tacgattcag ggtgaactaa atgcacctac tcagttcaag 
1080 

ggccgactaa atgaattgat gtctcaaatc aggatgcaga atcattttgg agcagtcaga 
1140 

tctgaagaaa ggtattacat agatgcagat ctgttacgag aaatcaagca gcatttgaaa 
1200 

caacaacagg aaggccttag ccatttgatt agcatcatca aagacgatct agaagatata 
1260 

aagctggtcg aacatggatt gaatgaaacc atccacatca gaggtggtgt ctttagttga 
1320 

cagttcacaa acttgtgtaa aggtttgtga aatgcatctt cttactgcat cagaccttcc 
1380 

ttaagaatga aaccgaccac atggagggaa aaagaaaaca attctttctt ggattggttt 
1440 

tttgagaagt ttactgacaa attactgttc atcaaatctg aaatagtcac ctcacagctc 
1500 

ttcaaagaaa acctttgaaa gatttatatc taaaagctgt atttacttta aaagaagtgc 
1560 

ataattacca aaattgtatg tactattgta catttttaca acagcatttt cttaaacata 
1620 

atctgtgttt aatgattatt gtccattgag cctgtactct gctttccata ccaagtaaat 
1680 

atgaaataat ctactttgca cataacagaa gaaactataa ttacttggct gttggagatt 
1740 

tgtacttgag tataaatgta caccagtttt tgtatttgtg aactcatctg tgggaggagt 
1800 

aaagaaaatc caaaagcatt taatgttttg tttttgttct ataaagatat gaaaatgtat 
1860 

ttttatatta ttttacttat ttggaattta cagagcacac ctaagcaatt aggatataac 
1920 
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aaaactactt aaccattttt gcaaccattt tgttttttaa gcctttttat ttctaaaaag 
1980 

atgaaaactt ataaataaat tcttaatttg taattacttt taaaaaaaaa aaaaaaa 
2037 

<210> 4564 
<211> 354 
<212> PRT 

<213> Homo sapiens 
<400> 4564 

Val Leu Val Trp Glu Leu Asp Trp Asp Leu Glu Asp Leu lie His Ser 

15 10 15 

Ser Ser Ser Lys Leu Ala Val Gly Tyr Ser Cys Met Pro Ser Asn Lys 

20 25 30 

Asp Glu Asp Gly Leu Val Val Leu Val Phe Asn Lys Lys Glu Thr Glu 

35 40 45 

lie Arg Ser Gin Gin Gin Gin Leu Val Glu Ser Leu His Lys Val Leu 

50 55 60 

Gly Gly Asn Gin Thr Leu Thr Val Asn Val Glu Gly Thr Lys Thr Leu 
65 70 75 80 

Pro Asp Asp Gin Thr Glu Val Val lie Tyr Val Val Glu Arg Ser Pro 

85 90 95 

Asn Gly Thr Ser Arg Arg Val Pro Ala Thr Thr Leu Tyr Ala His Phe 

100 105 110 

Glu Gin Ala Asn He Lys Thr Gin Leu Gin Gin Leu Gly Val Thr Leu 

115 120 125 

Ser Met Thr Arg Thr Glu Leu Ser Pro Ala Gin He Arg Gin Leu Leu 

130 135 140 

Gin Asn Pro Pro Ala Gly Val Asp Pro He He Trp Glu Gin Ala Lys 
145 150 155 160 

Val Asp Asn Pro Asp Ser Glu Lys Leu He Pro Val Pro Met Val Gly 

165 170 175 

Phe Lys Glu Leu Leu Arg Arg Leu Lys Val Gin Asp Gin Met Thr Lys 

180 185 190 

Gin His Gin Thr Arg Leu Asp He He Ser Glu Asp He Ser Glu Leu 

195 200 205 

Gin Lys Asn Gin Thr Thr Ser Val Ala Lys He Ala Gin Tyr Lys Arg 

210 215 220 

Lys Leu Met Asp Leu Ser His Arg Thr Leu Gin Val Leu He Lys Gin 
225 230 235 240 

Glu He Gin Arg Lys Ser Gly Tyr Ala He Gin Ala Asp Glu Glu Gin 

245 250 255 

Leu Arg Val Gin Leu Asp Thr He Gin Gly Glu Leu Asn Ala Pro Thr 

260 265 270 

Gin Phe Lys Gly Arg Leu Asn Glu Leu Met Ser Gin He Arg Met Gin 

275 280 285 

Asn His Phe Gly Ala Val Arg Ser Glu Glu Arg Tyr Tyr He Asp Ala 

290 295 300 

Asp Leu Leu Arg Glu He Lys Gin His Leu Lys Gin Gin Gin Glu Gly 
305 310 315 320 

Leu Ser His Leu He Ser He He Lys Asp Asp Leu Glu Asp He Lys 

325 330 335 

Leu Val Glu His Gly Leu Asn Glu Thr He His He Arg Gly Gly Val 
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340 

Phe Ser 



<210> 4565 

<211> 2344 

<212> DNA 

<213> Homo sapiens 

<400> 4565 

ntccggattg tcttggagaa 
60 

agtgccattg agctcaccaa 
120 

gaaggacgca atgactacca 
180 

tttggaatct gcatccagct 
240 

gacttcaaca aggttatgca 
300 

cccaactcct tggatcagtt 
360 

cgactgcgcc agtctgagag 
420 

ctgagggaga agatccagcc 
480 

ctctgtgagg gcagcagctt 
540 

tactgccggt tggcactgaa 
600 

caaggggagg tgacatttga 
660 

attgtcactg ggaaagattg 
720 

gaggtgttgg aattggcctt 
780 

gcacctaata aatatgagta 
840 

gacatgtcca gtgagctgac 
900 

ctgcggctcc tggacctgga 
960 

gagcccagca gctatgactt 
1020 

tacccaggag aagggatttt 
1080 

tgcttgtaca gaatctgtag 
1140 

cacctcggac cacccagagt 
1200 

gtgctctgcc cactccatca 
1260 

atgcccttgc cttccagtcc 
1320 



345 



cagtagccgg gaagacaaac 
aatgttctgt gaaatcctgc 
cccgatgttc tttacccatg 
gttgaacaag acctggaagg 
agtcgtccga gagcaaatca 
caagagcaaa ttgcgtagcc 
gatgagtcag gatgacttcc 
cgagatcctt gagctgatca 
ccgaaagatt gggaaccgcc 
ccacaaggtc cttcactatg 
atccctgcag gagaaaattc 
tccccacatg aaagagaaaa 
ctccatcctg tatgaccctg 
ctgcatctgg attgacggcc 
caagagtgac ctggacaccc 
gaacatccag actcccgaag 
tgtctatcac tatggctgag 
gggcccagga gaaacactta 
tgattttggt ggccagtaaa 
ttcctcttgg tccctgtcta 
ccatgaagcc tgggattggg 
aagaaactgc ttcttgaaat 



350 



atgaatgccc ctttggccgc 
aggttgggga actaccaaat 
accgagcctt tgaagagctc 
agatgagggc aacagcagag 
ctcgagcttt gccctccaaa 
tgagttactc tgagattcta 
agtccccgcc aattgtggag 
agcagcagcg cctgaaccgg 
gaaggcaaga acggttctgg 
gtgacttgga tgacaaccca 
ctgttgcaga cattaaggcc 
gtgctctgaa acagaacaag 
atgagacctt aaacttcatc 
tcagtgccct tctggggaag 
tgctgagcat ggagatgaag 
ccccaccccc catccccaag 
cctggagcca gaaacgacgg 
cattctggtg ccttgtcttt 
tgccagccat ttctcaaacc 
ctaagagtca tgaaggcagg 
ccacgaggaa caaacagcag 
ggatttaaca acagccactc 
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accttttcct cctgagcctg 
1380 

ccaggaaagg ctgcctgcag 
1440 

tacctgtatc ttagatctga 
1500 

ggctcactcc agcttcatat 
1560 

ctctggtctt tagagccacc 
1S20 

tttctccctg caagcgctca 
1680 

gccctcttaa gtctccagga 
1740 

gtggtgaggt cactagattc 
1800 

agagaaatct cccctaacct 
1860 

agaccccagg aagttggcct 
1920 

tcagggagct ggctgaggcc 
1980 

tgcagcactt gtaaaccaca 
2040 

attcagtatt ggtggcctgg 
2100 

tcattactat aggccatact 
2160 

cttaggatgg aaccttgggg 
2220 

ccagttgtga gccaagattg 
2280 

ttttcaataa atactctttc 

2340 

aaaa 

2344 



ctctctgatc agctggatcc 
aggacaggtg tgttgggcgt 
gtacaagcct gaggcttttg 
ggtgccaaga cgttgctgct 
agatctctct ggcccataca 
gtctcatccc agcaagtcaa 
acgctgcagg gaaaacccag 
tactgctctt cccccacatt 
gaattgcagc cccctccagt 
tcccttccta gcgctatggt 
ggctgaggcc acacctgtgc 
cacacagcct ctctccctgg 
catggtaggt actacccaat 
tatacagacg tgtatatata 
aaaaataaaa ttgaggggaa 
taaccagaga gcagccagga 
atgtacaaaa aaaaaaaaaa 



ccacgtgagc aacagctggc 
gttgagagcc ttgaagtgac 
cttttgtctt ttttgatgag 
tctgaggttg gctctaacat 
gatatcagag cagacggaaa 
agacctcctg gccaagtcct 
ctgaggcctg ggcctagact 
aatacctttt ccttcctcag 
ttgctttcct ttggccttcc 
ttctgccatt ggccatgatt 
cagtggggct tccctggtgc 
acatacgtta gcacattggc 
gaagagtgta eta tat at tt 
tttatataag atctacctat 
gtaaaaagta tgtaacactt 
gcttcctgtc agtaaccatg 
aaaaaaaaaa aaaaaaaaaa 



<210=> 4566 

<211> 247 

<212> PRT 

<213> Homo sapiens 



<400> 4566 

Met Gin Val Val Arg Glu Gin He 

1 5 
Asn Ser Leu Asp Gin Phe Lys Ser 
20 

Glu He Leu Arg Leu Arg Gin Ser 

35 40 
Gin Ser Pro Pro He Val Glu Leu 

50 55 
Leu Glu Leu He Lys Gin Gin Arg 
65 70 
Ser Phe Arg Lys He Gly Asn Arg 



Thr Arg Ala Leu Pro Ser Lys Pro 

10 15 
Lys Leu Arg Ser Leu Ser Tyr Ser 
25 30 
Glu Arg Met Ser Gin Asp Asp Phe 
45 

Arg Glu Lys He Gin Pro Glu He 
60 

Leu Asn Arg Leu Cys Glu Gly Ser 

75 80 
Arg Arg Gin Glu Arg Phe Trp Tyr 
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85 90 95 

Cys Arg Leu Ala Leu Asn His Lys Val Leu His Tyr Gly Asp Leu Asp 

100 105 110 

Asp Asn Pro Gin Gly Glu Val Thr Phe Glu Ser Leu Gin Glu Lys lie 

115 120 125 

Pro Val Ala Asp lie Lys Ala lie Val Thr Gly Lys Asp Cys Pro His 

130 135 140 

Met Lys Glu Lys Ser Ala Leu Lys Gin Asn Lys Glu Val Leu Glu Leu 
145 N 150 155 160 

Ala Phe Ser lie Leu Tyr Asp Pro Asp Glu Thr Leu Asn Phe lie Ala 

165 170 175 

Pro Asn Lys Tyr Glu Tyr Cys lie Trp lie Asp Gly Leu Ser Ala Leu 

180 IBS 190 

Leu Gly Lys Asp Met Ser Ser Glu Leu Thr Lys Ser Asp Leu Asp Thr 

195 200 205 

Leu Leu Ser Met Glu Met Lys Leu Arg Leu Leu Asp Leu Glu Asn lie 

210 215 220 

Gin He Pro Glu Ala Pro Pro Pro He Pro Lys Glu Pro Ser Ser Tyr 
225 230 235 240 

Asp Phe Val Tyr His Tyr Gly 
245 

<210> 4567 

<211> 1211 

<212> DNA 

<213> Homo sapiens 

<400> 4567 

gcggccgcct ccgcgatgcc gctgctcgtc gaggggcggc gagtgcggct gccgcagtca 
60 

gccggggacc tcgtccgagc ccacccgcct ttggaggaaa gagccagact tctcagaggt 
120 

cagtctgttc aacaagtggg accccagggc cttctgtatg ttcagcaaag agagcttgca 
180 

gtgacctccc caaaggatgg ctccatctcc attctgggtt ctgatgatgc cactacttgt 
240 

cacattgtgg tcctgaggca cacaggtaat ggggccacct gcttgacaca ttgtgacgga 
300 

accgacacca aagctgaggt ccccttgatc atgaactcca taaaatcctt ttctgaccac 
360 

gctcaatgtg gaaggtgaga tctacgctgc tctcataggc tggaagtaca ccttgttgga 
420 

ggcttcagtg acgacaggca gttgtcacaa aaactcactc atcaacttct tagtgaattt 
480 

gacaggcaag aagatgacat tcacttagtg acattatgtg tgacagaatt aaatgaccgg 
540 

gaagaaaacg aaaaccactt tccagtaata tatggcattg ctgtcaacat taagactgca 
600 

gagatttaca gagcatcctt tcaagatcgg ggtccggagg agcagcttcg tgctgcgcga 
660 

actttagcag gaggaccaat gattagcatt tatgatgcag agacagaaca acttcgtata 
720 

ggaccgtact cctggacacc atttccacat gtggatttct ggttgcacca agatgacaag 
780 
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caaatactag agaatctttc cacttcgcct ctggctgagc caccccactt tgttgaacat 
840 

attagatcta ccttgatgtt tttaaaaaaa cacccatctc cagctcacac actgttttct 
900 

ggaaataaag ccctactcta caaaaaaaat gaagatggct tgtgggaaaa gatctcttct 
960 

ccaggaagtt aaaaaacatg aattaccaaa gaaagcacct tcttggcctg acagaccatt 
1020 

ggtggggctg gcacgaatcc agatctggaa cctacatctg ttgggtctta ggtcttctcc 
1080 

ttccttcctc agtgtttttc aaatgacttt catcaaatga ctttcaaaat aaaaccttat 
1140 

tttggcaaag gcaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1200 

aaaaaaaaaa a 
1211 

<210> 4568 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 4568 

Met Pro Leu Leu Val Glu Gly Arg Arg Val Arg Leu Pro Gin Ser Ala 

15 10 15 

Gly Asp Leu Val Arg Ala His Pro Pro Leu Glu Glu Arg Ala Arg Leu 

20 25 30 

Leu Arg Gly Gin Ser Val Gin Gin Val Gly Pro Gin Gly Leu Leu Tyr 

35 40 45 

Val Gin Gin Arg Glu Leu Ala Val Thr Ser Pro Lys Asp Gly Ser Tie 

50 55 60 

Ser He Leu Gly Ser Asp Asp Ala Thr Thr Cys His lie Val Val Leu 
65 70 75 80 

Arg His Thr Gly Asn Gly Ala Thr Cys Leu Thr His Cys Asp Gly Thr 

85 90 95 

Asp Thr Lys Ala Glu Val Pro Leu He Met Asn Ser He Lys Ser Phe 

100 105 110 

Ser Asp His Ala Gin Cys Gly Arg 
115 120 

<210> 4569 
<211> 1797 
<212> DNA 

<213> Homo sapiens 
<400> 4569 

nttttttttt tttttttttt tttttttttt ttttttttaa aaatcggcat gctcctttat 
60 

ttgttcagaa gagcagccag catcaccctc gccactcaaa cctggcacat acgcttcgga 
120 

gacaatggcc tcgggaccct catgctgctg ggcccaggag agacagttct gaggcagaaa 
180 

ctcggcgtcc aaggggggcc gcgggtcagg cactgtggtg aagggaacgc cggggagtcc 
240 
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<211> 141 
<212> PRT 

<213> Homo sapiens 



<400> 4570 

Xaa Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Leu Lys lie Gly 

15 10 15 

Met Leu Leu Tyr Leu Phe Arg Arg Ala Ala Ser lie Thr Leu Ala Thr 

20 25 30 

Gin Thr Trp His lie Arg Phe Gly Asp Asn Gly Leu Gly Thr Leu Met 

35 40 45 

Leu Leu Gly Pro Gly Glu Thr Val Leu Arg Gin Lys Leu Gly Val Gin 

50 55 €0 

Gly Gly Pro Arg Val Arg His Cys Gly Glu Gly Asn Ala Gly Glu Ser 
65 70 75 80 

Gly Pro Thr Leu Gin Leu Gly Thr Arg Gly Arg Lys Gin Arg Gly Gin 

85 90 95 

Ala Ser Val Pro Leu Pro Gin Glu Gin Thr -Ser Gly Pro Gin Glu Gly 

100 105 110 

Leu Gin Ala Ala Arg Ser Leu Pro Ser Ala Gly Gly Ser Arg Gly Arg 

115 120 125 

Lys Gly Trp Arg Ala Ala Gly Arg Gin Pro Ser Thr Arg 
130 135 140 



<210> 4571 
<211> 1084 
<212> DNA 

<213> Homo sapiens 



<400> 4571 
ngcgcgccgc 
60 

tctattccta 
120 

actcagttac 
180 

aacgagaaga 
240 

agaagatcaa 
300 

cagcagaacc 
360 

agcaagccct 
420 

aaaacgcaac 
480 

agcaaagccg 
540 

aaggaagaag 
600 

aagcagttct 
660 

gacgccaaga 
720 



catgggcctg 
catgagcccg 
acatcacgaa 
gaaaagaaat 
agacgccagg 
tccaaaaact 
gaaaaagccc 
agaatcgcaa 
agctgcagtc 
gaatgaagat 
cccggggtga 
aacgggaggc 



gccgggctgc 
aacaaatgct 
gtcaaatgcc 
gctgggaacg 
aaaggtcccc 
ccaccctcat 
atcaagggca 
acttacggat 
tgaagaaagg 
tgacctcatc 
ctttgtggtg 
tctgtacgca 



aggagaacgt 
ctggaatgcg 
aggggaaa cc 
cagtacggag 
tggtaccttt 
cttgtgattc 
aacaggcccc 
ttctaccctg 
aaaagaatag 
gatggcaaag 
gaataccacg 
caggaccctt 



atttaccggg 
tttccccctt 
attagccgga 
cgccatgaag 
tccaaaccaa 
caccaatgca 
ccgaaaaaaa 
tccgaaggag 
atgaattgat 
gcaggggtgt 
gggacctcat 
ccacgggctg 



cagtcaaaga 
caggaagaga 
atctacagga 
tccgaggaac 
aaatctgaag 
gccatcgcca 
agctcaagga 
ctccaggaag 
tgaaagtggg 
gattgccacc 
cgagatcacc 
ctacatgtac 
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tattttcagt atctgagcaa aacctactgg tgagtccact gttgcttaga gtggcttttc 
780 

tgtcctctgg gcagtgagga gaggccaaag ggccaggaac tcctgattct gtttggtggc 
840 

cagtcttttg gttttgttgt tgttgacttt ttttttttta ttttttgaga tggagtcttg 
900 

ctctgttgcc caggctggag tgcagtggtg tgatctcggc tcattgcaac ctcctctcag 
960 

gctcaaagaa ttctcctccc tcagcctcca gagtagccca gctaattttt tttttctgta 
1020 

tttttagtag aggtggagtt ttgccacatt ggccaagctg gtcttgaact cctgacctca 

1080 

gacc 

1084 

<210> 4572 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 4572 



Lys 


Ser 


Pro 


Ser 


Arg 


Ala 


Asn Arg 


Pro 


Pro 


Glu 


Lys 


Lys 


Ala 


Gin 


Gly 


1 








5 








10 










15 




Lys 


Thr 


Gin 


Gin 


Asn 


Arg 


Lys Leu 


Thr 


Asp 


Phe 


Tyr 


Pro 


Val 


Arg 


Arg 








20 








25 










30 






Ser 


Ser 


Arg 


Lys 


Ser 


Lys 


Ala Glu 


Leu 


Gin 


Ser 


Glu 


Glu 


Arg 


Lys 


Arg 






35 








40 










45 








lie Asp 


Glu 


Leu 


lie 


Glu 


Ser Gly 


Lys 


Glu 


Glu 


Gly 


Met 


Lys 


He 


Asp 




50 










55 








60 










Leu 


lie 


Asp 


Gly 


Lys 


Gly 


Arg Gly 


Val 


lie 


Ala 


Thr 


Lys 


Gin 


Phe 


Ser 


65 










70 








75 










80 


Arg 


Gly 


Asp 


Phe 


val 


Val 


Glu Tyr 


His 


Gly 


Asp 


Leu 


lie 


Glu 


He 


Thr 










B5 








90 










95 




Asp 


Ala 


Lys 


Lys 


Arg 


Glu 


Ala Leu 


Tyr 


Ala 


Gin 


Asp 


Pro 


Ser 


Thr 


Gly 








100 








105 










110 






Cys 


Tyr 


Met 


Tyr 


Tyr 


Phe 


Gin Tyr 


Leu 


Ser 


Lys Thr 


Tyr 


Trp 










115 








120 










125 









<210> 4573 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 4573 

cccggagatg gaggcctcca ggaccaagtc ggtgcttggg ggcttcccgg gcccaccggc 
60 

cccaagggag atgccggcag tcggggccca atggggatga gaggcccacc aggtccacag 
120 

ggccccccag ggagccctgg ccgggctgga gctgtgggca cccctggaaa aaggggacct 
180 

tctggcccac aaggccttct tggcccccct gggcccccag cccctgttgg gccaccccat 
240 

gcccggatct cccagcatgg agatccattg ctgtccaaca ccttcactga gaccaacccc 
300 
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ttcacgcgt 
309 



<210> 4574 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 4574 
Pro Gly Asp Gly 
1 

Gly Pro Thr Gly 
20 

Met Arg Gly Pro 
35 

Ala Gly Ala Val 
50 

Gly Leu Leu Gly 
65 

Ala Arg lie Ser 

Glu Thr Asn Pro 
100 



Gly Leu Gin Asp 
5 

Pro Lys Gly Asp 

Pro Gly Pro Gin 
40 

Gly Thr Pro Gly 
55 

Pro Pro Gly Pro 
70 

Gin His Gly Asp 
85 

Phe Thr Arg 



Gin Val Gly Ala 
10 

Ala Gly Ser Arg 
25 

Gly Pro Pro Gly 

Lys Arg Gly Pro 
60 

Pro Ala Pro Val 
75 

Pro Leu Leu Ser 
90 



Trp Gly Leu Pro 
15 

Gly Pro Met Gly 
30 

Ser Pro Gly Arg 
45 

Ser Gly Pro Gin 

Gly Pro Pro His 
80 

Asn Thr Phe Thr 
95 



<210> 4575 

<211> 1068 

<212> DNA 

<213> Homo sapiens 



<400> 4575 

nttttttttt tttaaatgag 
60 

cactcaccca aagcgctggt 
120 

ctccccgacc aggtggtcca 
180 

actttcaatc cgaggagcca 
240 

agagacctga attttggaca 
300 

ggctttccct ttcctgaggt 
360 

gttggggacc ccaatgacca 
420 

gcttctccca atcagttcag 
480 

acagttggta aaaatgacat 
540 

ctgctctgta agatccgcca 
600 

aagggtttcc tgaaacagag 
660 

gatgatacag tccaccagct 
720 



gtgactagga ggaggggccc 
gtttgttgag ggtgtacagc 
gcaccgttcc acacagggcc 
gcacgccagg agtgtccaac 
tcacagctct ggtgatccca 
gctgcctccg gagggagttg 
tgatacagta ctccaggttc 
tgaccatcgg gatgatctgc 
tttttaggcc ttctccttct 
agtccatctt gttgaggacc 
ggttgcggcc tgaaagtggg 
tcaggctgct ctgcatcttc 



cagctgccct gcattcactg 
aggtagtcag ccatggtctc 
agcttcaggc ctgtctccac 
aggaacatca ggggccgctc 
ggctcgccac ccaccctggt 
atgagggagg acttgcccac 
tcttttcggt ggtagcggtg 
ttgacatttt catcctttac 
aagtgttgca taattttctg 
agcaagtgag gcttaagccc 
atccgggcat cgtggacctc 
ttcagcccct tggccatgtg 
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gcccgggaac cagcgcgcca cgtcgcgacc gcacaggggg aagttctccc gccaggcggc 
780 

ctgggcggcg ctgcacagcg cgcgcggggt caatctcatg gcggcaccgt ccccggaaac 
840 

gctcccgcag ctgaccttct cgctctgtcg cccaggctgg aacgcagtgg cacaatctca 
900 

actcactgca agctccgcct cccgggttca cgccattctc ctgcctcagc ctcctaagtg 
960 

gctgggacta caggtgcccg ccaccacacc cacctaattt tcgtattttt agtagagacg 
1020 

gggtttcacc gtttcagcaa gaatggtctc aatctcctga cctcatga 
1068 

<210> 4576 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 4576 

Lys Trp Asp Pro Gly lie Val Asp Leu Asp Asp Thr Val His Gin Leu 

15 10 15 

Gin Ala Ala Leu His Leu Leu Gin Pro Leu Gly His Val Ala Arg Glu 

20 25 30 

Pro Ala Arg His Val Ala Thr Ala Gin Gly Glu Val Leu Pro Pro Gly 

35 40 45 

Gly Leu Gly Gly Ala Ala Gin Arg Ala Arg Gly Gin Ser His Gly Gly 

50 55 60 

Thr Val Pro Gly Asn Ala Pro Ala Ala Asp Leu Leu Ala Leu Ser Pro 
65 70 75 80 

Arg Leu Glu Arg Ser Gly Thr lie Ser Thr His Cys Lys Leu Arg Leu 

85 90 95 

Pro Gly Ser Arg His Ser Pro Ala Ser Ala Ser 
100 105 

<210> ASH 

<211> 3525 

<212> DNA 

<213> Homo sapiens 

<400> 4577 

nggcaaggaa ataattattc tgattggtga aactcccagc tcaaaattag agttgtatta 
60 

ctaacgaaga agagactggc tatggaggga cacgatttca gaggtgcttc tgagctgctc 
120 

gtgctgacct cagccctgtc cttcctgcag accctgctga aggtcgtgta cgtggagaat 
180 

gacatccagc acctgcagga catgtcacac ttcccagacc gggggagcga gaatgggaca 
240 

cccatggacg tgaaagccgg ggtgcgggtc atgcaggtca gtcctgacgg ccagcatttg 
300 

gcttcaggcg accgaagtgg aaatctgagg caagtgggcc ctggcagtgt ccagtgtaca 
360 

cctcccagct ccagctcagg ttctcagggc agtgggcaga agccctggcc ttggcacctc 
420 
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ctgctgccca ttgggaatga ggggctgatc cacgagctgc acttcatgga cgagctggtc 
480 

aaggtggagg cccatgatgc cgaggtgctg tgcctggagt actccaagcc agagacgggg 
540 

ctgaccttgc tggcctcagc cagtcgggac cggctgatcc atgtgctgaa cgtggagaag 
600 

aactacaacc tggagcagac gctggatgac cactcctcct ccatcaccgc catcaagttc 
660 

gctggcaaca gagacatcca gatgatcagc tgtggggctg acaagagcat ctactttcgc 
720 

agtgcccagc agggttcgga tggactacac tttgtccgta cccaccacgt agcagagaaa 
780 

accaccttgt atgacatgga catcgacatc acccagaagt acgtggccgt ggcctgccag 
840 

gaccgcaatg tgagagtcta caacactgtg aacgggaagc agaagaagtg ctacaagggc 
900 

tcccagggtg acgaagggtc cttgctgaag gtccatgtgg acccctcagg caccttcctg 
960 

gccaccagct gctctgacaa aagcatctca gtgattgact tttactcggg cgagtgcatt 
1020 

gccaagatgt ttggccattc aggtgggtgt gcctctctgc ttgggatgcc tccccacccg 
1080 

cccacaccct ctgactccga aggcaagtgc agcctctctg ctttgtttgc agaaattatt 
1140 

accagcatga agttcaccta tgactgtcat cacttgatca cagtatctgg agacagctgc 
1200 

gtgttcatct ggcacctggg cccggagatc accaactgca tgaagcagca cttgctggag 
1260 

attgaccacc ggcagcagca gcagcacaca aatgacaaga agcggagtgg ccaccccagg 
1320 

tcctggcagc ccctgcctgt ccaccagagg gatgagtccc tgccagggcc ccatggagtg 
1380 

atgctgggga cacaatcctc gttgcctgct aaccaacggc aagctgccac tgtgggcaaa 
1440 

gcggctgggg acgatgatgt ggcagatggc ttggccttcc acgccaagcg cagctaccag 
1500 

ccccacggcc gctgggcaga gcgggccggc caagagcccc tcaagaccat cctggatgcc 
1560 

caggacctgg attgctactt Cacccccatg aagcccgaga gtctggagaa ctccattctg 
1620 

gattcactgg agccacagag cctggccagc ctgctgagtg agcagaagga atcatctgag 
1680 

gccagtgagc tcatcctcta ctctctggag gcagaagtga cagtcacagg gacagacagc 
1740 

cagtattgca ggaaggaggt ggaggccggg cctggagacc agcagggcga ctcctacctc 
1800 

agggtgtcct ccgacagccc aaaggaccag agcccgcctg agggtcccac agaagatgag 
1860 

ctgtccctgc ccgagggacc cagcgtcccc agcagctccc taccccagac tccggagcag 
1920 

gagaagttcc tccgccacca ctttgagaca ctgactgagt ccccctgcag agctctggga 
1980 

gacgtggagg cctctgaagc tgaagaccac ttcttcaacc cacgcctgag tatctccacg 
2040 
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cagttcctct caagcctcca 
2100 

acccagtgcc ttgtgaagtc 
2160 

agagcaggta ctcgctacgc 
2220 

acagctccct gccttacgag 
2280 

gacaggaatc tcccaacgcc 
2340 

gccccctcca cctgttccta 
2400 

agcatctccc tcggtgacag 
2460 

aggccatcgt ccgttgggga 
2520 

gcgacaacac ccagtttgga 
2580 

cacgaggccc gggccaacct 
2640 

ccccccgtgg atacccagcc 
2700 

cctgtggaag agagcgccct 
2760 

cctgagtccc ctggccttcc 
2820 

ggcatccctg gcggcactgc 
2880 

acaggctgca gaccaccttc 
2940 

gccaggtgga caccgggcag 
3000 

tccacagcca gctggaggct 
3060 

tgcccagccc aggacccccg 
3120 

aggccctgct ggaacactac 
3180 

ggcactgagg gcgcagcccc 
3240 

aagcgaataa actgacagct 
3300 

aagccctctt caagtggaag 
3360 

tctgtcagtg gagagcatgg 
3420 

ctcagggcca gtcctcccac 
3480 

cccagtgggg cccatttgtg 
3525 

<210> 4578 
<211> 1007 
<212> PRT 



gaaggcatcc aggttcaccc 
tccagaggtc aagctcatgg 
ctccccagac aggacccact 
cctggcgtcc tgtgtccctg 
cacatctgca cccaccccag 
catggaggcc actgccagct 
tgagggccct atcgtggcca 
gctggcctcc ttgggccagg 
cagtgagggc caagagcctg 
gagactgacc ctgtcaagtg 
tggcgtcacc gtccctgcag 
gaggctccac ggctctgcct 
tgcccacccc agtaaccccc 
ctccctcctg gagcccacct 
caagaagccc tcgaccttta 
cagcaggcac ggactgagct 
gaatgcctgg tggggactag 
tccccaccga cgctgtaccc 
tcggagctgc tggtgcaggc 
tccaccgcag ccctgctgct 
ttgaggaatg gttcctggtg 
tggggaggga gggtagaagg 
gaccagcgct cccaagaagt 
actgcccaca gagctgccac 
ccccagggag gagccagacc 



ataccttccc tccccgggca 
accgaggcgg aagccagccc 
cagtgccatc tgcttccgtt 
cttcctccgt gctgcccaca 
gcctggctca gggtgtccat 
cccgtgccag gatatcacgc 
cactggccca gcccctccgt 
agcttcaggc catcaccacc 
ccctgcgttc ctggggcaac 
cctgtgatgg gctcctgcag 
tgagcttccc agcccctagc 
ttcgcccaag tctcccagct 
agcttccaga ggcccggcct 
ccgggtgggg aacatcttgc 
ccgtgtgttg gtctccagtg 
ggtctccacc ttcctgtgga 
tgtggcccca gcccaggctc 
cctggccagc ccagacctgc 
cgtgcggagg aaggcacggg 
tctgaggact taggtatttt 
tctgtttggg cctatccaca 
tgatgcccag aggactcgtg 
tcaggaactg cagccatgac 
agaccagtgt gaggtgctta 
ctctt 
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<213> Homo sapiens 
<400> 4578 

Met Ser His Phe Pro Asp Arg Gly Ser Glu Asn Gly Thr Pro Met Asp 

15 10 15 

Val Lys Ala Gly Val Arg Val Met Gin Val Ser Pro Asp Gly Gin His 

20 25 30 

Leu Ala Ser Gly Asp Arg Ser Gly Asn Leu Arg Gin Val Gly Pro Gly 

35 40 45 

Ser val Gin Cys Thr Pro Pro Ser Ser Ser Ser Gly Ser Gin Gly Ser 

50 55 60 

Gly Gin Lys Pro Trp Pro Trp His Leu Leu Leu Pro lie Gly Asn Glu 
65 70 75 80 

Gly Leu He His Glu Leu His Phe Met Asp Glu Leu Val Lys Val Glu 

85 90 95 

Ala His Asp Ala Glu Val Leu Cys Leu Glu Tyr Ser Lys Pro Glu Thr 

100 105 110 

Gly Leu Thr Leu Leu Ala Ser Ala Ser Arg Asp Arg Leu He His Val 

115 120 125 

Leu Asn Val Glu Lys Asn Tyr Asn Leu Glu Gin Thr Leu Asp Asp His 
130 135 140 



Met He Ser Cys Gly Ala Asp Lys Ser He Tyr Phe Arg Ser Ala Gin 

165 170 175 

Gin Gly Ser Asp Gly Leu His Phe Val Arg Thr His His Val Ala Glu 

180 185 190 

Lys Thr Thr Leu Tyr Asp Met Asp He Asp He Thr Gin Lys Tyr Val 

195 200 205 

Ala Val Ala Cys Gin Asp Arg Asn Val Arg Val Tyr Asn Thr Val Asn 

210 215 220 

Gly Lys Gin Lys Lys Cys Tyr Lys Gly Ser Gin Gly Asp Glu Gly Ser 
225 230 235 240 

Leu Leu Lys Val His Val Asp Pro Ser Gly Thr Phe Leu Ala Thr Ser 

245 250 255 

Cys Ser Asp Lys Ser He Ser Val He Asp Phe Tyr Ser Gly Glu Cys 

260 265 270 

He Ala Lys Met Phe Gly His Ser Gly Gly Cys Ala Ser Leu Leu Gly 

275 280 285 

Met Pro Pro His Pro Pro Thr Pro Ser Asp Ser Glu Gly Lys Cys Ser 

290 295 300 

Leu Ser Ala Leu Phe Ala Glu He He Thr Ser Met Lys Phe Thr Tyr 
305 310 315 320 

Asp Cys His His Leu He Thr Val Ser Gly Asp Ser Cys Val Phe He 

325 330 335 

Trp His Leu Gly Pro Glu He Thr Asn Cys Met Lys Gin His Leu Leu 

340 345 350 

Glu lie Asp His Arg Gin Gin Gin Gin His Thr Asn Asp Lys Lys Arg 

355 360 365 

Ser Gly His Pro Arg Ser Trp Gin Pro Leu Pro Val His Gin Arg Asp 

370 375 380 

Glu Ser Leu Pro Gly Pro His Gly Val Met Leu Gly Thr Gin Ser Ser 
385 390 395 400 

Leu Pro Ala Asn Gin Arg Gin Ala Ala Thr Val Gly Lys Ala Ala Gly 



Ser 
145 



Ser Ser He Thr Ala He Lys Phe 
150 



Ala Gly Asn Arg Asp He Gin 
155 160 
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405 410 415 

Asp Asp Asp Val Ala Asp Gly Leu Ala Phe His Ala Lys Arg Ser Tyr 

420 425 430 

Gin Pro His Gly Arg Trp Ala Glu Arg Ala Gly Gin Glu Pro Leu Lys 

435 440 445 

Thr lie Leu Asp Ala Gin Asp Leu Asp Cys Tyr Phe Thr Pro Met Lys 

450 455 460 

Pro Glu Ser Leu Glu Asn Ser lie Leu Asp Ser Leu Glu Pro Gin Ser 
465 470 475 480 

Leu Ala Ser Leu Leu Ser Glu Gin Lys Glu Ser Ser Glu Ala Ser Glu 

485 490 495 

Leu lie Leu Tyr Ser Leu Glu Ala Glu Val Thr Val Thr Gly Thr Asp 

,500 505 510 

Ser Gin Tyr Cys Arg Lys Glu Val Glu Ala Gly Pro Gly Asp Gin Gin 

515 520 525 

Gly Asp Ser Tyr Leu Arg Val Ser Ser Asp Ser Pro Lys Asp Gin Ser 

530 535 540 

Pro Pro Glu Gly Pro Thr Glu Asp Glu Leu Ser Leu Pro Glu Gly Pro 
545 550 555 560 

Ser Val Pro Ser Ser Ser Leu Pro Gin Thr Pro Glu Gin Glu Lys Phe 

565 570 575^ 

Leu Arg His His Phe Glu Thr Leu Thr Glu Ser Pro Cys Arg Ala Leu 

580 585 590 

Gly Asp Val Glu Ala Ser Glu Ala Glu Asp His Phe Phe Asn Pro Arg 

595 600 605 

Leu Ser lie Ser Thr Gin Phe Leu Ser Ser Leu Gin Lys Ala Ser Arg 

610 615 620 

Phe Thr His Thr Phe Pro Pro Arg Ala Thr Gin Cys Leu Val Lys Ser 
625 630 635 640 

Pro Glu Val Lys Leu Met Asp Arg Gly Gly Ser Gin Pro Arg Ala Gly 

645 650 655 

Thr Gly Tyr Ala Ser Pro Asp Arg Thr His Ser Val Pro Ser Ala Ser 

660 665 670 

Val Thr Ala Pro Cys Leu Thr Ser Leu Ala Ser Cys Val Pro Ala Ser 

675 680 685 

Ser Val Leu Pro Thr Asp Arg Asn Leu Pro Thr Pro Thr Ser Ala Pro 

690 695 700 

Thr Pro Gly Leu Ala Gin Gly Val His Ala Pro Ser Thr Cys Ser Tyr 
705 710 715 720 

Met Glu Ala Thr Ala Ser Ser Arg Ala Arg lie Ser Arg Ser lie Ser 

725 730 735 

Leu Gly Asp Ser Glu Gly Pro lie Val Ala Thr Leu Ala Gin Pro Leu 

740 745 750 

Arg Arg Pro Ser Ser Val Gly Glu Leu Ala Ser Leu Gly Gin Glu Leu 

755 760 765 

Gin Ala He Thr Thr Ala Thr Thr Pro Ser Leu Asp Ser Glu Gly Gin 

770 775 780 

Glu Pro Ala Leu Arg Ser Trp Gly Asn His Glu Ala Arg Ala Asn Leu 
785 790 795 - 800 

Arg Leu Thr Leu Ser Ser Ala Cys Asp Gly Leu Leu Gin Pro Pro Val 

805 810 815 

Asp Thr Gin Pro Gly Val Thr Val Pro Ala Val Ser Phe Pro Ala Pro 

820 B25 830 

Ser Pro Val Glu Glu Ser Ala Leu Arg Leu His Gly Ser Ala Phe Arg 
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835 








84 0 








PAR 








Pro Ser 


Leu 


Pro 


Ala Pro 


Glu 


Ser 


Pro 


O-Ly 


Lieu rIO 


nla 


O -i c 


Pro 


Ser 


850 








ODD 








860 










Asn Pro 


Gin 


Leu 


Pro Glu 


Ala 


Arg 


Pro 


Gly 


He Pro 


pi,, 

urxy 


t?j.y 


Thr 


Ala 


865 






870 


















880 


Ser Leu 


Leu 


Glu 


Pro Thr 


Ser 


Gly 


Trp 


Gly 


Thr Ser 


Cys 


inr 


biy 


Cys 








885 








890 








ft £*C 

O J o 




Arg Pro 


Pro 


Ser 


Lys Lys 


Pro 


Ser 


Thr 


Phe 


Thr Val 


Cys 


Trp 


Ser 


Pro 






900 








905 








910 






Val Ala 


Arg 


Trp 


Thr Pro 


Gly 


Ser 


Ser 


Arg 


His Gly 


Leu 


Ser 


Trp 


Ser 




915 








92 0 








925 








Pro Pro 


Ser 


Cys Gly Ser 


Thr 


Ala 


Ser 


Trp 


Arg Leu 


Asn 


Ala 


Trp 


Trp 


930 








935 








94 0 










Gly Leu 


Val 


Trp 


Pro Gin 


Pro 


Arg 


Leu 


Cys 


Pro Ala 


Gin 


Asp 


Pro 


Arg 


945 






950 










955 








960 


Pro His 


Arg 


Arg 


Cys Thr 


Pro 


Trp 


Pro 


Ala 


Gin Thr 


Cys 


Arg 


Pro 


Cys 








965 








970 








975 




Trp Asn 


Thr 


Thr 


Arg Ser 


Cys 


Trp 


Cys 


Arg 


Pro Cys 


Gly 


Gly 


Arg 


His 






980 








985 








990 






Gly Gly 


Thr 


Glu 


Gly Ala Ala 


Pro 


Pro 


Pro 


Gin Pro 


Cys 


Cys 


Phe 






995 








1000 






1005 







<210> 4579 

<211> 321 

<212> DNA 

<213> Homo sapiens 

<400> 4579 

nncaagatgt ttggccattc agaaattatt accagcatga agttcaccta tgactgtcat 
60 

cacttgatca cagtatctgg agacagctgc gtgttcatct ggcacctggg cccggagatc 
120 

accaactgca tgaagcagca cttgctggag attgaccacc ggcagcagca gcagcacaca 
180 

aatgacaaga agcggagtgg cccccccagg caggatacgt atgtgtccac acctagtgag 
240 

attcactccc tgagccctgg agagcaaaca gaggatgatc tggaggaaga gtgtgagcca 
300 

gaagagatgc tgaagacacc n 
321 

<210> 4580 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 4580 

Xaa Lys Met Phe Gly His Ser Glu He He Thr Ser Met Lys Phe Thr 

15 10 15 

Tyr Asp Cys His His Leu He Thr Val Ser Gly Asp Ser Cys Val Phe 

20 25 30 

He Trp His Leu Gly Pro Giu He Thr Asn Cys Met Lys Gin His Leu 

35 40 45 

Leu Glu He Asp His Arg Gin Gin Gin Gin His Thr Asn Asp Lys Lys 
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50 55 60 

Arg Ser Gly Pro Pro Arg Gin Asp Thr Tyr Val Ser Thr Pro Ser Glu 
65 70 75 80 

He His Ser Leu Ser Pro Gly Glu Gin Thr Glu Asp Asp Leu Glu Glu 

85 90 95 

Glu Cys Glu Pro Glu Glu Met Leu Lys Thr Pro 
100 105 

<210> 4581 

<211> 1396 

<212> DNA 

<213> Homo sapiens 

<400> 4581 

nngtcgccgg ggcgaaggcg gcagagtcag agcgggagcc gaagtcggag caggagccat 
60 

gggcggcgaa accgacggcg ccgggaggac gagggacggc gcagacggag gcggcggagc 
120 

cgggagcgca ggtcagattc agaggaagag cggtggcagc gctcagggat gcgaagccgg 
180 

agccccccgc ggcccaagtg gcactcaaga gatgggtcct ctcagtcgga ctcaggagag 
240 

gagcagtcac ggggccagtg ggctcgccgg cgacggcgcg cacgctcgtg gtctcctagc 
300 

tcctcagcat ccagcccggc gtctccaggg cgatcccaga gcccccgggc ggccgcggct 
360 

gccctgagcc agcagcagag cctgcaggag cggctgcggc tgcgggagga gcggaagcag 
420 

caggaggagc tgatgaaggc cttcgagacg cccgaggaga agcgcgcacg gcggctggcc 
480 

aagaaggagg ccaaggagcg caagaagcgg gagaagatgg gctggggtga ggagtacatg 
540 

ggctacacca acaccgacaa ccccttcgga gacaacaacc tgctgggcac cttcatctgg 
600 

aataaggccc tggagaagaa ggggatcagc cacctggagg agaaggagct gaaggagcgg 
660 

aacaagagga tccaggagga caaccggctg gagctgcaga aggtgaagca gctgcggctg 
720 

gagcgggagc gggagaaggc catgcgcgag caggagctgg agatgctgca gcgcgtgaag 
780 

gggacagagc acttcaagac atgggaggag caggaggaca acttccacct ccagcaggcc 
840 

aagctgcgtt ccaagatccg catccgggac gggcgggcca agcccatcga cctgctggcc 
900 

aagtacatca gcgctgagga tgacgatctg gccggggaga tgcatgagcc ctacacgttc 
960 

ctcaacggcc tcaccgtggc cgacatggag gacctgctgg aggatatcca ggtctacatg 
1020 

gagctggagc agggcaagaa cgccgacttc tggcgggaca tgaccaccat caccgaggac 
1080 

gagatctcca agctccgcaa gctggaggcc tcgggcaagg ggccaggtga gcgccgcgag 
1140 

ggggtcaacg cctccgtcag ctctgatgtg cagtcggtgt tcaaggggaa gacatacaac 
1200 
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cagctgcagg tcatcttcca gggcatcgag ggcaaaatcc gcgctggtgg ccccaacctg 
1260 

gacatgggct actgggagag cctcctgcag cagcttcgtg cccacatggc gcgggcccgg 
1320 

ctgcgtgagc gccaccagga cgtgctgcgg cagaagctgt acaaactgaa gcaggagcag 
1380 

ggcgtggaga get age 
1396 

<210> 4582 

<211> 354 

<212> PRT 

<213> Homo sapiens 

<400> 4582 

Arg Ser Gin Ser Pro Arg Ala Ala Ala Ala Ala Leu Ser Gin Gin Gin 

1 5 10 15 

Ser Leu Gin Glu Arg Leu Arg Leu Arg Glu Glu Arg Lys Gin Gin Glu 

20 25 30 

Glu Leu Met Lys Ala Phe Glu Thr Pro Glu Glu Lys Arg Ala Arg Arg 

35 40 45 

Leu Ala Lys Lys Glu Ala Lys Glu Arg Lys Lys Arg Glu Lys Met Gly 

50 55 60 

Trp Gly Glu Glu Tyr Met Gly Tyr Thr Asn Thr Asp Asn Pro Phe Gly 
65 70 75 80 

Asp Asn Asn Leu Leu Gly Thr Phe lie Trp Asn Lys Ala Leu Glu Lys 

85 90 95 

Lys Gly lie Ser His Leu Glu Glu Lys Glu Leu Lys Glu Arg Asn Lys 

100 105 110 

Arg lie Gin Glu Asp Asn Arg Leu Glu Leu Gin Lys Val Lys Gin Leu 

115 120 125 

Arg Leu Glu Arg Glu Arg Glu Lys Ala Met Arg Glu Gin Glu Leu Glu 

130 135 140 

Met Leu Gin Arg Val Lys Gly Thr Glu His Phe Lys Thr Trp Glu Glu 
145 150 155 160 

Gin Glu Asp Asn Phe His Leu Gin Gin Ala Lys Leu Arg Ser Lys He 

165 170 175 

Arg He Arg Asp Gly Arg Ala Lys Pro He Asp Leu Leu Ala Lys Tyr 

180 185 190 

He Ser Ala Glu Asp Asp Asp Leu Ala Gly Glu Met His Glu Pro Tyr 

195 200 205 

Thr Phe Leu Asn Gly Leu Thr Val Ala Asp Met Glu Asp Leu Leu Glu 

210 215 220 

Asp He Gin Val Tyr Met Glu Leu Glu Gin Gly Lys Asn Ala Asp Phe 
225 230 235 240 

Trp Arg Asp Met Thr Thr He Thr Glu Asp Glu He Ser Lys Leu Arg 

245 250 255 

Lys Leu Glu Ala Ser Gly Lys Gly Pro Gly Glu Arg Arg Glu Gly Val 

260 265 270 

Asn Ala Ser Val Ser Ser Asp Val Gin Ser Val Phe Lys Gly Lys Thr 

275 280 285 

Tyr Asn Gin Leu Gin Val He Phe Gin Gly He Glu Gly Lys He Arg 

290 295 300 

Ala Gly Gly Pro Asn Leu Asp Met Gly Tyr Trp Glu Ser Leu Leu Gin 
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305 310 
Gin Leu Arg Ala His Met Ala Arg 
325 

Asp Val Leu Arg Gin Lys Leu Tyr 
340 

Glu Ser 



315 320 
Ala Arg Leu Arg Glu Arg His Gin 

330 335 
Lys Leu Lys Gin Glu Gin Gly Val 
345 350 



<210> 4583 

<211> 3350 

<212> DNA 

<213> Homo sapiens 



<400> 4583 

nctacaatca agtggaaaaa ccggaaaaaa ggccaggaac ctgaatacga cctaatagct 
60 

gtttccgagg gggcaacttc cacggagaac cttctgccct ggtaacggcc agagaggagg 
120 

agatgacgcc agtcagggag cggccgtggc ccagacagtg aggaagcgcg aaggcggagc 
180 

aaccgaggaa tcctccggag aagaatcaga gccgtcgcta ccgccactac cgccaccacc 
240 

atggaaggag caaagccgac attgcagctc gtgtaccagg cagtgcaggc gctttaccac 
300 

gacccagatc ccagcggaaa ggagcgcgcc tctttttggc ttggggagct gcagcgttcg 
360 

gttcatgcat gggagatctc agaccagttg ttacagatcc ggcaggatgt ggagtcatgc 
420 

tattttgctg cacagaccat gaaaatgaag attcagacct cattttatga gctccccaca 
480 

gactctcatg cctctttacg ggactcattg ctaacccata tccagaactt gaaagacttg 
540 

tcacctgtta ttgtaacgca gctggcttta gcaatagcag atcttgccct acagatgcct 
600 

tcctggaagg gatgtgtgca aacactggtg gaaaaataca gcaatgatgt gacttctttg 
660 

ccttttttgc tggagatcct tacagtgtta cctgaagaag tacatagtcg ttccttacga 
720 

attggagcta atcggcgcac agaaattata gaagatttgg ccttctactc tagtacagta 
780 

gtatctctat tgatgacctg tgtagaaaaa gcaggaacag atgagaaaat gcttatgaag 
840 

gtttttcgct gtttgggaag ttggtttaac ttgggagttt tggacagtaa cttcatggct 
900 

aacaataaat tactagcact cctttttgag gttttgcaac aggataagac ctcgtctaac 
960 

ctacatgaag ctgcttcgga ctgtgtatgc tcagctctct atgccattga gaatgtggag 
1020 

actaacttgc cattagccat gcaacttttt cagggagtgc tgacattgga gactgcctat 
1080 

catatggccg tggcacgtga agatttagac aaagttctga attactgccg tattttcact 
1140 

gaactatgtg aaacttttct tgaaaaaatt gtttgtactc caggccaagg tcttggggac 
1200 
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cttcgaactc 
1260 

atttcattta 
1320 

attcatggca 
1380 

cagctggaac 
1440 

atgagggtat 
1500 

gctcagttat 
1560 

ctcttcatca 
1620 

gaagtcctag 
1680 

agcattgaat 
1740 

cctgtgttgg 
1800 

aaagccattc 
1860 

ctcctggaga 
1920 

ttgctaaaag 
1980 

cttagtgaac 
2040 

agcaatggca 
2100 

cataccaatc 
2160 

atatggccag 
2220 

cgttgttgca 
2280 

ctgcagccac 
2340 

ctgtaccttg 
2400 

ctgctagaca 
2460 

ggtctccaga 
2520 

cagcgtagcc 
2580 

attgcctcta 
2640 

gacctcattc 
2700 

ctgattggac 
2760 

tgctgctttt 
2820 



tggagctgct 
acttttggta 
tcttcaaagc 
cagaccatga 
cagacctggt 
attctactct 
tggctgctat 
aaggagttgt 
tggttggaga 
gctatttgat 
ataacatttg 
ttgcccgctc 
ggacagcact 
tatgttctgt 
tatcctcaga 
ccattgtgga 
ttttatccga 
ggtgcctgcg 
cagtcacaca 
gcagtatcct 
tgctccaggc 
atcaccctga 
ctgtcacctt 
ctaccctgga 
atacaggggt 
aggtgatgaa 
gcctcccccc 



gcttatctgt 
ccgactgggg 
ttacattcag 
gggggttcct 
aaaggacttg 
gaaagaaggc 
agcaaagagt 
ccgcctcccg 
gatgagtgaa 
gaaaggcctg 
ctctgtctgc 
cctcgattcc 
tgtcctagcc 
tcaggttatg 
tcccacagtg 
aaatggacag 
gactctaaat 
ctttgctgtt 
gatggtgaat 
tgtggatgaa 
actgtgcatc 
cactgtagat 
gctgcggagc 
ccaccgggat 
agccaatgat 
ccagcttgga 
ctatacccta 



gcaggccatc 
gaacatctgt 
aggctgcttc 
gaggagactg 
attttcttga 
aacccaccct 
gttgatccgg 
gagaccgtac 
gtcgttgatc 
tgtgaaaagc 
cgagatcaca 
ttcctgttgt 
cgattacctt 
gcattgaaaa 
ttcttagatc 
actcatccgt 
aagcaccgag 
cgctgtgtag 
gtgtaccacg 
tatggcatgg 
cccacctttc 
gacctgttcc 
caagtggtca 
gccaattgta 
catgaagaag 
cagcagcttg 
ccagatgtgg 



ctcaatatga 
acaaaactaa 
acgccttggc 
atgactttgg 
tagggtctat 
gggaggtgac 
aaaacaatcc 
atacggctgt 
gaaatcctca 
ccccggcttc 
tggctcagca 
ctccagaagc 
tggataagat 
agctgttgtc 
gccttgcagt 
gtcagaaagt 
ctgataatcg 
gcaaaggatc 
tacatcagca 
aagaaggctg 
agctcctaga 
ggctagccac 
tccctatctt 
gtgtcatgag 
actttgaatt 
tcagccagct 
ctgaagtgct 



ggtagtagaa 
cgatgaagtt 
tcgacactgc 
ggagtttcgc 
ggagtgtttt 
agaagcggtt 
aacacttgtg 
gcgatacacc 
gttccttgac 
tgctgcagcc 
ctttaatgga 
tgctgtgggc 
taccgaatgt 
tcaagagccc 
gatatttagg 
catacaggaa 
gattgtagag 
tgcagcactg 
ttcctgcttc 
tcggcaggga 
acagcagaat 
caggtttatt 
acagtgggcc 
gtttctacga 
acggaaagaa 
gctgcacacc 
ctgggagatc 
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atgcaggttg acagaccgac tttttgtcga tggttagaaa attccttaaa aggtttgcca 
2880 

aaggaaacaa ccgtgggagc cgtcacagtg acacacaaac aacttacaga cttccacaag 
2940 

caagtcacta gtgctgagga atgtaaacaa gtttgctggg ccttgcgaga cttcaccagg 
3000 

ttgtttcgat agctcacact cctgcactgt gcctgtcacc caggaatgtc ttttttaatt 
3060 

agaagacagg aagaaaacaa aaaccagact gtgtcccaca atcagaaacc tccgttgtgg 
3120 

cagaggggcc ttcaccgcca ccagggtgtc ccgccagaca gggagagact ccagccttct 
3180 

gaggccatcc tgaggagttc ctgtttgggg gtgtgaggga aaatcagcgc ggattttaaa 
3240 

aagatggctg tggcctgccc ggcgtggtgg gaggggagcc ggtttcctgg tgaactttct 
3300 

aaaaggaaaa ataattttaa gtaaagaaaa aaggaaaaaa aggaagacta 
3350 

<210> 4584 
<211> 923 
<212> PRT 

<213> Homo sapiens 
<400> 4584 

Met Glu Gly Ala Lys Pro Thr Leu Gin Leu Val Tyr Gin Ala Val Gin 

15 10 15 

Ala Leu Tyr His Asp Pro Asp Pro Ser Gly Lys Glu Arg Ala Ser Phe 

20 25 30 

Trp Leu Gly Glu Leu Gin Arg Ser Val His Ala Trp Glu lie Ser Asp 

35 40 45 

Gin Leu Leu Gin Xle Arg Gin Asp Val Glu Ser Cys Tyr Phe Ala Ala 

50 55 60 

Gin Thr Met Lys Met Lys lie Gin Thr Ser Phe Tyr Glu Leu Pro Thr 
65 70 75 80 

Asp Ser His Ala Ser Leu Arg Asp Ser Leu Leu Thr His lie Gin Asn 

85 90 95 

Leu Lys Asp Leu Ser Pro Val lie Val Thr Gin Leu Ala Leu Ala lie 

100 105 110 

Ala Asp Leu Ala Leu Gin Met Pro Ser Trp Lys Gly Cys Val Gin Thr 

115 120 125 

Leu Val Glu Lys Tyr Ser Asn Asp Val Thr Ser Leu Pro Phe Leu Leu 

130 135 140 

Glu lie Leu Thr Val Leu Pro Glu Glu Val His Ser Arg Ser Leu Arg 
145 150 155 160 

lie Gly Ala Asn Arg Arg Thr Glu lie lie Glu Asp Leu Ala Phe Tyr 

165 170 175 

Ser Ser Thr Val Val Ser Leu Leu Met Thr Cys Val Glu Lys Ala Gly 

180 185 190 

Thr Asp Glu Lys Met Leu Met Lys Val Phe Arg Cys Leu Gly Ser Trp 

195 200 205 

Phe Asn Leu Gly Val Leu Asp Ser . Asn Phe Met Ala Asn Asn Lys Leu 

210 215 220 

Leu Ala Leu Leu Phe Glu Val Leu Gin Gin Asp Lys Thr Ser Ser Asn 
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225 230 235 240 

Leu His Glu Ala Ala Ser Asp Cys Val Cys Ser Ala Leu Tyr Ala lie 

245 250 255 

Glu Asn Val Glu Thr Asn Leu Pro Leu Ala Met Gin Leu Phe Gin Gly 

260 265 270 

Val Leu Thr Leu Glu Thr Ala Tyr His Met Ala Val Ala Arg Glu Asp 

275 280 285 

Leu Asp Lys Val Leu Asn Tyr Cys Arg He Phe Thr Glu Leu Cys Glu 

290 295 300 

Thr Phe Leu Glu Lys He Val Cys Thr Pro Gly Gin Gly Leu Gly Asp 
305 310 315 320 

Leu Arg Thr Leu Glu Leu Leu Leu He Cys Ala Gly His Pro Gin Tyr 

325 330 335 

Glu Val Val Glu He Ser Phe Asn Phe Trp Tyr Arg Leu Gly Glu His 

340 345 350 

Leu Tyr Lys Thr Asn Asp Glu Val He His Gly He Phe Lys Ala Tyr 

355 360 365 

He Gin Arg Leu Leu His Ala Leu Ala Arg His Cys Gin Leu Glu Pro 

370 375 380 

Asp His Glu Gly Val Pro Glu Glu Thr Asp Asp Phe Gly Glu Phe Arg 
385 390 395 400 

Met Arg Val Ser Asp Leu Val Lys Asp Leu He Phe Leu He Gly Ser 

405 410 415 

Met Glu Cys Phe Ala Gin Leu Tyr Ser Thr Leu Lys Glu Gly Asn Pro 

420 425 430 

Pro Trp Glu Val Thr Glu Ala Val Leu Phe He Met Ala Ala He Ala 

435 440 445 

Lys Ser Val Asp Pro Glu Asn Asn Pro Thr Leu Val Glu Val Leu Glu 

450 455 460 

Gly Val Val Arg Leu Pro Glu Thr Val His Thr Ala Val Arg Tyr Thr 
465 470 475 480 

Ser He Glu Leu Val Gly Glu Met Ser Glu Val Val Asp Arg Asn Pro 

485 490 495 

Gin Phe Leu Asp Pro Val Leu Gly Tyr Leu Met Lys Gly Leu Cys Glu 

500 505 510 

Lys Pro Leu Ala Ser Ala Ala Ala Lys Ala He His Asn He Cys Ser 

515 520 525 

Val Cys Arg Asp His Met Ala Gin His Phe Asn Gly Leu Leu Glu He 

530 535 540 

Ala Arg Ser Leu Asp Ser Phe Leu Leu Ser Pro Glu Ala Ala Val Gly 
545 550 555 560 

Leu Leu Lys Gly Thr Ala Leu Val Leu Ala Arg Leu Pro Leu Asp Lys 

565 570 575 

He Thr Glu Cys Leu Ser Glu Leu Cys Ser Val Gin Val Met Ala Leu 

580 585 590 

Lys Lys Leu Leu Ser Gin Glu Pro Ser Asn Gly He Ser Ser Asp Pro 

595 600 605 

Thr Val Phe Leu Asp Arg Leu Ala Val He Phe Arg His Thr Asn Pro 

610 615 S20 

He Val Glu Asn Gly Gin Thr His Pro Cys Gin Lys Val He Gin Glu 
625 630 635 640 

He Trp Pro Val Leu Ser Glu Thr Leu Asn Lys His Arg Ala Asp Asn 

645 650 655 

Arg He Val Glu Arg Cys Cys Arg Cys Leu Arg Phe Ala Val Arg Cys 
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660 

Val Gly Lys Gly 
675 

Val Asn Val Tyr 
690 

Ser lie Leu Val 
705 

Leu Leu Asp Met 

Glu Gin Gin Asn 
740 

Phe Arg Leu Ala 
755 

Arg Ser Gin Val 
770 

Thr Leu Asp His 
785 

Asp Leu He His 

Leu Arg Lys Glu 
820 

Leu Val Ser Gin 
835 

Thr Leu Pro Asp 
8 50 

Arg Pro Thr Phe 
865 

Lys Glu Thr Thr 

Asp Phe His Lys 
900 

Trp Ala Leu Arg 
915 



Ser Ala Ala Leu 
680 

His Val His Gin 
695 

Asp Glu Tyr Gly 
710 

Leu Gin Ala Leu 
725 

Gly Leu Gin Asn 

Thr Arg Phe He 
760 

Val He Pro He 
775 

Arg Asp Ala Asn 
790 

Thr Gly Val Ala 
805 

Leu He Gly Gin 

Leu Leu His Thr 
840 

Val Ala Glu Val 
855 

Cys Arg Trp Leu 
870 

Val Gly Ala Val 
685 

Gin Val Thr Ser 

Asp Phe Thr Arg 
920 



665 

Leu Gin Pro Leu 

His Ser Cys Phe 
700 

Met Glu Glu Gly 
715 

Cys lie Pro Thr 
730 

His Pro Asp Thr 
745 

Gin Arg Ser Pro 

Leu Gin Trp Ala 
780 

Cys Ser Val Met 
795 

Asn Asp His Glu 
810 

Val Met Asn Gin 
825 

Cys Cys Phe Cys 

Leu Trp Glu He 
860 

Glu Asn Ser Leu 
875 

Thr Val Thr His 
890 

Ala Glu Glu Cys 
905 

Leu Phe Arg 



670 

Val Thr Gin Met 
685 

Leu Tyr Leu Gly 

Cys Arg Gin Gly 
720 

Phe Gin Leu Leu 
73S 

Val Asp Asp Leu 
750 

Val Thr Leu Leu 
765 

He Ala Ser Thr 

Arg Phe Leu Arg 
800 

Glu Asp Phe Glu 
815 

Leu Gly Gin Gin 
830 

Leu Pro Pro Tyr 
845 

Met Gin Val Asp 

Lys Gly Leu Pro 
880 

Lys Gin Leu Thr 
895 

Lys Gin Val Cys 
910 



<210> 4585 

<211> 1952 

<212> DNA 

<213> Homo sapiens 



<400> 4585 

cccgggtggt ctccattgtc gggctgctgc 
60 

tgggcgggga cgcggcaggt gactccagac 
120 

gaacggatgg agggaagcag ctcctacgaa 
180 

gagggtgctg gtcagactag gagcttgcct 
240 

gttggaggca tcatcttttc ctcctcaccg 
300 

cgtttggagg aggtctttag aatccccagc 
360 

ctgtgtgtga ttcctcaaga tttctttcag 
420 



tctcagcggc ggggctcgcc agcgcttcag 
caaggaggat gagctgctgt ccctggaaga 
gttccctctg tggctgctgc tgatctggag 
gccaccccct ccaaagatgt tcacaagggt 
attttagact tgagtgaaag tggtctgtgc 
cttcaacaat tgcatctgca aaggaatgcc 
ttgcttccga acctgacttg gctggacctc 
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cggtacaata gaattaaagc gcttccttct gggattggag ctcaccagca tttgaaaact 
480 

ttgcttttag aaagaaatcc tatcaaaatg ttacctgtgg agctggggag cgtaaccacg 
540 

ctgaaagcac tgaacctaag acactgccct ctggaattcc ctcctcagct cgttgtgcag 
600 

aagggattgg tggctatcca gcgcttcctg cggatgtggg cagtagaaca ctctctcccc 
660 

agaaatccaa cttctcaaga ggctccaccg gttagagaga tgaccctccg cgacctcccg 

720 

agcccaggac tggagttgtc tggagaccac gcgtctaacc aaggagctgt gaacgctcag 
780 

gacccagagg gggctgtgat gaaagagaag gccagctttc tcccgcctgt ggaaaagcca 
840 

gacctgagtg aactcaggaa gtctgcggac tcctcagaga actggcccag cgaggaggag 
900 

atcaggcgct tttggaagct gaggcaggag attgttgagc acgtgaaggc agacgttctg 
960 

ggagatcagc tcttgacgag ggaattacct ccaaatctca aggcggcctt gaacattgag 
1020 

aaagaactac caaagccaag acacgttttc agaaggaaga cagcctcctc caggagcatc 
1080 

ttacccgacc tcttgtcacc gtaccaaatg gcgatccgag caaaaagact ggaagagagc 
1140 

cgagcggcgg cgctccgaga gctccaggag aagcaggctc tgatggagca gcagagacga 
1200 

gagaaaaggg cactgcagga gtggagagag cgagcccaga ggatgaggaa gaggaaggaa 
1260 

gagctcagca aactcctgcc tccgcggagg agcatggtgg catcaaagat tccctctgcc 
1320 

acagatctga tagataacag gaaagtacca ctgaatccgc ctggaaaaat gaaaccaagc 
13B0 

aaagagaaat cgccacaagc aagtaaagaa atgagtgccc tgcaggagag aaatctagaa 
1440 

gagaagataa aacagcacgt cctccaaatg cgtgagcaaa gaagattcca tggccaggcc 
1500 

ccactggagg agatgaggaa ggctgccgag gatctggaaa ttgccacaga gctacaggat 
1560 

gaagtattga agctaaaatt gggattaacc ttgaacaaag atcgtcgacg ggcggccctc 
1620 

actggaaacc tttcgcttgg cctgccggca gcacagcctc aaaatacatt ttttaacaca 
1680 

aaatatggag aatcaggaaa tgttcgcaga taccagtgac accaggtggc tggactgatg 
1740 

gagacgtctt cagacaggag ccgctcagtc ttctttcccg gcgtcgcctc ctgtgtggtg 
1800 

ccggaagagc gccaggttca gtgttaccct gagggctgat ttcgcgcagc ctgttgtttt 
1860 

ccttagacag gtccacgtcc ctctcctgag gctgtggaag atttcagccg tattaaaaga 
1920 

aaggacactg tgaaaaaaaa aaaaaaaaaa aa 
1952 

<210> 4586 
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<211> 530 
<212> PRT 
<:213> Homo sapiens 

<400> 4586 

Met Glu Gly Ser Ser Ser Tyr Glu Val Pro Ser Val Ala Ala Ala Asp 

15 10 15 

Leu Glu Glu Gly Ala Gly Gin Thr Arg Ser Leu Pro Ala Thr Pro Ser 

20 25 30 

Lys Asp Val His Lys Gly Val Gly Gly He He Phe Ser Ser Ser Pro 

35 40 45 

He Leu Asp Leu Ser Glu Ser Gly Leu Cys Arg Leu Glu Glu Val Phe 

50 55 60 

Arg He Pro Ser Leu Gin Gin Leu His Leu Gin Arg Asn Ala Leu Cys 
65 70 75 80 

Val He Pro Gin Asp Phe Phe Gin Leu Leu Pro Asn Leu Thr Trp Leu 

85 90 95 

Asp Leu Arg Tyr Asn Arg He Lys Ala Leu Pro Ser Gly He Gly Ala 

100 105 HO 

His Gin His Leu Lys Thr Leu Leu Leu Glu Arg Asn Pro He Lys Met 

115 120 125 

Leu Pro Val Glu Leu Gly Ser Val Thr Thr Leu Lys Ala Leu Asn Leu 

130 135 140 

Arg His Cys Pro Leu Glu Phe Pro Pro -Gin Leu Val Val Gin Lys Gly 
145 150 155 160 

Leu Val Ala He Gin Arg Phe Leu Arg Met Trp Ala Val Glu His Ser 

165 170 175 

Leu Pro Arg Asn Pro Thr Ser Gin Glu Ala Pro Pro Val Arg Glu Met 

180 185 190 

Thr Leu Arg Asp Leu Pro Ser Pro Gly Leu Glu Leu Ser Gly Asp His 

195 200 205 

Ala Ser Asn Gin Gly Ala Val Asn Ala Gin Asp Pro Glu Gly Ala Val 

210 215 220 

Met Lys Glu Lys Ala Ser Phe Leu Pro Pro Val Glu Lys Pro Asp Leu 
225 230 235 240 

Ser Glu Leu Arg Lys Ser Ala Asp Ser Ser Glu Asn Trp Pro Ser Glu 

245 250 255 

Glu Glu He Arg Arg Phe Trp Lys Leu Arg Gin Glu He Val Glu His 

260 265 270 

Val Lys Ala Asp Val Leu Gly Asp Gin Leu Leu Thr Arg Glu Leu Pro 

275 280 285 

Pro Asn Leu Lys Ala Ala Leu Asn He Glu Lys Glu Leu Pro Lys Pro 

290 295 300 

Arg His Val Phe Arg Arg Lys Thr Ala Ser Ser Arg Ser He Leu Pro 
305 310 315 320 

Asp Leu Leu Ser Pro Tyr Gin Met Ala He Arg Ala Lys Arg Leu Glu 

325 330 335 

Glu Ser Arg Ala Ala Ala Leu Arg Glu Leu Gin Glu Lys Gin Ala Leu 

340 345 350 

Met Glu Gin Gin Arg Arg Glu Lys Arg Ala Leu Gin Glu Trp Arg Glu 

355 360 365 

Arg Ala Gin Arg Met Arg Lys Arg Lys Glu Glu Leu Ser Lys Leu Leu 

370 375 380 

Pro Pro Arg Arg Ser Met Val Ala Ser Lys He Pro Ser Ala Thr Asp 
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385 390 395 400 

Leu lie Asp Asn Arg Lys Val Pro Leu Asn Pro Pro Gly Lys Met Lys 

405 410 415 

Pro Ser Lys Glu Lys Ser Pro Gin Ala Ser Lys Glu Met Ser Ala Leu 

420 425 430 

Gin Glu Arg Asn Leu Glu Glu Lys He Lys Gin His Val Leu Gin Met 

435 440 445 

Arg Glu Gin Arg Arg Phe Hi3 Gly Gin Ala Pro Leu Glu Glu Met Arg 

450 455 460 

Lys Ala Ala Glu Asp Leu Glu He Ala Thr Glu Leu Gin Asp Glu Val 
465 470 475 480 

Leu Lys Leu Lys Leu Gly Leu Thr Leu Asn Lys Asp Arg Arg Arg Ala 

485 490 495 

Ala Leu Thr Gly Asn Leu Ser Leu Gly Leu Pro Ala Ala Gin Pro Gin 

500 505 510 

Asn Thr Phe Phe Asn Thr Lys Tyr Gly Glu Ser Gly Asn Val Arg Arg 
515 520 525 

Tyr Gin 
530 

<210> 4587 
<211> 1723 
<2l2> DNA 

<213> Homo sapiens 
<400> 4587 

nnaaattttg tcaagaagcg gaggctctta gaacggagag gctttctgag taaaaagaac 
60 

caacccccta gcaaggcgcc taagttgcac tctgaacctt caaagaaagg ggaaactcct 
120 

acggtcgatg gcacttggaa gaccccttcc ttcccaaaaa agaagacagc tgcttccagc 
180 

aatgggtcag gacagcccct ggacaagaaa gctgcagtgt cttggttgac ccctgcccct 
24 0 

tcaaaaaagg ctgattctgt tgctgctaaa gtagatttgc tgggggagtt ccagagtgcc 
300 

cttccaaaga tcaatagcca cccaacccgc tctcagaaga agagctccca gaagaaatcc 
360 

tctaaaaaga accatcctca gaagaatgcc ccacagaact ccacccaagc tcattcagag 
420 

aataaatgct ccggagcatc ccagaagttg ccacggaaga tggtggcaat tgactgtgag 
480 

atggtgggca caggaccaaa ggggcatgtt agttccttgg ctcgatgtag cattgtcaac 
54 0 

tacaacggag atgtgcttta tgacgagtac attcttcccc cctgccacat tgtggactac 
600 

cgaaccaggt ggagtggtat ccggaagcag cacatggtga atgccacacc cttcaagatt 
660 

gctcgaggcc agatcttgaa gatactcaca gggaagatag tggtggggca tgccatccac 
720 

aacgacttca aagcccttca gtactttcac cccaagtccc tcacccgtga cacctcccat 
780 

atcccccccc tcaaccggaa ggctgactgc ccggagaatg ccaccatgtc tctgaagcat 
840 
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ctcaccaaga agctgctaaa ccgggatatc caggttggga agagcggaca ttcctctgtg 
900 

gaagatgccc aggccaccat ggagctatat aagttggttg aagtcgagtg ggaagagcac 
960 

ctagcccgga atccccctac agactagtgg cagtggggac gctggtgata tgaggaggca 
1020 

gaggcagcac ccaggagaaa cagggcagtg gaccaatgga cagctccacc agctccacat 
10S0 

ctttggaagc tagatttggg gagagagaag ctctacccca gacttaatac ccattgaaat 
1140 

ttcacctcag gtgttgtgtc ctgtgtctgg ttaagtgtcc catggaaggg gaaagccttc 
1200 

acgtcagaac ccaaccctat accttttact tcttaaatgg tgctaaccac aggtgtccca 
1260 

gggtgctctg tgccagttaa gatttttaac tttcaagggg cagggcatac tgggaaatgt 
1320 

agtttcccaa actgccttat cacttgggtg gacatatgtc tccctttatg ccttttggtc 
1380 

ttgagtaacc aacagcatcc tcttccacgc tcagaagtgt tctggttggg gccaggcatg 

1440 

gtcgtcacgc ctgtagtccc aacacttagg gagtccgagg cgggcggatc acctgagatc 
1500 

aggagttcaa gaccagcctg gccaacatgg cgaattcccg ttctctacta aaaatacaaa 
1560 

aaatgtgtgg ggtgtggtgg caggagcctg taatcctagc tactcaggag gctgaggcag 
1620 

gagaatcgct tgagcccagg aggcggagat tgcagtgagc cgagatcgtg tcactgcact 
1680 

ccagcctggg tgacaagagt gagactccgt ctccaaaaaa aaa 
1723 

<210> 4588 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 4588 

Xaa Asn Phe Val Lys Lys Arg Arg Leu Leu Glu Arg Arg Gly Phe Leu 

15 10 15 

Ser Lys Lys Asn Gin Pro Pro Ser Lys Ala Pro Lys Leu His Ser Glu 

20 25 30 

Pro Ser Lys Lys Gly Glu Thr Pro Thr Val Asp Gly Thr Trp Lys Thr 

35 40 45 

Pro Ser Phe Pro Lys Lys Lys Thr Ala Ala Ser Ser Asn Gly Ser Gly 

50 55 60 

Gin Pro Leu Asp Lys Lys Ala Ala Val Ser Trp Leu Thr Pro Ala Pro 
65 70 75 80 

Ser Lys Lys Ala Asp Ser Val Ala Ala Lys Val Asp Leu Leu Gly Glu 

85 90 95 

Phe Gin Ser Ala Leu Pro Lys lie Asn Ser His Pro Thr Arg Ser Gin 

100 105 110 

Lys Lys Ser Ser Gin Lys Lys Ser Ser Lys Lys Asn His Pro Gin Lys 

115 120 125 

Asn Ala Pro Gin Asn Ser Thr Gin Ala His Ser Glu Asn Lys Cys Ser 
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130 135 140 



Gly Ala 




oJ.il 


Lys 


Leu 


Pro 


Arcr 


Lys 


Met 


Val 


Ala 


He 


Asp Cys 


Glu 


145 










150 










155 










160 


Met 


Val 


Gly 


Thr 


Gly 


Pro 


Lys 


Gly 


His 


Val 


Ser 


Ser 


Leu 


Ala Arg 


Cys 










ICC 










170 










175 




Ser 


He 


Vdl 


Asn 


Tyr 


Asn Gly 


Asp 


val 


Leu 


Tyr Asp 


Glu 


Tyr 


He 


Leu 








1 OA 

loU 










185 










190 






Pro 


Pro 


Cys 


His 


lie 


Val 


Asp 


Tyr 


Arg 


Thr 


Arg 


Trp 


Ser Gly 


He 


Arg 
















200 










205 








Lys 


Gin 


His 


Met 


Val 


Asn 


Ala 


Thr 


Pro 


Phe 


Lys 


He 


Ala 


Arg 


Gly Gin 


210 










215 










220 










He 


Leu 


Lys 


He 


Leu 


Thr Gly 


Lys 


He 


Val 


Val 


Gly 


His 


Ala 


He 


His 


225 








230 










235 










240 


Asn 


Asp 


Phe 


Lys 


Ala 
245 


Leu 


Gin 


Tyr 


Phe 


His 
250 


Pro 


Lys 


Ser 


Leu 


Thr 
255 


Arg 


Asp 


Thr 


Ser 


His 


He 


Pro 


Pro 


Leu 


Asn 


Arg 


Lys 


Ala 


Asp 


Cys 


Pro 


Glu 






260 










265 










270 






Asn 


Ala 


Thr 
275 


Met 


Ser 


Leu 


Lys 


His 
280 


Leu 


Thr 


Lys 


Lys 


Leu 
285 


Leu 


Asn 


Arg 


Asp 


He 


Gin 


val 


Gly 


Lys 


Ser 


Gly 


His 

v 


Ser 


Ser 


Val 


Glu 


Asp 


Ala 


Gin 


290 










295 










300 










Ala 


Thr 


Met 


Glu 


Leu 


Tyr 


Lys 


Leu 


Val 


Glu 


Val 


Glu 


Trp 


Glu 


Glu 


His 


305 










310 










315 










320 


Leu 


Ala 


Arg 


Asn 


Pro 
325 


Pro 


Thr 


Asp 



















<210> 4589 
<211> 585 
<212> DNA 

<213> Homo sapiens 
<400> 4589 

acgcgtgaag ggggcttggg agcctcgggg cgcgagctgt gttggaagca aagtcctcct 
60 

tgtgggttgg ggtggctgag ggagaaggga agcgagggtc gcggcgggac cagacgcccc 
120 

agtcccggcc cgcccgcgac tactgaaggc gctgccgcct gacctgaacg ggcacttgtg 
180 

ttccagctcc cctgggacct gtggccgccg cccacagacc atgctcctgg ggcgcctgac 
240 

ttcccagctg ttgagggccg ttccttgggc aggtaggaag ccccgcggcg ganctgggag 
300 

gatgcacacc tggttaggag tgcgggtctc agcagctccg ctggggcagg gcggtggcca 
360 

cacacacact ctttcccctc taagcttccg atgctcacag agggaacctc aggggttcag 
420 

gccaggaatg aggtgcgggg gatcctcgct gggacgaacc tgctgctccc caacccgacg 
480 

ggcctgtgtg gtctcgcgag cggtgaccgt ggcgtctggt tttctgcagg cggccgcccg 
540 

ccttggcccg tctctggagt: gctgggcagc cgggtctgcg ggccc 
5B5 

<210> 4590 
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<21X> 121 
<212> PRT 

<213> Homo sapiens 



<400> 4590 
Met Leu Leu Gly 
1 

Ala Gly Arg Lys 
20 

Gly Val Arg Val 
35 

His Thr Leu Ser 
50 

Gly Phe Arg Pro 
65 

Cys Cys Ser Pro 



Arg Leu 

5 

Pro Arg 

Ser Ala 

Pro Leu 

Gly Met 

70 
Thr Arg 
85 

Phe Leu 



Val Ala Ser Gly 
100 

Glu Cys Trp Ala Ala Gly 
115 



Thr Ser 

Gly Gly 

Ala Pro 

40 
Ser Phe 
55 

Arg Cys 

Arg Ala 

Gin Ala 

Ser Ala 
120 



Gin Leu Leu 
10 

Xaa Gly Arg 
25 

Leu Gly Gin 

Arg Cys Ser 

Gly Gly Ser 
75 

Cys Val Val 
90 

Ala Ala Arg 

105 

Gly 



Arg Ala Val 

Met His Thr 
30 

Gly Gly Gly 
45 

Gin Arg Glu 
60 

Ser Leu Gly 

Ser Arg Ala 

Leu Gly Pro 
110 



Pro Trp 
15 

Trp Leu 

His Thr 

Pro Gin 

Arg Thr 

80 
Val Thr 
95 

Ser Leu 



<210> 4591 

<211> 496 

<212> DNA 

<213> Homo sapiens 



<400> 4591 

aaatttggcc caccgcctac ttttgtagac 
60 

ccgtgtactt ccatggcttc tttcacaggt 
120 

accacttggc taagaaagcc tccagtattt 
180 

gagctcctct ctggccctct ggccacgatc 
240 

tggcagacag gcttgtgagc ccacaccctg 
300 

agaattccct gcacaagtgg ccccaagctt 
360 

ctgttgtcct gggcatgtgc agtcctcagg 
420 

gcaggctggg tatccacaca cctgcacacg 
480 

gatgggccgg gaaggg 
496 



gacgttttat gggaacacag acacccccgt 
cagctgcaga gctaagtaac tgtgacaggg 
actcgactgc cctgtgcttt ggactcaaaa 
gtctccatga gacacggaag ctacgatgct 
cctccagccc aggctccagg tacctgcccc 
gtgctggtct gtgggggttt cttccctggg 
ctgatgggca gctatgggaa ggctggtcat 
tggcttctcc tagtgcagta tggagtcagg 



<210> 4592 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 4592 

Met Gly Thr Gin Thr Pro Pro Ser Val Tyr Phe His Gly Phe Phe His 
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15 10 15 

Arg Ser Ala Ala Glu Leu Ser Asn Cys Asp Arg Asp His Leu Ala Lys 

20 25 30 

Lys Ala Ser Ser lie Tyr Ser Thr Ala Leu Cys Phe Gly Leu Lys Arg 

35 40 45 

Ala Pro Leu Trp Pro Ser Gly His Asp Arg Leu His Glu Thr Arg Lys 

50 55 60 

Leu Arg Cys Leu Ala Asp Arg Leu Val Ser Pro His Pro Ala Ser Ser 
65 70 75 30 

Pro Gly Ser Arg Tyr Leu Pro Gin Asn Ser Leu His Lys Trp Pro Gin 

85 90 95 

Ala Cys Ala Gly Leu Trp Gly Phe Leu Pro Trp Ala Val Val Leu Gly 

100 105 110 

Met Cys Ser Pro Gin Ala Asp Gly Gin Leu Trp Glu Gly Trp Ser Cys 

115 120 125 

Arg Leu Gly lie His Thr Pro Ala His Val Ala Ser Pro Ser Ala Val 

130 135 140 

Trp Ser Gin Gly Trp Ala Gly Lys 
145 150 

<210> 4593 

<211> 4783 

<212> DNA 

<213> Homo sapiens 

<400> 4593 

aatcatgaaa atctattttt acagcccccc aaattgtccc gagaagagcc ttctaatcct 
60 

ttcttggcat ttgtggagaa agttgaacac agccctttca gtagttttgc atctcaggca 
120 

tcaggtagct cctcttctgc taccactgtc acctccaagg tggcacccag ctggcccgag 
180 

tctcactcct ctgcagattc ggcatcttta gcaaagaaga aacccctctt cattacaact 
240 

gactcctcca agctagtatc tggtgttctg ggctcagctc ttaccagtgg gggcccaagc 
300 

ctctctgcca tggggaatgg ccgctccagc tcgcccacca gcagcctcac tcagcccatt 
360 

gagatgccaa ctctctcctc tagccccaca gaggagaggc caactgtggg gcctgggcag 
420 

caggacaatc ccctcctcaa aacctttagt aacgtctttg gcaggcactc aggcggcttt 
480 

ctgtcctccc cggcagattt ttcacaggag aacaaagctc cttttgaagc tgtgaaaagg 
540 

ttctcactgg atgaacgaag cttggcttgc agacaagact cggactccag caccaacagt 
600 

gacctgtcag atttgagtga ctctgaggag cagctgcagg ctaagacagg cctgaaggga 
660 

attccagagc acctgatggg gaagctgggc cccaatgggg agcgcagtgc tgagctgttg 
720 

ctgggcaaaa gcaaagggaa gcaggccccc aagggccggc ctcggactgc ccccctgaaa 
780 

gttggccagt cagtgctgaa agatgtaagc aaagtgaaga agctgaagca atctggagag 
840 
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cccttcctgc aggatgggtc atgcatcaat gtggcacctc atctgcacaa gtgtcgtgaa 
9O0 

tgccgcctgg agcggtaccg gaagtttaag gaacaggagc aagatgattc tactgtagcc 
960 

tgccgtttct ttcacttccg gaggttgatc ttcactcgaa aaggggtgct ccgtgtggag 
1020 

gggtttttaa gcccccagca aagtgaccct gatgccatga acctgtggat tccctcttcc 
1080 

tccctagcag aagggataga tctagagacc tcaaaataca tcctggccaa tgttggggac 
1140 

cagttctgcc agctcgtaat gtctgagaag gaggccatga tgatggtgga gccacaccag 
1200 

aaagtggcat ggaagcgagc tgtgcgtggt gtacgggaga tgtgtgatgt gtgtgaaaca 
1260 

actctcttca acatccactg ggtttgtcgc aaatgtggat ttggggtctg ccttgactgt 
1320 

taccggctca ggaaaagccg gccacgcagt gagacagaag agatgggtga tgaagaagtt 
1380 

ttctcctggt tgaagtgtgc aaagggacag tcccacgaac cagagaatct catgcccaca 
1440 

caaattattc ctggcacagc tctttacaat attggagaca tggtacatgc tgcccggggc 
1500 

aagtggggaa ttaaagcaaa ctgcccttgt atcagtcgac agaacaaatc tgtattgaga 
1560 

cctgccgtca ccaatgggat gtcacagctt cctagcataa accctagtgc ctcttctgga 
1620 

aacgaaacta ccttctctgg tggaggagga ccggcaccag taacaactcc agagccggac 
1S80 

catgttccca aagccgacag cactgacatc agatctgaag agcctctgaa aacagacagt 
1740 

tcggcgtcaa atagcaatag tgaactgaaa gccatcaggc ctccttgccc tgacacggcc 
1800 

ccaccctcct ccgccctgca ctggttggca gatttagcaa ctcagaaggc taaagaagaa 
1860 

acaaaagaag cagggtccct gaggtcggtg ctcaataaag agtctcattc accctttggg 
1920 

ctggactcgt tcaactccac tgcaaaggtc tctccgctga ctccaaagct ttttaacagt 
1980 

ctgttgctgg gtcccactgc ctccaacaac aaaaccgaag ggtctagcct tcgagacctc 
2040 

cttcactccg ggccgggaaa acttcctcaa acccccttgg acacaggcat accctttccc 
2100 

ccggtcttct ctacatcctc agcaggagtg aagagcaagg ccagcctacc caactttctt 
2160 

gaccacatca ttgcctcagt ggtagaaaat aagaaaacct cagatgcttc aaagcgggcc 
2220 

tgcaacttga ctgataccca gaaggaagtg aaggagatgg tgatggggtc aaatgtgcta 
2280 

gatccccata cttctcactc ctggctttgt gatgggaggc ttctgtgtct ccatgacccc 
2340 

agcaacaaaa acaattggaa gatcttccgg gagtgttgga agcaaggtca gccagtgctg 
2400 

gtttcggggg tacataaaaa gctcaagtct gagctctgga agccagaagc ctttagccag 
2460 
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gaatttggag accaggatgt 
2520 

gtgaaagttc gggatttctg 
2580 

gatgggcagc caatggtgct 
2640 

atgatgccaa ccaggtttga 
2700 

cgagatggca ggctcaatct 
2760 

ggccccaaga tgtacaacgc 
2820 

acaaatcttc acttagatgt 
2880 

atcggggagg gtgctcatga 
2940 

gaggtgacga agcagaggat 
3000 

tatgcagcca aggatgcaga 
3060 

ggccaagaga acccccctga 
3120 

accctccgta agcgactcta 
3180 

ctaggtgatg ctgttttcat 
3240 

tgcataaaag tagcagaaga 
3300 

actcaggaat tcaggcatct 
3360 

aagaacatca tttaccatgc 
3420 

aaactggcaa ggtcctaggc 
3480 

ctcacaacac ttaacaggga 
3540 

agccagtgtg gtcagtattc 
3600 

gaaggttgac acaggaaagt 
3660 

gtgccacatc cctatcctgt 
3720 

ttcctgcaca ttctcctgat 
3780 

tgcctagtta agtgggaatg 
3840 

ggggtaattg cttaaacatg 
3900 

acaaagccca tcccaggaga 
3960 

agtcttgcaa gacccaggga 
4020 

tgtgtgtatt tagtgaaaaa 
4080 



agacttggtg aactgcagga 
ggatggtttc gagatcatat 
caaactcaag gactggcctc 
agatctgatg gagaaccttc 
ggcctctagg ctacctagct 
ctatgggttg ataacagcag 
gtctgatgct gttaatgtga 
tgaagaggta ctcaagacaa 
tcatgatgga aaagagaagc 
gaagatccgg gagctgctcc 
tcatgaccca attcatgacc 
tgaggagtat ggcgtgcaag 
acctgctgga gccccacacc 
ctttgtatct ccagaacatg 
ctctaacact catacaaatc 
agtgaaagat gcggttggca 
atggagaaac tccaagctcc 
acggcagggc tctttgctgg 
caaactctcc agccactctc 
cgtactgttc acacacacag 
ggccttttgg aaatccaaat 
ttgagattca cgggcacacc 
tgtttggaga taggggaaat 
cctggtggaa gtctgatagc 
cggggtgaag ctattcccca 
gaacccactg cttttcccag 
tagatttgta gtgaaatagt 



actgtgctat aatttccgat 
gcaaacgact acggtcagaa 
ctggggaaga ttttcgagac 
ctctgccaga atataccaaa 
actttgtaag gcctgatctg 
aagatagaag agttggtaca 
tggtgtatgt tgggattccc 
ttgacgaggg agatgccgat 
caggtgcttt atggcacatc 
gaaaggttgg agaagaacaa 
aaagttggta cctggaccag 
gctgggctat tgtgcagttc 
aggttcacaa tctatacagt 
taaagcactg tttccgcctg 
atgaggataa actgcaggtg 
ccctcaaggc tcatgaatcc 
tctgtgaagc aggtctttca 
agcagaggcc cttcacccag 
ttctacgctg cctcaacact 
tttgagactc caagccaaga 
tgcctgaaca tggcggggct 
tttcttttct tttcctcttg 
cacataactg gtacaagtat 
gtctctgcac gtgacctctg 
cactctcctg tgaacactgg 
gaggctccag gattaggaaa 
tactatttca tgaaagtaga 
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tatttttaga atttttgaaa taccacagtt gttttcctgg attataagga aaggcacatt 
4140 

acatttagtc ttcctttcga tataaaactc tttgaagaaa tatgattttt agaaatcagc 
4200 

tacccattat agcacaaaat cagccaaagc agaattttta aaaattggct tttttaggat 
4260 

tctttttctc cccctcccat cttagtctta ccttgaggga acagtcatat gagaaggaac 
4320 

tttgtcacat ctaagctgtg gtgtgttccc catgtgtgtg tacaacactg gtgactccag 
4380 

gaaccatttt cacctattac cagtgttccc tggggactcc tcttaatgtt tccaaatggg 
4440 

aaggacagtt gatttccaac atgaggtttt ttgtttttta tccagaaata ttttcagcaa 
4500 

aactttccaa ctgagtggag tctgattaag gatttatttg aaaatggtgg gattcattgg 
4560 

cccataggta cattggaaaa tgtatatctc tccagctgta ctgtagtgcc ctgcaggctg 
4620 

tttatatgtt cacagttact tttttttttt tttaaataaa agtcatttaa tgtagaatac 
4680 

ttttaatttc actttctgta ttttaatttt gttgaagggc tgattgggat ttccatgttc 
4740 

ttattaaaaa tctaacaaat caaaaaaaaa aaaaaaaaaa aaa 
4783 



<210> 4594 

<211> 1145 

<212> PRT 

<213> Homo sapiens 



<400> 4594 
Asn His Glu Asn 
1 

Pro Ser Asn Pro 
20 

Phe Ser Ser Phe 
35 

Thr Val Thr Ser 
50 

Ala Asp Ser Ala 
65 

Asp Ser Ser Lys 

Gly Gly Pro Ser 
100 

Thr Ser Ser Leu 
115 

Pro Thr Glu Glu 
130 

Leu Leu Lys Thr 
145 

Leu Ser Ser Pro 
Ala Val Lys Arg 



Leu Phe Leu Gin 
5 

Phe Leu Ala Phe 

Ala Ser Gin Ala 
40 

Lys Val Ala Pro 
55 

Ser Leu Ala Lys 
70 

Leu Val Ser Gly 
85 

Leu Ser Ala Met 

Thr Gin Pro lie 
120 

Arg Pro Thr Val 
135 

Phe Ser Asn Val 
150 

Ala Asp Phe Ser 
165 

Phe Ser Leu Asp 



Pro Pro Lys Leu 
10 

Val Glu Lys Val 
25 

Ser Gly Ser Ser 

Ser Trp Pro Glu 
60 

Lys Lys Pro Leu 
75 

Val Leu Gly Ser 
90 

Gly Asn Gly Arg 
105 

Glu Met Pro Thr 

Gly Pro Gly Gin 
140 

Phe Gly Arg His 
155 

Gin Glu Asn Lys 
170 

Glu Arg Ser Leu 



Ser Arg Glu Glu 
15 

Glu His Ser Pro 
30 

Ser Ser Ala Thr 
45 

Ser His Ser Ser 

Phe He Thr Thr 
80 

Ala Leu Thr Ser 
95 

Ser Ser Ser Pro 
110 

Leu Ser Ser Ser 
12 5 

Gin Asp Asn Pro 

Ser Gly Gly Phe 
160 

Ala Pro Phe Glu 
175 

Ala Cys Arg Gin 
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180 

Asp Ser Asp Ser 
195 

Glu Glu Gin Leu 
210 

Leu Met Gly Lys 
225 

Leu Gly Lys Ser 

Ala Pro Leu Lys 
260 

Lys Lys Leu Lys 
275 

He Asn Val Ala 
290 

Arg Tyr Arg Lys 
305 

Cys Arg Phe Phe 

Leu Arg Val Glu 
340 

Met Asn Leu Trp 
355 

Glu Thr Ser Lys 
370 

Leu Val Met Ser 
385 

Lys Val Ala Trp 

Val Cys Glu Thr 
420 

Gly Phe Gly Val 
435 

Arg Ser Glu Thr 
450 

Lys Cys Ala Lys 
465 

Gin He He Pro 

Ala Ala Arg Gly 
500 

Arg Gin Asn Lys 
515 

Gin Leu Pro Ser 
530 

Phe Ser Gly Gly 
545 

His Val Pro Lys 

Lys Thr Asp Ser 
580 

Arg Pro Pro Cys 
595 

Leu Ala Asp Leu 



Ser Thr Asn Ser 
200 

Gin Ala Lys Thr 
215 

Leu Gly Pro Asn 
230 

Lys Gly Lys Gin 
245 

Val Gly Gin Ser 

Gin Ser Gly Glu 
280 

Pro His Leu His 
295 

Phe Lys Glu Gin 
310 

His Phe Arg Arg 
325 

Gly Phe Leu Ser 

He Pro Ser Ser 
360 

Tyr He Leu Ala 
375 

Glu Lys Glu Ala 
390 

Lys Arg Ala Val 
405 

Thr Leu Phe Asn 

Cys Leu Asp Cys 
440 

Glu Glu Met Gly 
455 

Gly Gin Ser His 
470 

Gly Thr Ala Leu 
485 

Lys Trp Gly He 

Ser Val Leu Arg 
520 

He Asn Pro Ser 
535 

Gly Gly Pro Ala 
550 

Ala Asp Ser Thr 
565 

Ser Ala Ser Asn 

Pro Asp Thr Ala 
600 

Ala Thr Gin Lys 



185 

Asp Leu Ser Asp 

Gly Leu Lys Gly 
220 

Gly Glu Arg Ser 
235 

Ala Pro Lys Gly 
250 

Val Leu Lys Asp 
265 

Pro Phe Leu Gin 

Lys Cys Arg Glu 
300 

Glu Gin Asp Asp 
315 

Leu He Phe Thr 
330 

Pro Gin Gin Ser 
345 

Ser Leu Ala Glu 

Asn Val Gly Asp 
380 

Met Met Met Val 
395 

Arg Gly Val Arg 
410 

He His Trp Val 
425 

Tyr Arg Leu Arg 

Asp Glu Glu Val 
460 

Glu Pro Glu Asn 
475 

Tyr Asn He Gly 
490 

Lys Ala Asn Cys 
505 

Pro Ala Val Thr 

Ala Ser Ser Gly 
540 

Pro Val Thr Thr 
555 

Asp He Arg Ser 
570 

Ser Asn Ser Glu 
585 

Pro Pro Ser Ser 
Ala Lys Glu Glu 



190 

Leu Ser Asp Ser 
205 

He Pro Glu His 

Ala Glu Leu Leu 
240 

Arg Pro Arg Thr 
255 

Val Ser Lys Val 
270 

Asp Gly Ser Cys 
285 

Cys Arg Leu Glu 

Ser Thr Val Ala 
320 

Arg Lys Gly Val 
335 

Asp Pro Asp Ala 
350 

Gly He Asp Leu 
365 

Gin Phe Cys Gin 

Glu Pro His Gin 
400 

Glu Met Cys Asp 
415 

Cys Arg Lys Cys 
430 

Lys Ser Arg Pro 
445 

Phe Ser Trp Leu 

Leu Met Pro Thr 
480 

Asp Met Val His 
495 

Pro Cys He Ser 
510 

Asn Gly Met Ser 
525 

Asn Glu Thr Thr 

Pro Glu Pro Asp 
560 

Glu Glu Pro Leu 
575 

Leu Lys Ala He 
590 

Ala Leu His Trp 
605 

Thr Lys Glu Ala 
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610 615 620 

Gly Ser Leu Arg Ser Val Leu Asn Lys Glu Ser His Ser Pro Phe Gly 
625 630 635 640 

Leu Asp Ser Phe Asn Ser Thr Ala Lys Val Ser Pro Leu Thr Pro Lys 

645 650 655 

Leu Phe Asn Ser Leu Leu Leu Gly Pro Thr Ala Ser Asn Asn Lys Thr 

660 665 670 

Glu Gly Ser Ser Leu Arg Asp Leu Leu His Ser Gly Pro Gly Lys Leu 

675 680 685 

Pro Gin Thr Pro Leu Asp Thr Gly lie Pro Phe Pro Pro Val Phe Ser 

690 695 700 

Thr Ser Ser Ala Gly Val Lys Ser Lys Ala Ser Leu Pro Asn Phe Leu 
705 710 715 720 

Asp His He He Ala Ser Val Val Glu Asn Lys Lys Thr Ser Asp Ala 

725 730 735 

Ser Lys Arg Ala Cys Asn Leu Thr Asp Thr Gin Lys Glu Val Lys Glu 

740 745 750 

Met Val Met Gly Leu Asn Val Leu Asp Pro His Thr Ser His Ser Trp 

755 760 765 

Leu Cys Asp Gly Arg Leu Leu Cys Leu His Asp Pro Ser Asn Lys Asn 

770 775 780 

Asn Trp Lys He Phe Arg Glu Cys Trp Lys Gin Gly Gin Pro Val Leu 
785 790 795 800 

Val Ser Gly Val His Lys Lys Leu Lys Ser Glu Leu Trp Lys Pro Glu 

805 810 815 

Ala Phe Ser Gin Glu Phe Gly Asp Gin Asp Val Asp Leu Val Asn Cys 

820 825 B30 

Arg Asn Cys Ala He He Ser Asp Val Lys Val Arg Asp Phe Trp Asp 

835 840 845 

Gly Phe Glu He He Cys Lys Arg Leu Arg Ser Glu Asp Gly Gin Pro 

850 855 860 

Met Val Leu Lys Leu Lys Asp Trp Pro Pro Gly Glu Asp Phe Arg Asp 
865 870 875 880 

Met Met Pro Thr Arg Phe Glu Asp Leu Met Glu Asn Leu Pro Leu Pro 

885 890 895 

Glu Tyr Thr Lys Arg Asp Gly Arg Leu Asn Leu Ala Ser Arg Leu Pro 

900 905 910 

Ser Tyr Phe Val Arg Pro Asp Leu Gly Pro Lys Met Tyr Asn Ala Tyr 

915 920 925 

Gly Leu He Thr Ala Glu Asp Arg Arg Val Gly Thr Thr Asn Leu His 

930 935 940 

Leu Asp Val Ser Asp Ala Val Asn Val Met Val Tyr Val Gly He Pro 
945 950 955 960 

He Gly Glu Gly Ala His Asp Glu Glu Val Leu Lys Thr He Asp Glu 

965 970 975 

Gly Asp Ala Asp Glu Val Thr Lys Gin Arg He His Asp Gly Lys Glu 

980 985 990 

Lys Pro Gly Ala Leu Trp His He Tyr Ala Ala Lys Asp Ala Glu Lys 

995 1000 1005 

He Arg Glu Leu Leu Arg Lys Val Gly Glu Glu Gin Gly Gin Glu Asn 

1010 1015 1020 

Pro Pro Asp His Asp Pro He His Asp Gin Ser Trp Tyr Leu Asp Gin 
1025 1030 1035 1040 

Thr Leu Arg Lys Arg Leu Tyr Glu Glu Tyr Gly Val Gin Gly Trp Ala 
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1045 1050 1055 

lie Val Gin Phe Leu Gly Asp Ala Val Phe He Pro Ala Gly Ala Pro 

1060 1065 1070 

His Gin Val His Asn Leu Tyr Ser Cys He Lys Val Ala Glu Asp Phe 

1075 1080 1085 

Val Ser Pro Glu His Val Lys His Cys Phe Arg Leu Thr Gin Glu Phe 

1090 1095 HOO 

Arg His Leu Ser Asn Thr His Thr Asn His Glu Asp Lys Leu Gin Val 
1105 1110 1H5 H20 

Lys Asn He He Tyr His Ala Val Lys Asp Ala Val Gly Thr Leu Lys 

1125 H30 1135 

Ala His Glu Ser Lys Leu Ala Arg Ser 
1140 1145 

<210> 4595 
<2ll> 935 
<212> DNA 

<213> Homo sapiens 
<400> 4595 

ggttaccaat ctgaagtggg agtggccgcc cttttttttt tttttttttt ttttttttga 
60 

gtcctctgag aatttattac tacggatcac agcagcaacg ggcgggaagg gcggcgccag 
120 

actcatttgc cccgcaggta gatcttgggg gtctgccagc cttcgggggc ttcctttagc 
180 

cccgccttca gccagatgcg cctcaggtct ttctcgaact tgatctgctt gcgtctcagg 
240 

cgtccctcct ggaccttcct ccgcaggaac cgcgtcttct tcaccagctt ccggtacttg 
300 

tggtggttca tcttccgccg gcggatcttc agcacgtttt tgcactgaat ttgaggcgca 
360 

tccgcgacgc cttcatcccc ctgctcggcc ccttccccta tctggctggg cggacactgg 
420 

taggattgcg gtggagccac agtccctgcg gtcccggtat ccagtctggg caggaagcag 
480 

cgggccgtga gccagctctc cagggggctg acggacatct tcctggggac cagcatctcc 
540 

tccagctcca gctgggcccc cttgcgaggg agagaggccg ccctacctgg gccggccggc 
600 

gatngtgctg taaaggggcc cgcagacccg gctgcccagc actccagaga cggccaaggc 
660 

gggtggccgc ctgcccaagg aacggcctca acagctggga agtcaggcgc cccaggagca 
720 

tggtctgtgg gcggcgccac aggtcccagg ggagcgaaag gtcccagaac ggggaggccg 
780 

gccccctccc cgggttcacc cccgcgcgaa tcgcgttgcc tggcgcccgg accctctcgg 
840 

ctggaccccg ggcccgccnn tgccgcagcg cccggcgccc tcaggcctcc cgctgaccct 
900 

tcccaagccc gacctcgacg cggctcaaat tgacc 
935 

<210> 4596 
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<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 4596 

Asp Cys Gly Gly Ala Thr Val Pro Ala Val Pro Val Ser Ser Leu Gly 

15 10 15 

Arg Lys Gin Arg Ala Val Ser Gin Leu Ser Arg Gly Leu Thr Asp He 

20 25 30 

Phe Leu Gly Thr Ser He Ser Ser Ser Ser Ser Trp Ala Pro Leu Arg 

35 40 45 

Gly Arg Glu Ala Ala Leu Pro Gly Pro Ala Gly Asp Xaa Ala Val Lys 

50 55 60 

Gly Pro Ala Asp Pro Ala Ala Gin His Ser Arg Asp Gly Gin Gly Gly 
65 70 75 80 

Trp Pro Pro Ala Gin Gly Thr Ala Ser Thr Ala Gly Lys Ser Gly Ala 

85 90 95 

Pro Gly Ala Trp Ser Val Gly Gly Ala Thr Gly Pro Arg Gly Ala Lys 

100 105 110 

Gly Pro Arg Thr Gly Arg Pro Ala Pro Ser Pro Gly Ser Pro Pro Arg 

115 120 125 

Glu Ser Arg Cys Leu Ala Pro Gly Pro Ser Arg Leu Asp Pro Gly Pro 

130 135 140 

Ala Xaa Ala Ala Ala Pro Gly Ala Leu Arg Pro Pro Ala Asp Pro Ser 
145 150 155 160 

Gin Ala Arg Pro Arg Arg Gly Ser Asn 
165 

<210> 4597 

<211> 515 

<212> DNA 

<213> Homo sapiens 



<400> 4597 

gtgcacatcc tgacagcaca cttcgtcctc 
60 

ctgcaggggc ggtgcagaca gagctgcagg 
120 

gggacactca tgctcagtga ctgatgggat 
180 

tgggaggcca ttccagctca caactcctgg 
240 

cacagctcag ctcctcctct cggccccatt 
300 

aagcccaagg aactccttaa gaaacatcct 
360 

ctgggaaagc agggagcgcc ccctgcaatc 
420 

ggagcacctt gacggaggat gctccccact 
480 

ctcaacatgg ttggttgacc agagtctgag 
515 



tgcacgacaa ccccgaggga cggggcctcg 
acctgcttcc ctgcaggcaa tgtcctcccg 
ggsgggtaca aagtcccagc cacgtgattc 
gccctgggga gtcggccgtg ggacctgcct 
ctgcctcctc ccggcccttt cccaggcagt 
cactctgaac tccactgcag agccttcttc 
acgtaatgtt tactcatccg cctccttctc 
agtgctacaa agcctagcac gtagaataag 
ggaac 



<210> 4598 
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<211> 135 
<212> PRT 

<213> Homo sapiens 



<400> 4598 
Met Ser Ser Trp 
1 

Thr Lys Ser Gin 
20 

Pro Gly Pro Trp 
35 

Leu Leu Ser Ala 
50 

Ser Pro Arg Asn 
65 

Glu Pro Ser Ser 

Val Tyr Ser Ser 
100 

Pro Leu Val Leu 
115 

Val Asp Gin Ser 
130 



Gly His Ser Cys 
5 

Pro Arg Asp Ser 

Gly Val Gly Arg 
40 

Pro Phe Cys Leu 
55 

Ser Leu Arg Asn 
70 

Trp Glu Ser Arg 
85 

Ala Ser Phe Ser 

Gin Ser Leu Ala 
120 

Leu Arg Glu 
135 



Ser Val Thr Asp 
10 

Gly Arg Pro Phe 
25 

Gly Thr Cys Leu 

Leu Pro Ala Leu 
60 

lie Leu Thr Leu 
75 

Glu Arg Pro Leu 
90 

Glu His Leu Asp 
105 

Arg Arg lie Ser 



Gly Met Gly Gly 
15 

Gin Leu Thr Thr 
30 

Thr Ala Gin Leu 
45 

Ser Gin Ala Val 

Asn Ser Thr Ala 
80 

Gin Ser Arg Asn 
95 

Gly Gly Cys Ser 
110 

Ser Thr Trp Leu 
125 



<210>. 4599 
<211> 2314 
<212> DNA 

<213> Homo sapiens 



<400> 4599 

ngcgcgcctc cgccgcggcc cccacctctg 
60 

ccacctctcc ccagccccgg agaggctgcg 
120 

ggaggcaggt tccgcacgaa ataaatcaga 
180 

acgaaagatg agtggatgga aaagctcaat 
240 

cgcctcatca tgaactacct ggtcacagag 
300 

atggaatctg gaatcgaacc tagtgtggat 
360 

cgggagatga tactgaaagg tcagattcag 
420 

ccagagctct tggacacaaa ccggtatctt 
480 

gagctgatcc gccagcggga gacagaggcg 
540 

gagcagggcg aggagagccg agagtgcctc 
600 

gcctttgaca gtcccgagga gtcgcccttc 
660 

aaggtgtgga gtgaagttaa ccaagctgtg 
720 



cctccttcta ctcgggcgcc ccggcggccg 
gagccgcagc cgcccagacc gcgcagcgcg 
atgagttatg cagaaaaacc cgatgaaatc 
aacttgcatg tccagagagc agacatgaac 
ggctttaagg aagcagcgga gaagtttcga 
ctggaaacac ttgatgaacg aatcaagatc 
gaggccatcg ccttgatcaa cagcctccac 
tacttccatt tgcagcaaca gcatttgatc 
gcgctggagt ttgcacagac tcagctggcg 
acagagatgg agcgtaccct ggcactgctg 
ggagacctcc tccacaccat gcagaggcag 
ctagattatg aaaatcgcga gtcaacaccc 
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aaactggcaa aattactgaa actactactt tgggctcaga acgagctgga ccagaagaaa 
780 

gtaaaatatc ccaaaatgac agacctcagc aagggtgtga ttgaggagcc caagtagcgc 
840 

ctgcgcttgc gtggtggatc caacaccagc cctgcgtcgt gggacttgcc tcagatcagc 
900 

ctgcgactgc aagattctta ctgcagtaga gaactctttt tctcccttgt actttttttt 
960 

gacctggcat ctttttatag ggaaaaatgg cctttgtagg cagtggaaaa cttgcaagga 
1020 

aagctgccgt ctctttggca gtctgatgca gagcctgcac tctggcactc gctgaagaat 
1080 

ctggaaggtt gcggtttgct cttccagtgt tcgggggcct ctggctgctg aaggattcgg 
1140 

tctaccacgg agggctgtgc tgttaggctg catcccactc aaaatacagg aaaagcacga 
1200 

atcatgattc tgctttctgt tagcttaggc agacattggg ccttcaccta caagtttttc 
1260 

cttacccctg tggtttttgt gttttttttt ttttcttttt ccataggaaa gaatatataa 
1320 

atttgtaaat cctaattcaa agacggctca tgtgtgaggg cattgagttt gatttgtttt 
1380 

ccctttggtc tgggttgtgt ggcttttggg ggatgcgtgt gagggggcta tgtgtttttt 
1440 

aattttttaa atatatattt tggtgctgtg tgtggtaaga gacttgttcc tagtggatca 
1500 

atgaaccatc tcttctgggc agttttgttg aaaataaagg tttctctttg atttcaagaa 
1560 

tgaccaaaat ggcctctaaa agatgttaat catctcaaat gaccttttgt ctttggggcg 
1620 

ttcttccccc cgtgatagcg gcagtggctt tttctggtac ctgcagctgg aaaggccact 
1680 

tggccctgtg ctgagtgagc ggcctccatt agagcgaggc agcccttggc cggtggggac 
1740 

gcagagcccc agcaggtggt gcacgactgt tggcggaagg aacgcgtgtt catcctcagt 
1800 

gatctgccct ccagcatctc ggcagcatct catcctccat cgtcagccgg ctccgccgat 
I860 

gtcctgcttc tgttcactca cagaactgtc ccctgctccg tggtgggcag gagggaagtg 
1920 

gtgcagggct gcgtgcattg cctgcgagtc gggacagttg atgggcacat ggccttgtag 
1980 

ctctgggcac agatgtgttt ggattcattg cagcggacca ccgggcactg ttgaccccac 
2040 

tgagcagtgc taagtgttgg tttagtggat gttcgtggaa ttgctgatcc atccaagggc 
2100 

gtcctttgga gccagtggag cctgccggcg catctgaggg gcagaatgct gctagcactt 
2160 

gaatctggga tctcgcctta ttctcaagta gcaaggcatc tcgacaagca tggtctaggt 
2220 

ctggtggcca gcttgccagt acctgagccg gtcgggtcat ctgcctctga gggaccgtcc 
2280 

tcaccgagct cctgcatccc ttgagtgttg atca 
2314 
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<210> 4600 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 4600 

Met Ser Tyr Ala Glu Lys Pro Asp Glu He Thr Lys Asp Glu Trp Met 

1 5 10 15 

Glu Lys Leu Asn Asn Leu His Val Gin Arg Ala Asp Met Asn Arg Leu 

20 25 30 

He Met Asn Tyr Leu Val Thr Glu Gly Phe Lys Glu Ala Ala Glu Lys 

35 40 45 

Phe Arg Met Glu Ser Gly He Glu Pro Ser Val Asp Leu Glu Thr Leu 

50 55 60 

Asp Glu Arg He Lys lie Arg Glu Met He Leu Lys Gly Gin He Gin 
65 70 75 80 

Glu Ala He Ala Leu He Asn Ser Leu His Pro Glu Leu Leu Asp Thr 

85 90 95 

Asn Arg Tyr Leu Tyr Phe His Leu Gin Gin Gin His Leu He Glu Leu 

100 105 HO 

He Arg Gin Arg Glu Thr Glu Ala Ala Leu Glu Phe Ala Gin Thr Gin 

115 120 125 

Leu Ala Glu Gin Gly Glu Glu Ser Arg Glu Cys Leu Thr Glu Met Glu 

130 1^5 140 

Arg Thr Leu Ala Leu Leu Ala Phe Asp Ser Pro Glu Glu Ser Pro Phe 
145 150 155 160 

Gly Asp Leu Leu His Thr Met Gin Arg Gin Lys Val Trp Ser Glu Val 

165 170 175 

Asn Gin Ala Val Leu Asp Tyr Glu Asn Arg Glu Ser Thr Pro Lys Leu 

180 185 190 

Ala Lys Leu Leu Lys Leu Leu Leu Trp Ala Gin Asn Glu Leu Asp Gin 

195 200 205 

Lys Lys Val Lys Tyr Pro Lys Met Thr Asp Leu Ser Lys Gly Val He 

210 215 220 

Glu Glu Pro Lys 
225 

<210> 4601 

<211> 916 

<212> DNA 

<213> Homo sapiens 

<400> 4601 

aagcttaaca aacaacagtt gcagttactg aaagaacggt tccaggcctt cctcaatggg 
60 

gaaacccaaa ttgtagctga cgaagcattt tgcaacgcag ttcggagtta ttatgaggtt 
120 

tttctaaaga gtgaccgagt ggccagaatg gtacagagtg gagggtgttc tgctaatgac 
180 

ttcagagaag tatttaagaa aaacatagaa aaacgtgtgc ggagtttgcc agaaatagat 
240 

ggcttgagca aagagacagt gttgagctca tggatagcca aatatgatgc catttacaga 
300 
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ggtgaagagg acttgtgcaa acagccaaat 
360 

attctgagca aggaacaact ctatgaaatg 
420 

gaacaccagc tcctttataa tgcatgtcag 
480 

atcagaaggg aacttgatgg ccggctgcaa 
540 

ttccccaaat ttatagcaaa agatatggag 
600 

gtgaatttgc taatggccaa tttggaaagt 
660 

aaattacaaa aattaaaacg ttcacagaac 
720 

gagattcagc tgtcaaagtc cgacgtggta 
780 

gaagtgcaag gcctgaagtc agttgctccc 
840 

gaaggagaaa aacttcagac agaccaggcc 
900 

ggggaattcc accccc 
916 

<210> 4602 
<211> 305 
<212> PRT 

<213> Homo sapiens 



<400> 4602 



Lys 


Leu 


Asn 


Lys Gin Gin 


Leu Gin 


1 






5 




Phe 


Leu 


Asn 


Gly Glu Thr 


Gin He 








20 




Ala 


Val 


Arg 


Ser Tyr Tyr 


Glu Val 






35 




40 


Arg 


Met 


Val 


Gin Ser Gly 


Gly Cys 




50 






55 


Phe 


Lys 


Lys 


Asn He Glu 


Lys Arg 


65 






70 




Gly Leu 


Ser 


Lys Glu Thr 


Val Leu 








85 




Ala 


He 


Tyr 


Arg Gly Glu 


Glu Asp 








100 




Ala 


Leu 


Ser 


Ala Val Ser 


Glu Leu 






115 




120 


Glu 


Met 


Phe 


Gin Gin He 


Leu Gly 




130 






135 


Leu Tyr 


Asn 


Ala Cys Gin 


Leu Asp 


145 






150 




He 


Arg 


Arg 


Glu Leu Asp 


Gly Arg 








165 




Lys 


Glu 


Arg 


Lys Phe Pro 


Lys Phe 








180 




Tyr 


He 


Glu 


Glu Leu Arg 


Ser Ser 



agaatggccc taagtgcagt gtctgaactt 
tttcagcaga ttctgggtat taaaaaacta 
ctggataacg cagatgaaca agcagcccag 
ttggcagata aaatggcaaa ggaaagaaaa 
aatatgtata tagaagagtt gcggtcttca 
cttccagttt cgaaaggtgg tccggaattt 
tctgcatttt tggacatagg agatgagaat 
ctgtcattca ccttagagat tgtcataatg 
aatcgaattg tttactgtac aatggaagtg 
gaagcctcaa ggccacaatg gggggactca 



Leu 


Leu 


Lys 


Glu 


Arg 


Phe 


Gin 


Ala 




10 










15 




Val 


Ala 


Asp 


Glu 


Ala 


Phe 


Cys 


Asn 


25 










30 






Phe 


Leu 


Lys 


Ser Asp 


Arg 


val 


Ala 










45 








Ser 


Ala 


Asn Asp 


Phe 


Arg 


Glu 


val 








60 










Val 


Arg 


Ser 


Leu 


Pro 


Glu 


He 


Asp 






75 










80 


Ser 


Ser 


Trp 


He 


Ala 


Lys 


Tyr 


Asp 




90 










95 




Leu Cys 


Lys 


Gin 


Pro 


Asn 


Arg 


Met 


105 










110 






He 


Leu 


Ser 


Lys 


Glu 


Gin 


Leu 


Tyr 










125 








He 


Lys 


Lys 


Leu 


Glu 


His 


Gin 


Leu 








140 










Asn 


Ala 


Asp 


Glu 


Gin 


Ala 


Ala 


Gin 






155 










160 


Leu 


Gin 


Leu Ala Asp 


Lys 


Met 


Ala 




170 










175 




He 


Ala 


Lys 


Asp 


Met 


Glu 


Asn 


Met 


185 










190 






Val 


Asn 


Leu 


Leu 


Met 


Ala 


Asn 


Leu 
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195 200 205 

Glu Ser Leu Pro Val Ser Lys Gly Gly Pro Glu Phe Lys Leu Gin Lys 

210 215 220 

Leu Lys Arg Ser Gin Asn Ser Ala Phe Leu Asp He Gly Asp Glu Asn 
225 230 235 240 

Glu He Gin Leu Ser Lys Ser Asp Val Val Leu Ser Phe Thr Leu Glu 

245 250 255 

He Val He Met Glu Val Gin Gly Leu Lys Ser Val Ala Pro Asn Arg 

260 265 270 

He Val Tyr Cys Thr Met Glu Val Glu Gly Glu Lys Leu Gin Thr Asp 

275 280 285 

Gin Ala Glu Ala Ser Arg Pro Gin Trp Gly Asp Ser Gly Glu Phe His 
290 295 300 

Pro 

305 

<210> 4603 
<211> 2090 
<212> DNA 

<213> Homo sapiens 
<400> 4603 



gcagagcggg ccggccaaga gcccctcaag 
60 

tactttaccc ccatgaagcc cgagagtctg 
120 

cagagcctgg ccagcctgct gagtgagtca 
180 

ccctccttcc tgccccagca gaaggaatca 
240 

ctggaggcag aagtgacagt cacagggaca 
300 

gccgggcctg gagaccagca gggcgactcc 
360 

gaccagagcc cgcctgagga ctcgggggag 
420 

gccatccact ccccagctcc gcctcctgac 
480 

catttcccag gatgcgcagg tcccacagaa 
540 

gtccccagca gctccctacc ccagactccg 
600 

gagacactga ctgagtcccc ctgcagagct 
660 

gaccacttct tcaacccacg cctgagtatc 
720 

gcatccaggt tcacccatac cttccctccc 
780 

gaggtcaagc tcatggaccg aggcggaagc 
840 

ccagacagga cccacgtcct cgctgcaggg 
900 

ccaccacctc cctgccttac gagcctggcg 
960 



accatcctgg atgcccagga cctggattgc 
gagaactcca ttctggattc actggagcca 
gagagtcccc aggaagctgg ccgcgggcac 
tctgaggcca gtgagctcat cctctactct 
gacagccagt attgcaggaa ggaggtggag 
tacctcaggg tgtcctccga cagcccaaag 
tcagaggccg acctggagtg cagcttcgca 
cctgcccctc ggtttgccac gtcgctgccc 
gatgagctgt ccctgcccga gggacccagc 
gagcaggaga agttcctccg ccaccacttt 
ctgggagacg tggaggcctc tgaagctgaa 
tccacgcagt tcctctcaag cctccagaag 
cgggcaaccc agtgccttgt gaagtctcca 
cagcccagag caggtactgg ctacgcctcc 
aaggctgaag agaccctgga ggcctggcgc 
tcctgtgtcc ctgcttcctc cgtgctgccc 
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acagatagga atctcccaac gcccacatct gcacccaccc caggcctggc tcagggtgtc 
1020 

catgcccccn ccacctgttc ctacatggag gccactgcca gctcccgtgc caggatatca 
1080 

cgcagcatct ccctcggtga cagtgagggc cctatcgtgg ccacactggc ccagcccctc 
1140 

cgtaggccat cgtccgttgg ggagctggcc tccttgggcc aggagcttca ggccatcacc 
1200 

accgcgacaa cacccagttt ggacagtgag ggccaagagc ctgccctgcg ttcctggggc 
1260 

aaccacgagg cccgggccaa cctgagactg accctgtcaa gtgcctgtga tgggctcctg 
1320 

ctgccccccg tggataccca gcctggcgtc accgtccctg cagtgagctt cccagcccct 
1380 

agccctgtgg aagagagcgc cctgaggctc cacggctctg cctttcgccc aagtctccca 

1440 

gctcctgagt cccctggcct tcctgcccac cccagtaacc cccagcttcc agaggcccgg 
1500 

cctggcatcc ctggcggcac tgcctccctc ctggagccca cctccggtgc acttggtctg 
1560 

ttccagggca gccctgcccg ctggagtgag ccctgggtgc cggttgaagc cctgccccca 
1620 

tctccccttg agctgagcgg gtggggaaca tcttgcacag gctgcagacc accttccaag 
1680 

aagccctcga cctttaccgt gtgttggtct ccagtggcca ggtggacacc gggcagcagc 
1740 

aggcacggac tgagctggtc tccaccttcc tgtggatcca cagccagctg gaggctgaat 
1800 

gcctggtggg gactagtgtg gccccagccc aggctctgcc cagcccagga cccccgtccc 
1860 

caccgacgct gtaccccctg gccagcccag acctgcaggc cctgctggaa cactactcgg 
1920 

agctgctggt gcaggccgtg cggaggaagg cacgggggca ctgagggcgc agcccctcca 
1980 

ccgcagccct gctgcttctg aggacttagg tattttaagc gaataaactg acagctttga 
2040 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2090 

<210> 4604 
<211> 666 
<212> PRT 

<213> Homo sapiens 
<40O> 4604 

Ala Glu Arg Ala Gly Gin Glu Pro Leu Lys Thr lie Leu Asp Ala Gin 

1 5 10 15 

Asp Leu Asp Cys Tyr Phe Thr Pro Met Lys Pro Glu Ser Leu Glu Asn 

20 25 30 

Ser He Leu Asp Ser Leu Glu Pro Gin Ser Leu Ala Ser Leu Leu Ser 

35 40 45 

Glu Ser Glu Ser Pro Gin Glu Ala Gly Arg Gly His Pro Ser Phe Leu 

50 55 60 

Pro Gin Gin Lys Glu Ser Ser Glu Ala Ser Glu Leu He Leu Tyr Ser 
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65 70 75 80 

Leu Glu Ala Glu Val Thr Val Thr Gly Thr Asp Ser Gin Tyr Cys Arg 

85 90 95 

Lys Glu Val Glu Ala Gly Pro Gly Asp Gin Gin Gly Asp Ser Tyr Leu 

100 105 110 

Arg Val Ser Ser Asp Ser Pro Lys Asp Gin Ser Pro Pro Glu Asp Ser 

115 120 125 

Gly Glu Ser Glu Ala Asp Leu Glu Cys Ser Phe Ala Ala lie His Ser 

130 135 140 

Pro Ala Pro Pro Pro Asp Pro Ala Pro Arg Phe Ala Thr Ser Leu Pro 
145 150 155 160 

His Phe Pro Gly Cys Ala Gly Pro Thr Glu Asp Glu Leu Ser Leu Pro 

165 170 175 

Glu Gly Pro Ser Val Pro Ser Ser Ser Leu Pro Gin Thr Pro Glu Gin 

180 185 190 

Glu Lys Phe Leu Arg His His Phe Glu Thr Leu Thr Glu Ser Pro Cys 

195 200 205 

Arg Ala Leu Gly Asp Val Glu Ala Ser Glu Ala Glu Asp His Phe Phe 

210 215 220 

Asn Pro Arg Leu Ser lie Ser Thr Gin Phe Leu Ser Ser Leu Gin Lys 
225 230 235 240 

Ala Ser Arg Phe Thr His Thr Phe Pro Pro Arg Ala Thr Gin Cys Leu 

245 250 255 

Val Lys Ser Pro Glu Val Lys Leu Met Asp Arg Gly Gly Ser Gin Pro 

260 265 270 

Arg Ala Gly Thr Gly Tyr Ala Ser Pro Asp Arg Thr His Val Leu Ala 

275 280 285 

Ala Gly Lys Ala Glu Glu Thr Leu Glu Ala Trp Arg Pro Pro Pro Pro 

290 295 300 

Cys Leu Thr Ser Leu Ala Ser Cys Val Pro Ala Ser Ser Val Leu Pro 
305 310 315 320 

Thr Asp Arg Asn Leu Pro Thr Pro Thr Ser Ala Pro Thr Pro Gly Leu 

325 330 335 

Ala Gin Gly Val His Ala Pro Ser Thr Cys Ser Tyr Met Glu Ala Thr 

340 345 350 

Ala Ser Ser Arg Ala Arg He Ser Arg Ser He Ser Leu Gly Asp Ser 

355 360 365 

Glu Gly Pro He Val Ala Thr Leu Ala Gin Pro Leu Arg Arg Pro Ser 

370 375 380 

Ser Val Gly Glu Leu Ala Ser Leu Gly Gin Glu Leu Gin Ala He Thr 
385 390 395 400 

Thr Ala Thr Thr Pro Ser Leu Asp Ser Glu Gly Gin Glu Pro Ala Leu 

405 410 415 

Arg Ser Trp Gly Asn His Glu Ala Arg Ala Asn Leu Arg Leu Thr Leu 

420 425 430 

Ser Ser Ala Cys Asp Gly Leu Leu Leu Pro Pro Val Asp Thr Gin Pro 

435 440 445 

Gly Val Thr Val Pro Ala Val Ser Phe Pro Ala Pro Ser Pro Val Glu 

450 455 460 

Glu Ser Ala Leu Arg Leu His Gly Ser Ala Phe Arg Pro Ser Leu Pro 
465 470 475 480 

Ala Pro Glu Ser Pro Gly Leu Pro Ala His Pro Ser Asn Pro Gin Leu 

485 490 495 

Pro Glu Ala Arg Pro Gly He Pro Gly Gly Thr Ala Ser Leu Leu Glu 
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500 505 510 

Pro Thr Ser Gly Ala Leu Gly Leu Phe Gin Gly Ser Pro Ala Arg Trp 

515 520 525 

Ser Glu Pro Trp Val Pro Val Glu Ala Leu Pro Pro Ser Pro Leu Glu 

530 535 540 

Leu Ser Gly Trp Gly Thr Ser Cys Thr Gly Cys Arg Pro Pro Ser Lys 
545 550 555 560 

Lys Pro Ser Thr Phe Thr Val Cys Trp Ser Pro Val Ala Arg Trp Thr 

565 570 575 

Pro Gly Ser Ser Arg His Gly Leu Ser Trp Ser Pro Pro Ser Cys Gly 

580 585 590 

Ser Thr Ala Ser Trp Arg Leu Asn Ala Trp Trp Gly Leu Val Trp Pro 

595 600 605 

Gin Pro Arg Leu Cys Pro Ala Gin Asp Pro Arg Pro His Arg Arg Cys 

610 615 620 

Thr Pro Trp Pro Ala Gin Thr Cys Arg Pro Cys Trp Asn Thr Thr Arg 
625 630 635 640 

Ser Cys Trp Cys Arg Pro Cys Gly Gly Arg His Gly Gly Thr Glu Gly 

645 650 655 

Ala Ala Pro Pro Pro Gin Pro Cys Cys Phe 
660 665 

<210> 4605 
<211> 2998 
<212> DNA 

<213> Homo sapiens 
<400> 4605 

nnacgcgtgg ctcgaaataa ggttggtgat gactacgtgg cgctcaaagt ggatgtggtg 
60 

atgaaaccgg ccaagattga acacaaggag gagaacgacc acaaagtctt ctacgggggt 
12 0 

gacctgaaag tggactgtgt ggccaccggg cttcccaatc ccgagatctc ctggagcctc 
180 

ccagacggga gtctggtgaa ctccttcatg cagtcggatg acagcggtgg acgcaccaag 
24 0 

cgctatgtcg tcttcaacaa tgggacactc tactttaacg aagtggggat gagggaggaa 
300 

ggagactaca cctgctttgc tgaaaatcag gtcgggaagg acgagatgag agtcagagtc 
360 

aaggtggtga cagcgcccgc caccatccgg aacaagactt gcttggcggt tcaggtgccc 
420 

tatggagacg tggtcactgt agcctgtgag gccaaaggag aacccatgcc caaggtgact 
480 

tggttgtccc caaccaacaa ggtgatcccc acctcctctg agaagtatca gatataccaa 
540 

gatggcactc tccttattca gaaagcccag cgttctgaca gcggcaacta cacctgcttg 
600 

gtcaggaaca gcgcgggaga ggataggaag acggtgtgga ttcacgtcaa cgtccagcca 
660 

cccaagatca acggtaaccc caaccccatc accactgtgc gggagatagc agccgggggc 
720 

agtcggaaac tgattgactg caaagctgaa ggcatcccca ccccgagggt gttatgggct 
780 
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tttcccgagg gtgtggttct gccagctcca tactatggaa accggatcac tgtccatggc 
840 

aacggttccc tggacatcag gagtttgagg aagagcgact ccgtccagct ggtatgcatg 
900 

gcacgcaacg agggagggga ggccaggttg atcctgcagc tcactgtcct ggagcccatg 
960 

gagaaaccca tcttccacga cccgatcagc gagaagatca cggccatggc gggccacacc 
1020 

atcagcctca actgctctgc cgcggggacc ccgacaccca gcctggtgtg ggtccttccc 
1080 

aacggcaccg atctgcagag tggacagcag ctgcagcgct tctaccacaa ggctgacggc 

1140 

atgctacaca ttagcggtct ctcctcggtg gacgctgggg cctaccgctg cgtggcccgc 
1200 

aatgccgctg gccacacgga gaggctggtc tccctgaagg tgggactgaa gccagaagca 
1260 

aacaagcagt atcataacct ggtcagcatc atcaatggtg agaccctgaa gctcccctgc 
1320 

acccctcccg gggctgggca gggacgtttc tcctggacgc tccccaatgg catgcatctg 
1380 

gagggccccc aaaccctggg acgcgtttct cttctggaca atggcaccct cacggttcgt 

1440 

gaggcctcgg tgtttgacag gggtacctat gtatgcagga tggagacgga gtacggccct 
1500 

tcggccacca gcatccccgt gattgtgatc gcctatcctc cccggatcac cagcgagccc 
1560 

accccggtca tctacacccg gcccgggaac accgtgaaac tgaactgcat ggctatgggg 
1620 

attcccaaag ctgacatcac gtgggagtta ccggataagt cgcatctgaa ggcaggggtt 
1680 

caggctcgtc tgtatggaaa cagatttctt cacccccagg gatcactgac catccagcat 
1740 

gccacacaga gagatgccgg cttctacaag tgcatggcaa aaaacattct cggcagtgac 
1800 

tccaaaacaa cttacatcca cgtcttctga aatgtggatt ccagaatgat tgcttaggaa 
1860 

ctgacaacaa agcggggttt gtaagggaag ccaggttggg gaataggagc tcttaaataa 
1920 

tgtgtcacag tgcatggtgg cctctggtgg gtttcaagtt gaggttgatc ttgatctaca 
1980 

attgttggga aaaggaagca atgcagacac gagaaggagg gctcagcctt gctgagacac 
2040 

tttcttttgt gtttacatca tgccaggggc ttcattcagg gtgtctgtgc tctgactgca 
2100 

atttttcttt ttttgcaaat gccactcgac tgccttcata agcgtccata ggatatctga 
2160 

ggaacattca tcaaaaataa gccatagaca tgaacaacac ctcactaccc cattgaagac 
2220 

gcatcaccta gttaacctgc tgcagttttt acatgataga ctttgttcca gattgacaag 
2280 

tcatctttca gtcatttcct ctgtcacttc aaaactccag cttgcccaat aaggatttag 
2340 

aaccagagtg actgatatat atatatattt taattcagag ttacatacat acagctacca 
2400 
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ttttatatga aaaaagaaaa acatttcttc 
2460 

atatattttt tttcctttca aatcagacga 
2520 

tattaaaatt aataaattat tggtctttac 
2580 

aatataattt taaaaaattt ctctccaacc 
2640 

accttctcca ggaaccctcc agtggggaag 
2700 

gtttttgttg aaagctgtgc tcagaggagg 
2760 

taactttaca gaattgaatc tagagtcttc 
2820 

tctggcttgt ccatctggtc taaggtggct 
2880 

cccatgaata atacacgacc tgttatttcc 
2940 

tatactgtac atttgataat aaaataatat 
2998 

<210> 4606 
<211> 584 
<212> PRT 

<213> Homo sapiens 



<400> 4606 






He 


Glu 


His 


Lys Glu Glu 


Asn Asp 


1 






5 




Leu 


Lys 


val 


Asp Cys Val 


Ala Thr 








20 




Trp 


Ser 


Leu 


Pro Asp Gly 


Ser Leu 






35 




40 


Asp 


Ser Gly 


Gly Arg Thr 


Lys Arg 




;50 






55 


Leu 


Tyr 


Phe 


Asn Glu Val 


Gly Met 


65 






70 




Phe 


Ala 


Glu 


Asn Gin Val 


Gly Lys 








85 




Val 


Val 


Thr 


Ala Pro Ala 


Thr lie 








100 




Gin 


Val 


Pro 


Tyr Gly Asp Val Val 






115 




120 


Glu 


Pro 


Met 


Pro Lys Val 


Thr Trp 




130 






135 


Pro 


Thr 


Ser 


Ser Glu Lys 


Tyr Gin 


145 






150 




He 


Gin Lys 


Ala Gin Arg 


Ser Asp 








165 




Arg 


Asn 


Ser 


Ala Gly Glu Asp Arg 








180 




Val 


Gin 


Pro 


Pro Lys He 


Asn Gly 






195 




200 


Arg 


Glu 


He 


Ala Ala Gly Gly Ser 



ctggaactca ctttttatat aatgttttat 
tgagactaga aggagaaata ctttctgtct 
aagacttgga tacattacag cagacatgga 
tccttcaaat tcagtcacca ctgttatatt 
gctgcgatat tagatttcct tgtatgcaaa 
tgagaggaga ggaaggagaa aactgcatca 
cccgaaaagc ccagaaactt ctctgcagta 
gcttcttccc cagccatgag tcagtttgtg 
atgactgctt tactgtattt ttaaggtcaa 
tctcccaaaa aaaaaaaaaa aaaaaaag 



His 


Lys Val 


Phe 


Tyr Gly Gly 


Asp 




10 






15 




Gly 


Leu Pro 


Asn 


Pro Glu 


He 


Ser 


25 






30 






Val 


Asn Ser 


Phe 


Met Gin 


Ser 


Asp 








45 






Tyr 


Val Val 


Phe 


Asn Asn Gly 


Thr 






60 








Arg Glu Glu Gly 


Asp Tyr 


Thr 


Cys 




75 








80 


Asp 


Glu Met 


Arg 


Val Arg 


Val 


Lys 




90 






95 




Arg 


Asn Lys 


Thr 


Cys Leu 


Ala 


val 


105 






110 






Thr 


Val Ala 


Cys 


Glu Ala 


Lys 


Gly 








125 






Leu 


Ser Pro 


Thr 


Asn Lys 


Val 


He 






140 








He 


Tyr Gin Asp 


Gly Thr 


Leu 


Leu 




155 








160 


Ser 


Gly Asn Tyr 


Thr Cys 


Leu 


Val 




170 






175 




Lys 


Thr Val 


Trp 


He His 


Val 


Asn 


185 






190 






Asn 


Pro Asn 


Pro 


lie Thr 


Thr 


Val 








205 






Arg 


Lys Leu 


He 


Asp Cys 


Lys 


Ala 
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210 

Glu Gly lie Pro 
225 

Val Leu Pro Ala 

Gly Ser Leu Asp 
260 

Val Cys Met Ala 
275 

Leu Thr Val Leu 
290 

Ser Glu Lys He 
305 

Ser Ala Ala Gly 

Gly Thr Asp Leu 
340 

Ala Asp Gly Met 
355 

Ala Tyr Arg Cys 
370 

Val Ser Leu Lys 
385 

Asn Leu Val Ser 

Pro Pro Gly Ala 
420 

Met His Leu Glu 
435 

Asn Gly Thr Leu 
450 

Tyr Val Cys Arg 
465 

Pro Val He Val 

Pro Val He Tyr 
500 

Ala Met Gly He 
515 

Ser His Leu Lys 
530 

Leu His Pro Gin 
545 

Ala Gly Phe Tyr 

Lys Thr Thr Tyr 
580 



215 

Thr Pro Arg Val 
230 

Pro Tyr Tyr Gly 
245 

He Arg Ser Leu 

Arg Asn Glu Gly 
280 

Glu Pro Met Glu 
295 

Thr Ala Met Ala 
310 

Thr Pro Thr Pro 
325 

Gin Ser Gly Gin 

Leu His He Ser 
360 

Val Ala Arg Asn 
375 

Val Gly Leu Lys 
390 

He He Asn Gly 
405 

Gly Gin Gly Arg 

Gly Pro Gin Thr 
440 

Thr Val Arg Glu 
455 

Met Glu Thr Glu 
470 

He Ala Tyr Pro 
485 

Thr Arg Pro Gly 

Pro Lys Ala Asp 
520 

Ala Gly Val Gin 
535 

Gly Ser Leu Thr 
550 

Lys Cys Met Ala 
565 

He His Val Phe 



220 

Leu Trp Ala Phe 
235 

Asn Arg He Thr 
250 

Arg Lys Ser Asp 
265 

Gly Glu Ala Arg 

Lys Pro He Phe 
300 

Gly His Thr He 
315 

Ser Leu Val Trp 
330 

Gin Leu Gin Arg 
345 

Gly Leu Ser Ser 

Ala Ala Gly His 
380 

Pro Glu Ala Asn 
395 

Glu Thr Leu Lys 
410 

Phe Ser Trp Thr 
425 

Leu Gly Arg Val 

Ala Ser Val Phe 
460 

Tyr Gly Pro Ser 
475 

Pro Arg He Thr 
490 

Asn Thr Val Lys 
505 

He Thr Trp Glu 

Ala Arg Leu Tyr 
540 

He Gin His Ala 
555 

Lys Asn He Leu 
570 



Pro Glu Gly Val 
24 0 

Val His Gly Asn 
255 

Ser Val Gin Leu 
270 

Leu He Leu Gin 
285 

His Asp Pro He 

Ser Leu Asn Cys 
320 

Val Leu Pro Asn 
335 

Phe Tyr His Lys 
350 

Val Asp Ala Gly 
365 

Thr Glu Arg Leu 

Lys Gin Tyr His 
400 

Leu Pro Cys Thr 
415 

Leu Pro Asn Gly 
430 

Ser Leu Leu Asp 
445 

Asp Arg Gly Thr 

Val Thr Ser He 
480 

Ser Glu Pro Thr 
495 

Leu Asn Cys Met 
510 

Leu Pro Asp Lys 
525 

Gly Asn Arg Phe 

Thr Gin Arg Asp 
560 

Gly Ser Asp Ser 
575 



<210> 4607 

<211> 456 

<212> DNA 

<213> Homo sapiens 



<400> 4607 
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nnagatctct gagggataga ttgccagaga 
60 

gagccttgat caattgagga aaagaaaggc 
120 

ttatgcactt cctaggtagt tagaaacaaa 
180 

aagtgcaatt gtcggcaaga gatgcggacc 
240 

acccaggagg tggtctgcga cgaatgccct 
300. 

ctggaagtag aaatagagcc tggggtgaga 
360 

ggtgagcctc acgtggatgg gnagcctgga 
420 

cacccaatat ttgaaaggag aggagatgat 
456 



aggggaagtt tcagtccagg catatgtgca 
tgttttacac aagagagaag ctgatgttgt 
cctgtggcaa ggcaggctcc tggcaaacgg 
acccagctgg gccctgggcg cttccaaatg 
aatgtcaaac tagtgaatga agaacgaacg 
gacggcatgg agtacccctt tattggagaa 
gatttacggt tccgaatcaa agttgtcaag 
ctgtac 



<210> 4608 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 4608 
VaX Val Arg Asn 
1 

Cys Asn Cys Arg 
20 

Phe Gin Met Thr 
35 

Leu Val Asn Glu 
50 

Arg Asp Gly Met 
65 

Asp Gly Xaa Pro 

Pro lie Phe Glu 
100 



Lys Pro Val Ala 

5 

Gin Glu Met Arg 

Gin Glu val Val 
40 

Glu Arg Thr Leu 
55 

Glu Tyr Pro Phe 
70 

Gly Asp Leu Arg 
85 

Arg Arg Gly Asp 



Arg Gin Ala Pro 
10 

Thr Thr Gin Leu 
25 

Cys Asp Glu Cys 

Glu Val Glu lie 
60 

lie Gly Glu Gly 
75 

Phe Arg lie Lys 
90 

Asp Leu Tyr 
105 



Gly Lys Arg Lys 
15 

Gly Pro Gly Arg 
30 

Pro Asn Val Lys 
45 

Glu Pro Gly Val 

Glu Pro His Val 
80 

Val val Lys His 
95 



<210> 4609 
<211> 904 
<212> DNA 

<213> Homo sapiens 



<400> 4609 

ncggccgccg cgctgcagat ggcggaaatg gatccggtag ccgagttccc ccagcctccc 
60 

ggtgctgcgc gctgggctga ggttatggct cgcttcgcgg ccaggctggg cgcgcagggc 
120 

cggcgggtgg tgttggttac gtcaggcggc accaaggtcc cactggaagc gcggccggtg 
180 

cgcttcctgg acaacttcag cagcgggcgg cgcggtgcaa cctcggccga ggccttccta 
240 

gccgccggct acggggtcct gttcttgtat cgcgctcgct ctgccttccc ctatgcccac 
300 
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cgcttcccac cccagacttg gctgtccgct ctgcggcctt cgggcccagc cctttcgggc 
360 

ttgctgagcc tggaggccga ggagaatgca cttccgggtt ttgctgaggc tctgaggagc 
420 

taccaggagg ctgcggctgc aggcaccttc ctggcagtag agttcaccac tttggcggac 
480 

tatttgcatc tgttgcaggc tgcggcccag gcactcaatc cgctaggccc ttctgcgatg 
540 

ttttacctgg ctgcggctgt gtcagatttc tatgttcctg tctctgaaat gcctgaacac 
600 

aagatccagt catctggggg cccactgcag ggaaaagttc agttagaaga catacttcac 
660 

catcttgaaa aagaagaaat caatcccctt gctactacag aagaacaact ctgtttggtg 
720 

cttattccag ccagcacagt gaagacaggc tgaggactgc taccacagat gtagaagagc 
780 

ttatagtgaa gcacatgggt gaaacaaaag aagtgagaac taatagcata gaattttaaa 
84 0 

gacacctgtg attttgttca ttgcccttca ttaaattgac atattaaaaa aaaaaaaaaa 

900 

aaaa 

904 i 

<210> 4610 

<211> 250 

<212> PRT 

<213> Homo sapiens 

<400> 4610 

Xaa Ala Ala Ala Leu Gin Met Ala Glu Met Asp Pro Val Ala Glu Phe 

1 5 10 15 

Pro Gin Pro Pro Gly Ala Ala Arg Trp Ala Glu Val Met Ala Arg Phe 

20 25 30 

Ala Ala Arg Leu Gly Ala Gin Gly Arg Arg Val Val Leu Val Thr Ser 

35 40 45 

Gly Gly Thr Lys Val Pro Leu Glu Ala Arg Pro Val Arg Phe Leu Asp 

50 55 60 

Asn Phe Ser Ser Gly Arg Arg Gly Ala Thr Ser Ala Glu Ala Phe Leu 
65 70 75 80 

Ala Ala Gly Tyr Gly Val Leu Phe Leu Tyr Arg Ala Arg Ser Ala Phe 

85 90 95 

Pro Tyr Ala His Arg Phe Pro Pro Gin Thr Trp Leu Ser Ala Leu Arg 

100 105 HO 

Pro Ser Gly Pro Ala Leu Ser Gly Leu Leu Ser Leu Glu Ala Glu Glu 

115 120 125 

Asn Ala Leu Pro Gly Phe Ala Glu Ala Leu Arg Ser Tyr Gin Glu Ala 

130 135 140 

Ala Ala Ala Gly Thr Phe Leu Ala Val Glu Phe Thr Thr Leu Ala Asp 
145 150 155 160 

Tyr Leu His Leu Leu Gin Ala Ala Ala Gin Ala Leu Asn Pro Leu Gly 

165 170 175 

Pro Ser Ala Met Phe Tyr Leu Ala Ala Ala Val Ser Asp Phe Tyr Val 

180 185 190 

Pro Val Ser Glu Met Pro Glu His Lys He Gin Ser Ser Gly Gly Pro 
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195 200 
Leu Gin Gly Lys Val Gin Leu Glu Asp lie Leu 

210 215 
Glu Glu lie Asn Pro Leu Ala Thr Thr Glu Glu 
225 230 235 

Leu He Pro Ala Ser Thr Val Lys Thr Gly 
245 250 

<210> 4611 
<211> 1946 
<212> DNA 
<213> Homo sapiens 

<400> 4611 

cccggggctt cggcggcggc ggcccgcgag gggcctgggc gcatgcgcag cgaggttcca 
60 

cgtgagcgcc tgcgtttctc ctcaaaccta acgatgccgc cggagcggag gagacgaatg 
120 

aaactggacc ggagaaccgg agcgaagccg aagcggaagc ccggaatgag gccggactgg 
180 

aaagccggag cggggccagg cgggcctccc caaaagcctg ccccttcatc ccagcggaaa 
240 

ccgccggccc ggccgagcgc ggcggccgct gcgattgcag tcgcggcggc ggaggaagag 
300 

agacggctcc ggcagcggaa ccgcctgagg ctggaggagg acaaaccggc cgtggagcgg 
360 

tgcttggagg agctggtctt cggcgacgtc gagaacgacg aggacgcgtt gctgcggcgt 
420 

ctgcgaggcc cgagggttca agaacatgaa gactcgggtg actcagaagt ggagaatgaa 
480 

gcaaaaggta att ttccacc tcaaaagaag ccagtttggg tggatgaaga agatgaagat 
540 

gaggaaatgg ttgacatgat gaacaatcgg tttcggaagg atatgatgaa aaatgctagt 
600 

gaaagtaaac tttcgaaaga caaccttaaa aagagactta aagaagaatt ccaacatgcc 
660 

atgggaggag tacctgcctg ggcagagact actaagcgga aaacatcttc agatgatgaa 
720 

agtgaagagg atgaagatga tttgttgcaa aggactggga atttcatatc cacatcaact 
780 

tctcttccaa gaggcatctt gaagatgaag aactgccagc atgcgaatgc tgaacgtcct 
840 

actgttgctc ggatctcatc tgtgcagttc catcccggtg cacagattgt gatggttgct 
900 

ggattagata atgctgtatc actatttcag gttgatggga aaacaaatcc taaaattcag 
960 

agcatctatt tggaaaggtt tccaatcttt aaggcttgtt ttagtgctaa tggggaagaa 
1020 

gttttagcca cgagtaccca cagcaaggtt ctttatgtct atgacatgct ggctggaaag 
1080 

ttaattcctg tgcatcaagt gagaggtttg aaagagaaga tagtgaggag ctttgaagtc 
1140 

tccccagatg ggtccttctt gctcataaat ggcattgctg gatatttgca tttgctagca 
1200 



205 

His His Leu Glu Lys 
220 

Gin Leu Cys Leu Val 
240 
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atgaagacca aagaactgat tggaagcatg aaaattaatg gaagggttgc agcatccaca 
1260 

ttctcttcag atagtaagaa agtatacgcc tcttcggggg atggagaagt ttatgtttgg 
1320 

gatgtgaact caaggaagtg ccttaacaga tttgttgatg aaggcagttt atatggatta 
1380 

agcattgcca catctaggaa tggacagtat gttgcttgtg gttctaattg tggagtggta 
1440 

aatatataca atcaagattc ttgtctccaa gaaacaaacc caaagccaat aaaagctata 
1500 

atgaacttgg ttacaggtgt tacttctctg accttcaatc ctactacaga aatcttggca 
1560 

attgcttcag aaaaaatgaa agaagcagtc agattggttc atcttccttc ctgtacagta 
1620 

ttttcaaact tcccagtcat taaaaataag aatatttctc atgttcatac catggatttt 
1680 

tctccgagaa gtggatactt tgccttgggg aatgaaaagg gcaaggccct gatgtatagg 
1740 

ttgcaccatt actcagactt ctaaagagac tatttgaagt ccagttgagt cacaagagaa 
1800 

gcctgtcttg atatatcatc tcagaaactt tcctgaatat gtgataatat atggaaaatg 
1860 

atttatagat ccagctgtgc ttaagagcca gtaatgtctt aataaacatg tggcagcttt 
1920 

tgtttgaaaa aaaaaaaaaa aaaaaa 
1946 

<210> 4612 
<211> 532 
<212> PRT 

<213> Homo sapiens 
<400> 4612 

Met Arg Pro Asp Trp Lys 

1 5 
Lys Pro Ala Pro Ser Ser 
20 

Ala Ala Ala Ala lie Ala 
35 

Arg Gin Arg Asn Arg Leu 
50 

Arg Cys Leu Glu Glu Leu 
65 70 
Ala Leu Leu Arg Arg Leu 
85 

Ser Gly Asp Ser Glu Val 
100 

Gin Lys Lys Pro Val Trp 
115 

Val Asp Met Met Asn Asn 
130 

Ser Glu Ser Lys Leu Ser 
145 ISO 



Ala Gly Ala Gly Pro Gly Gly 


Pro 


Pro 


Gin 


10 






15 




Gin Arg Lys Pro Pro 


Ala Arg 


Pro 


Ser 


Ala 


25 




30 






Val Ala Ala Ala Glu 


Glu Glu 


Arg 


Arg 


Leu 


40 


45 








Arg Leu Glu Glu Asp 


Lys Pro 


Ala 


Val 


Glu 


55 


60 








Val Phe Gly Asp Val 


Glu Asn 


Asp 


Glu 


Asp 


75 








80 


Arg Gly Pro Arg Val 


Gin Glu 


His 


Glu 


Asp 


90 






95 




Glu Asn Glu Ala Lys 


Gly Asn 


Phe 


Pro 


Pro 


105 




110 






Val Asp Glu Glu Asp Glu Asp 


Glu 


Glu 


Met 


120 


125 








Arg Phe Arg Lys Asp 


Met Met 


Lys 


Asn 


Ala 


135 


140 








Lys Asp Asn Leu Lys 


Lys Arg 


Leu 


Lys 


Glu 


155 








160 


Gly Gly Val Pro Ala 


Trp Ala 


Glu 


Thr 


Thr 
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20 25 30 

Gin Pro Thr Ala Glu Pro Gly Leu Gly Ala Val Val Arg Ser He Lys 

35 40 45 

Val Ser Gly Tyr Leu Asn Leu Leu Ala Asn Thr He Asp Asn Phe Thr 

50 55 60 

His Gly Leu Ala Val Ala Ala Ser Phe Leu Val Ser Lys Lys He Gly 
65 70 75 80 

Leu Leu Thr Thr Met Ala He Leu Leu His Glu He Pro His Glu Val 

85 90 95 

Gly Asp Phe Ala He Leu Leu Arg Ala Gly Phe Asp Arg Trp Ser Ala 

100 105 HO 

Ala Lys Leu Gin Leu Ser Thr Ala Leu Gly Gly Leu Leu Gly Ala Gly 

115 120 125 

Phe Ala He Cys Thr Gin Ser Pro Lys Gly Val Glu Glu Thr Ala Ala 

130 135 140 

Trp Val Leu Pro Phe Thr Ser Gly Gly Phe Leu Tyr He Ala Leu Val 
145 150 155 160 

Asn Val Leu Pro Asp Leu Leu Glu Glu Glu Asp Pro Trp Arg Ser Leu 

165 170 175 

Gin Gin Leu Leu Leu Leu Cys Ala Gly He Val Val Met Val Leu Phe 

180 185 190 

Ser Leu Phe Val Asp 
195 

<210> 4619 

<211> 539 

<212> DNA 

<213> Homo sapiens 

<400> 4619 

cggggacttc ttgattgagg tagggacaca ggtgtctgta tctttctgct tggggagagc 
60 

gccgactctc ggggagaggg tcgtagtcct ggcagcacag ccacgaggcc cagtctgggg 
120 

gtgcttgtgg aggctgccat gaactttcat tggtcaattt ctcccacccg ggggtgcacc 
180 

tgcctgggaa cctggggttg ggcctggctt gaaggccttg gccgtaaccc gttggaagga 
240 

ggaaaagtct gtggaatttg gtcattggtc ttgaagtaga aggtagaaag aggaggcatg 
300 

tggtccccat gatgttgggg acatgtgcag acctgtgggt ggtttagttg ttgcttaata 
360 

gggccccaag aggagtcatt gtcctttctt gtgtcctatg ggtgagtcgg caaccactct 
420 

tgtgtggcag ttgctggcgt gaggtctgta acattgatgg ctaagagctt gtagatttgc 
480 

aggttgtgat aaccacccca tcagatggac gatggccttc caagaccaag gagcccggg 
539 

<210> 4620 

<211> 103 

<212> PRT 

<213> Homo sapiens 
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<400> 4620 






















Met 


Gly Thr 


Thr 


Cys 


Leu 


Leu 


Phe 


Leu 


Pro Ser Thr 


Ser 


Arg 


Pro Met 


1 








5 










10 






15 


Thr 


Lys 


Phe 


His 


Arg 


Leu 


Phe 


Leu 


Leu 


Pro Thr Gly 


Tyr 


Gly 


Gin Gly 






20 










25 






30 




Leu 


Gin 


Ala 
35 


Arg 


Pro 


Asn 


Pro 


Arg 
40 


Phe 


Pro Gly Arg 


Cys 
45 


Thr 


Pro Gly 


Trp 


Glu 


Lys 


Leu 


Thr 


Asn 


Glu 


Ser 


Ser 


Trp Gin Pro 


Pro 


Gin 


Ala Pro 


50 










55 






60 








Pro 


Asp 


Trp 


Ala 


Ser 


Trp 


Leu 


Cys 


Cys 


Gin Asp Tyr 


Asp 


Pro 


Leu Pro 


65 










70 








75 






80 


Glu 


Ser 


Arg 


Arg 


Ser 
85 


Pro 


Gin 


Ala 


Glu 


Arg Tyr Arg 
90 


His 


Leu 


Cys Pro 
95 


Tyr 


Leu 


Asn 


Gin 
100 


Glu 


Val 


Pro 















<210> 4621 

<211> 2588 

<212> DNA 

<213> Homo sapiens 

<400> 4621 

ncttcctctc tggccgcgag cccctcttgt gattggtaag accttcccag ctgtgacagc 
60 

tgagcccaac tcgactctgt gaaacgtacc ccacccccca gcccttcttc cagtccccct 
120 

cttccatgag gagacccact ctgctcccac cctctgaaaa cctaaagcac agcccaaatc 
180 

ccccacccca gcagcatacc tagggagctc ctagtcctgg taaaacggca ggagtagggc 
240 

tggggatgct gagaaaggaa ccaggaatcc tgtccaggca ggtcctacct ctgcccatgt 
300 

ggctggccct catgtctggg tcttctcact ctactctcat tactcctccg cgcctgtcaa 
360 

acccctcatt gttcgcagct gatgtcactc gcagttgtga gcggccgcct ctcccgggga 
420 

caatgtggga ctgagcggcc cagccgccgt gccgccgccg ccgccgccgc aggacagccc 
480 

cagcgaggcc atttccagca catagaagag agattggaaa ccaacgtgca gaactgccag 
54 0 

tcccctgaca cgctgtgccc cacccactgc agcccagtgc tgaatgaacc ctgcccagag 
600 

gtgtctgtag tgagcttctg ccctagtgac ttttgagccg gccaggttgc agcgcggaca 
660 

cactcgcagg tcgctgtggc cccagcctcg cctgacagaa tgagcggctc ggacggggga 
720 

ctggaggagg agccagagct cagcatcacc ctcacgctgc ggatgctgat gcacgggaag 
780 

gaagtgggca gcatcatcgg gaagaagggc gagactgtaa agcgaatccg ggagcagagc 
840 

agtgcccgga tcaccatctc cgagggctcc tgccctgaac gcatcaccac catcaccggg 
900 

tctacagcag ctgtcttcca tgcagtctcc atgattgctt tcaaactgga tgaggacctt 
960 
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tgtgctgctc ctgcaaatgg tggaaatgtc 
1020 

atccctgcca gtcagtgtgg ctcactgatt 
1080 

cgagagacta cgggtgccca ggtacaggtg 
1140 

cgagctgtta cggtatctgg ggtgcctgat 
1200 

gctgttatcc tggagtcccc acccaaagga 
1260 

ctaggtactg ttcttctctc tgccaaccag 
1320 

gtgaccccag ctgaggtcac caagctccag 
1380 

acacccagcg tggtgccagg actggatccc 

1440 

gttcccaacg atttgattgg ctgtgtgatc 
1500 

cggcagatgt caggggcaca tatcaagatc 
1560 

catgtcacca tcactggctc tccggtctcc 
1620 

tgtctagaga cggccaagtc tacctctggg 
1680 

cccacccctt tctcgccacc cctgacggcc 
1740 

acaccttatg ccatctccct ctccaacttc 
1800 

ctaccacccg cttccccagg gccaccgccg 
1860 

gcggccaatg ggagcaagaa agctgaacgg 
1920 

aggtacaggc aggggcaggc aggaccacca 
1980 

caaggagact ccaccctggg gtcccaaacg 
2040 

cctaccctgc ctccatctat gggagttctt 
2100 

ggggtctgag ctgcggcagc cccagggcag 
2160 

atacagggag cagccaggag actccctagt 
2220 

ctccccatcc cttagggctt cctggcctac 
2280 

ccgttgggta gctggggcca ggcttctctc 
2340 

actgataccc ttttgactgg aatgaactgg 
2400 

gggcactgcc aggtagctgg gggagtggca 
2460 

cactctgtac agttttttca atccctgttt 
2520 

aaaaaaaaaa aaaaaaaaaa aaaacacaac 
2580 



tccaggcctc cagtgaccct gcgccttgtc 
gggaaggctg gcaccaagat caaggagatc 
gcaggggacc tgctccccaa ctccacagag 
gccatcatcc tgtgtgtgcg ccagatctgc 
gccactatcc cctaccatcc gagcctctcc 
ggcttctctg tccagggtca gtatggggct 
cagctctcaa gccatgcggt cccctttgcc 
ggcacacaga ccagctcaca ggagttcttg 
gggcgccagg gcagcaagat cagcgagatc 
gggaaccaag cagagggcgc tggggagcgg 
atcgccctgg cccagtacct catcactgcc 
gggacgcctg gctcagcccc cgcagacctg 
ctgcccacag ctcccccagg cctgctgggc 
atcggcctca agcctgtgcc cttcctggct 
ggcttggcgg cctacactgc caagatggca 
cagaaattct ccccctactg aggccagctg 
gcagggggct gcctctgcac cctacccgcc 
ccgctaacgc ccagacgcat ggatgcaccc 
tctctcagag tgggggcagt ttctggccca 
ggggccctac ctcctcagct ctgtgcttgg 
gcccccacca tggcgggtgt cactcacgca 
tgcatccttg tgggagtcag ggaggagggc 
cccaccacct gcagatttct tgctgcttcc 
ctgggcttgt cagggggcac cccaaagagg 
tggggcaggg gcccagttct cagcagcaga 
ttgaacaaat attctcagcg accaaaaaaa 
aaaactcacc attcctcctt actcaaacac 
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ccccccct 
2588 



<210> 4622 
<211> 403 
<212> PRT 

<213> Homo sapiens 



<400> 4622 
Met Ser Gly Ser 
1 

Thr Leu Thr Leu 
20 

He Gly Lys Lys 
35 

Ala Arg lie Thr 
50 

He Thr Gly Ser 
65 

Phe Lys Leu Asp 

Val Ser Arg Pro 
100 

Cys Gly Ser Leu 
115 

Glu Thr Thr Gly 
130 

Ser Thr Glu Arg 
145 

Leu Cys Val Arg 

Gly Ala Thr He 
180 

Leu Ser Ala Asn 
195 

Thr Pro Ala Glu 
210 

Pro Phe Ala Thr 
225 

Thr Ser Ser Gin 

He Gly Arg Gin 
260 

Ala His He Lys 
275 

Val Thr He Thr 
290 

He Thr Ala Cys 
305 

Gly Ser Ala Pro 

Ala Leu Pro Thr 
340 

Ser Leu Ser Asn 



Asp Gly Gly Leu 
5 

Arg Met Leu Met 

Gly Glu Thr Val 
40 

He Ser Glu Gly 
55 

Thr Ala Ala Val 
70 

Glu Asp Leu Cys 
85 

Pro Val Thr Leu 

He Gly Lys Ala 
120 

Ala Gin Val Gin 
135 

Ala Val Thr Val 
150 

Gin He Cys Ala 
165 

Pro Tyr His Pro 

Gin Gly Phe Ser 
200 

Val Thr Lys Leu 
215 

Pro Ser Val Val 
230 

Glu Phe Leu Val 
245 

Gly Ser Lys He 

lie Gly Asn Gin 
280 

Gly Ser Pro Val 
295 

Leu Glu Thr Ala 
310 

Ala Asp Leu Pro 
325 

Ala Pro Pro Gly 
Phe He Gly Leu 



Glu Glu Glu Pro 
10 

His Gly Lys Glu 
25 

Lys Arg He Arg 

Ser Cys Pro Glu 
60 

Phe His Ala Val 
75 

Ala Ala Pro Ala 
90 

Arg Leu Val lie 
105 

Gly Thr Lys He 

Val Ala Gly Asp 
140 

Ser Gly Val Pro 
155 

Val He Leu Glu 
170 

Ser Leu Ser Leu 
185 

Val Gin Gly Gin 

Gin Gin Leu Ser 
220 

Pro Gly Leu Asp 
235 

Pro Asn Asp Leu 
250 

Ser Glu lie Arg 
265 

Ala Glu Gly Ala 

Ser lie Ala Leu 
300 

Lys Ser Thr Ser 
315 

Thr Pro Phe Ser 
330 

Leu Leu Gly Thr 
345 

Lys Pro Val Pro 



Glu Leu Ser He 
15 

Val Gly Ser He 
30 

Glu Gin Ser Ser 
45 

Arg lie Thr Thr 

Ser Met lie Ala 
80 

Asn Gly Gly Asn 
95 

Pro Ala Ser Gin 
110 

Lys Glu lie Arg 
125 

Leu Leu Pro Asn 

Asp Ala lie lie 
160 

Ser Pro Pro Lys 
175 

Gly Thr Val Leu 
190 

Tyr Gly Ala Val 
205 

Ser His Ala Val 

Pro Gly Thr Gin 
240 

He Gly Cys Val 
255 

Gin Met Ser Gly 
270 

Gly Glu Arg His 
285 

Ala Gin Tyr Leu 

Gly Gly Thr Pro 
320 

Pro Pro Leu Thr 
335 

Pro Tyr Ala He 
350 

Phe Leu Ala Leu 
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355 360 365 

Pro Pro Ala Ser Pro Gly Pro Pro Pro Gly Leu Ala Ala Tyr Thr Ala 

370 375 380 

Lys Met Ala Ala Ala Asn Gly Ser Lys Lys Ala Glu Arg Gin Lys Phe 
385 390 395 400 

Ser Pro Tyr 

<210> 4623 

<211> 2220 

<212> DNA 

<213> Homo sapiens 

<400> 4623 

ntgatcacca agacacacaa agtagacctt gggctcccag agaagaaaaa gaagaagaaa 
60 

gtggtcaaag aaccagagac tcgatactca gttttaaaca atgatgatta ctttgctgat 
120 

gtttctcctt taagagctac atccccctct aagagtgtgg cccatgggca ggcacctgag 
180 

atgcctctag tgaagaaaaa gaagaagaaa aagaagggtg tcagcaccct ttgcgaggag 
240 

catgtagaac ctgagaccac gctgcctgct agacggacag agaagtcacc cagcctcagg 
300 

aagcaggtgt ttggccactt ggagttcctc agtggggaaa agaaaaataa gaagtcacct 
360 

ctagccatgt cccatgcctc tggggtgaaa acctccccag accctagaca gggtgaggag 
420 

gaaaccagag ttggcaagaa gctcaaaaaa cacaagaagg aaaaaaaggg ggcccaggac 
480 

cccacagcct tctcggtcca ggacccttgg ttctgtgagg ccagggaggc cagggatgtt 
540 

ggggacactc gcccagtggg gaagaaggat gaggaacagg cagccttggg gcagaaacgg 
600 

aagcggaaga gccccagaga acacaatggg aaggtgaaga agaaaaaaaa aatccaccag 
660 

gagggagatg ccctcccagg ccactccaag ccctccaggt ccatggagag cagccctagg 
720 

aaaggaagta aaaagaagcc agtcaaagtt gaggctccgg aatacatccc cataagtgat 
780 

gaccctaagg cctccgcaaa gaaaaagatg aagtccaaaa agaaggtaga gcagccagtc 
B40 

atcgaggagc cagctctgaa aaggaagaaa aagaagaaga ggaaagagag tggggtagca 
900 

ggagaccctt ggaaggagga aacagacacg gacttagagg tggtgttgga aaaaaaaggc 
960 

aacatggatg aggcgcacat agaccaggtg aggcgaaagg ccttgcaaga agagatcgat 
1020 

cgcgagtcag gcaaaacgga agcttctgaa accaggaagt ggacgggaac ccagtttggc 
1080 

cagtgggata ctgctggttt tgagaacgag gaccaaaaac tgaaatttct cagacttatg 
1140 

ggtggcctca aaaacctgtc cccttcgttc agccgccccg ccagcacgat tgcaaggccc 
1200 
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aacatggccc tcggcaagaa ggcggctgac agcctgcagc agaatctgca gcgggactac 
1260 

gaccgggcca tgagctggaa gtacagccgg ggagccggcc tcggcttctc caccgccccc 
1320 

aacaagatct tttacattga caggaacgct tccaagtcag tcaagctgga agattaaact 
1380 

ctagagtttt gtccccccaa aactgccaca attgctttga ttattccatt tatgctggag 
1440 

attacaaatt ttttttgtga aaaaatcaga tcttggtgag gacctcgagc agtaagatat 
1500 

aaataactcc cataagctta gcgttccagt aatggaacac taggcataaa tggtttattc 
1560 

agttgtgcaa atgaaagcca tctgacagtt ggctcacatt gaacacctgt ggagattaag 
1620 

gacgaggaca actatattga tgggcttgga tgaactgggg cagggcagct catatttcgg 
1680 

gagccaggag aacgagtgag tgctaaaacc tcctgttttc tgtgttaaac attccgtccc 
1740 

tgtttgagac atcagtatgt acagttaact tttgttgagt gtttagcagg tactagggac 
1800 

atactagtgt tttccttaat gtatttaatc ttcataatta tgaaatgggt gctattatta 
1860 

gccccatctt atagatgagg caactgaggt tcagggataa agtaataaaa ttgcctgggg 
1920 

tcacccagcc actaagtgca gggtgttgta cttttgtacc cgaagcccta agttcactat 
1980 

tcgccactct gaatgtcccc tttagggaat ttccaccaga atcctcgttg gggattgaaa 
2040 

tgtctttaga tggaggaaaa agttttatga caagtctgca tctctgataa aaagtggagt 
2100 

gaatgaggaa cggagaatcg caagctcctt ttccttcctt ttcctttccc ctgtcataga 
2160 

gcagctgtag gcagagaggt gtctgagttg ttaccaaaca catgtgactg agctgctgct 
2220 

<210> 4624 

<211> 189 

<212> PRT 

<213> Homo sapiens 



<400> 4624 



Met 


Lys 


Ser 


Lys 


Lys 


Lys 


val 


Glu 


Gin 


Pro 


Val He 


Glu 


Glu 


Pro 


Ala 


1 








5 










10 








15 




Leu 


Lys 


Arg 


Lys 


Lys 


Lys 


Lys 


Lys 


Arg 


Lys 


Glu Ser 


Gly 


Val 


Ala 


Gly 








20 










25 








30 






ASp 


Pro 


Trp 


Lys 


Glu 


Glu 


Thr 


Asp 


Thr 


Asp 


Leu Glu 


Val 


Val 


Leu 


Glu 






35 










40 








45 








Lys 


Lys 


Gly 


Asn 


Met 


Asp 


Glu 


Ala 


His 


lie 


Asp Gin 


Val 


Arg 


Arg 


Lys 




50 










55 








60 










Ala 


Leu 


Gin 


Glu 


Glu 


lie 


Asp 


Arg 


Glu 


Ser 


Gly Lys 


Thr 


Glu 


Ala 


Ser 


65 










70 










75 








80 


Glu 


Thr 


Arg 


Lys 


Trp 


Thr 


Gly 


Thr 


Gin 


Phe 


Gly Gin 


Trp 


Asp 


Thr 


Ala 










85 










90 








95 




Gly Phe 


Glu 


Asn 


Glu 


Asp 


Gin 


Lys 


Leu 


Lys 


Phe Leu 


Arg 


Leu 


Met 


Gly 
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100 










105 










110 






Gly 


Phe 


Lys Asn 


Leu 


Ser 


Pro 


Ser 


Phe 


Ser 


Arg 


Pro 


Ala 


Ser 


Thr 


He 




115 








120 










125 








Ala 


Arg 


Pro Asn 


Met 


Ala 


Leu 


Gly Lys Lys 


Ala 


Ala 


Asp 


Ser 


Leu 


Gin 




130 








135 










140 










Gin 


Asn 


Leu Gin 


Arg 


Asp 


Tyr 


Asp 


Arg 


Ala 


Met 


Ser 


Trp 


Lys 


Tyr 


Ser 


145 








150 










155 










160 


Arg 


Gly Ala Gly 


Leu 


Gly 


Phe 


Ser 


Thr 


Ala 


Pro 


Asn 


Lys 


lie 


Phe 


Tyr 






165 










170 










175 




lie 


Asp 


Arg Asn 


Ala 


Ser 


Lys 


Ser 


Val 


Lys 


Leu 


Glu 


Asp 









180 185 



<210> 4625 

<211> 334 

<212> DNA 

<213> Homo sapiens 

<400> 4625 

cgggagcagc ggaagctgca ggagaaggag cagcagcggc ggctggagga catgcaggct 
60 

ctgcggcggg aggaggagcg gcggcaggcg gagcgcgagc aggaatacaa gcggaaacag 
120 

ctggaggagc agcggcagtc agaacgtctc cagaggcagc tgcagcagga gcatgcctac 
ISO 

ctaaagtccc tgcagcagca gcaacagcag cagcagcttc agaaacagca gcagcagcag 
240 

ctcctgcctg gggacaggaa gcccctgtac cattatgggc ggggcatgaa tcccgctgac 
300 

aaaccagcct gggcccgaga gggagaagag agac 
334 

<210> 4626 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 4626 



Arg 


Glu 


Gin 


Arg 


Lys 


Leu 


Gin 


Glu 


Lys 


Glu 


Gin 


Gin 


Arg 


Arg 


Leu Glu 


1 








5 










10 










15 


Asp 


Met 


Gin 


Ala 


Leu 


Arg 


Arg 


Glu 


Glu 


Glu Arg Arg 


Gin 


Ala 


Glu Arg 






20 










25 










30 




Glu 


Gin 


Glu 


Tyr 


Lys 


Arg 


Lys 


Gin 


Leu 


Glu 


Glu 


Gin 


Arg 


Gin 


Ser Glu 






35 










40 










45 






Arg 


Leu 


Gin 


Arg 


Gin 


Leu 


Gin 


Gin 


Glu 


His 


Ala 


Tyr 


Leu 


Lys 


Ser Leu 


50 










55 










60 








Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 


Gin 


Lys 


Gin 


Gin 


Gin 


Gin Gin 


65 










70 










75 








80 


Leu 


Leu 


Pro 


Gly 


Asp 


Arg 


Lys 


Pro 


Leu 


Tyr 


His 


Tyr 


Gly 


Arg 


Gly Met 










85 










90 










95 


Asn 


Pro 


Ala 


Asp 


Lys 


Pro 


Ala 


Trp 


Ala 


Arg 


Glu 


Gly Glu 


Glu 


Arg 








100 










105 










110 





<210> 4627 
<2H> 1736 
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<212> DMA 

<213> Homo sapiens 

<400> 4627 

nnagttgcct tgacctgcag ctccggcacc 
60 

cgctctgtcc cgcccgggca gctctgcgag 
120 

gtgcacgccc ggagtttgga gcctcttcca 
180 

gaagaagctg aatttgttga agttgagcct 
240 

gatgtggttg ttcaacatgt tcattttgat 
300 

atttgtgaaa ttggagatgt tttcaaggcc 
360 

catgaagccc gtgaaaaatt gctccgtctt 
420 

gacacatgtc aaggtgatgg cgcacttcca 
480 

gaattgagga gattaacggg cagttataac 
540 

gtacttggcc tcaagcttcc taatcttctt 
600 

tcctatggaa caaaagaaac ttcgtatggc 
660 

ttcgaaagaa atttctctgt aaacttatat 
720 

ctgcgggaga cggacagagg aatgtcagct 
780 

cacactgtca agtgggaagg cgtatggcga 
840 

tttgctgttc gaaaagaaag cggacattca 
900 

atcgattctc ggaattcttc catcttacca 
960 

gaactggcag gctacactgg cggggatgtg 
1020 

ttgaacaagc aactcatatt tgattcagtt 
1080 

gtacccattg gtgataagcc gtcaagcatt 
1140 

agcgtccgcg gattcagcat gcacagcatc 
1200 

ggagaagcgt actgggccgg cggcctgcac 
1260 

cagggtggct ttggagaact tttccgaaca 
1320 

aacctcaact atggggaggg ccccaaagct 
1380 

tggtcgtacg gggccgggat tgtcctcagg 
1440 

tactgcgtcc ccatgggagt acagacaggc 
1500 



gcggacccgc 


cttctgccct 


cagcagcaga 


gcagcggctg 


gagagggaac 


catggggact 


tcaagtggac 


ctgattttgg 


agga ttagga 


gaagctaaac 


aggaaattct 


tgaaaacaaa 


ggacttggaa 


ggactaaaga 


tgatatcatc 


aaaaacctaa 


ttgaggtaat 


gcggaaatct 


ggaattttta 


gacaagtgga 


tgttttgatt 


aatgggttag 


acgttacctt 


tgaagtaact 


accatggttg ggaacaatga 


aggcagtatg 


ggtcgtgcag 


aaaaggtgac 


ctttcagttt 


ctgtccttct 


tcaaaccacg 


gcccggaaac 


aaagttactg gacagttccc 


ttggagctca 


gagtacagtt 


ttcccatatg 


gaagaccagc 


gaactgggct 


gcctctcaag 


gacggcgtca 


ctgaaatcat 


ctctttcgca 


cgccatggtc 


aggagaggtg 


ctttgctgaa 


agttaaccag 


agcttcatca 


aagaagattt 


tgaacttcag 


ttttcagcgt 


ctttctgggg 


cggaatgttg 


gctgataggt 


tttaccttgg 


gggacccaca 


gggccacaga 


gcgaaggaga 


ctacctaggt 


ctctacaccc 


cattaccttt 


ccggccaggc 


cacttctttc 


tcaacgcagg 


aaacctctgc 


catattcgta 


agctggctga 


gtgcatccgc 


cttggcaaca 


tcgctcggtt 


ggaacttaat 


gacaggatat 


gtgatggcgt 


ccagtttgga 



3825 



WO 00/58473 PCT/US00/0862 1 



gctgggataa ggttcctgta gccgacaccc ctacaggaga agctctggga ctggggcagc 
1560 

agcaaggcgc ccatgccaca caccgtctct cgaggaaacg cggttcagcg attctttgac 
1620 

tgcggaccct gtgggaaacc ccgtcaataa atgttaaaga cacactcaaa aaaaaaaaaa 
1680 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1736 

<210> 4628 

<211> 469 

<212> PRT 

<213> Homo sapiens 

<400> 4628 

Met Gly Thr Val His Ala Arg Ser Leu Glu Pro Leu Pro Ser Ser Gly 

15 10 15 

Pro Asp Phe Gly Gly Leu Gly Glu Glu Ala Glu Phe Val Glu Val Glu 

20 25 30 

Pro Glu Ala Lys Gin Glu lie Leu Glu Asn Lys Asp Val Val Val Gin 

35 40 45 

His Val His Phe Asp Gly Leu Gly Arg Thr Lys Asp Asp lie lie lie 

50 55 60 

Cys Glu lie Gly Asp Val Phe Lys Ala Lys Asn Leu lie Glu Val Met 
65 70 75 80 

Arg Lys Ser His Glu Ala Arg Glu Lys Leu Leu Arg Leu Gly He Phe 

85 90 95 

Arg Gin Val Asp Val Leu He Asp Thr Cys Gin Gly Asp Gly Ala Leu 

100 105 110 

Pro Asn Gly Leu Asp Val Thr Phe Glu Val Thr Glu Leu Arg Arg Leu 

115 120 125 

Thr Gly Ser Tyr Asn Thr Met Val Gly Asn Asn Glu Gly Ser Met Val 

130 135 140 

Leu Gly Leu Lys Leu Pro Asn Leu Leu Gly Arg Ala Glu . Lys Val Thr 
145 150 155 160 

Phe Gin Phe Ser Tyr Gly Thr Lys Glu Thr Ser Tyr Gly Leu Ser Phe 

165 170 175 

Phe Lys Pro Arg Pro Gly Asn Phe Glu Arg Asn Phe Ser Val Asn Leu 

180 185 190 

Tyr Lys Val Thr Gly Gin Phe Pro Trp Ser Ser Leu Arg Glu Thr Asp 

195 200 205 

Arg Gly Met Ser Ala Glu Tyr Ser Phe Pro He Trp Lys Thr Ser His 

210 215 220 

Thr Val Lys Trp Glu Gly Val Trp Arg Glu Leu Gly Cys Leu Ser Arg 
225 230 235 240 

Thr Ala Ser Phe Ala Val Arg Lys Glu Ser Gly His Ser Leu Lys Ser 

245 250 255 

Ser Leu Ser His Ala Met Val He Asp Ser Arg Asn Ser Ser He Leu 

260 265 270 

Pro Arg Arg Gly Ala Leu Leu Lys Val Asn Gin Glu Leu Ala Gly Tyr 

275 280 285 

Thr Gly Gly Asp Val Ser Phe He Lys Glu Asp Phe Glu Leu Gin Leu 

290 295 300 

Asn Lys Gin Leu He Phe Asp Ser Val Phe Ser Ala Ser Phe Trp Gly 
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305 310 
Gly Met Leu Val Pro lie 
325 

Phe Tyr Leu Gly Gly Pro 
340 

lie Gly Pro Gin Ser Glu 
355 

Ala Gly Gly Leu His Leu 
370 

Gly Gly Phe Gly Glu Leu 
385 390 
Asn Leu Cys Asn Leu Asn 
405 

Lys Leu Ala Glu Cys lie 
420 

Arg Leu Gly Asn lie Ala 
435 

Gly Val Gin Thr Gly Asp 
450 

Gly lie Arg Phe Leu 
465 



315 

Gly Asp Lys Pro Ser 
330 

Thr Ser Val Arg Gly 
345 

Gly Asp Tyr Leu Gly 
360 

Tyr Thr Pro Leu Pro 
375 

Phe Arg Thr His Phe 
395 

Tyr Gly Glu Gly Pro 
410 

Arg Trp Ser Tyr Gly 
425 

Arg Leu Glu Leu Asn 
440 

Arg lie Cys Asp Gly 
455 



320 

Ser lie Ala Asp Arg 
335 

Phe Ser Met His Ser 
350 

Gly Glu Ala Tyr Trp 
365 

Phe Arg Pro Gly Gin 
380 

Phe Leu Asn Ala Gly 
4 00 

Lys Ala His lie Arg 
415 

Ala Gly He Val Leu 
430 

Tyr Cys Val Pro Met 
445 

Val Gin Phe Gly Ala 
460 



<210> 4629 

<211> 706 

<212> DNA 

<213> Homo sapiens 



<400> 4629 

acgcgtgggc cggagaccca gcgtgggggg 
60 

tcctcccgcg gcggtccgct ccttaagtcc 
120 

agcacccgca ttgcttcggc cctagtgcag 
180 

cctgatctct agcctagctc aaagcctcca 
240 

ccatttctag gccagcggcc cagctgccag 
300 

gtcccctgtc ctgctttgtg gccaagggag 
360 

accccactcc tggttctggg tgcagttcgg 
420 

accctcccca cctccggctc caagcccggt 
480 

tgtccccaat atcctcccct gcccctcatc 
540 

aaagcccagc tggaggcatc tctgcccatt 
600 

ctcgaggaat ctgccctcag ctccccccat 
660 

ttccacggac caccctctct ctccctattg 
706 



cgcagaggga gtccccctga gctgggcgcg 
cctgtgcgtc acctccttgc gtcggtcgcc 
gggcagcacg tgcgcactga accctggagt 
ccaggatcgg gtggcagctt ccatttgagg 
cttcacgtct cctgagttgg gggatctctg 
cccaggatcc tggccagagg atgggcccgc 
cagatgggaa tccaggagct cagcttggac 
tccaagagga cccagggctg agcagaggct 
tttcctattt gagggaagac tgacaccctc 
ctgcttagac ttagcgcacc ctggtctctg 
tctgggggtc cacccaacac ccacacacac 
accatgccct cctctc 



<210> 4630 
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<211> 140 
<212> PRT 
<213> Homo sapiens 

<400> 4630 

Met Val Asn Arg Glu Arg Glu Gly Gly Pro Trp Lys Cys Val Trp Val 

15 10 15 

Leu Gly Gly Pro Pro Glu Trp Gly Glu Leu Arg Ala Asp Ser Ser Ser 

20 25 30 

Arg Asp Gin Gly Ala Leu Ser Leu Ser Arg Met Gly Arg Asp Ala Ser 

35 40 45 

Ser Trp Ala Leu Arg Val Ser Val Phe Pro Gin He Gly Lys Met Arg 

50 55 60 

Gly Arg Gly Gly Tyr Trp Gly Gin Ala Ser Ala Gin Pro Trp Val Leu 
65 70 75 80 

Leu Glu Pro Gly Leu Glu Pro Glu Val Gly Arg Val Ser Lys Leu Ser 

85 90 95 

Ser Trp He Pro He Cys Arg Thr Ala Pro Arg Thr Arg Ser Gly Val 

100' 105 HO 

Arg Ala His Pro Leu Ala Arg He Leu Gly Ser Leu Gly His Lys Ala 

115 120 125 

Gly Gin Gly Thr Arg Asp Pro Pro Thr Gin Glu Thr 
130 135 140 



<210> 4631 

<211> 2756 

<212> DNA 

<213> Homo sapiens 



<400> 4631 

cggccgccgg agcgctttgg gaaggcgcac 
60 

gcgctgaggg agttcgtggc ggtgacgggc 
120 

gagtcggccg gctgggactt gcagatcgcg 
180 

gaagacattg tgaccatttc gcaggcaacc 
240 

agtgataata gagtgacatc cttcagagac 
300 

gaagaggaag gccagaggag caggttttat 
360 

attgttggcc ctcccaggaa gaaaagtccc 
420 

gccaaagagc atggagctgt agctgtggag 
480 

aaaccgagac catttgcagg aggtggctac 
540 

gcctatgtgg caggagaaaa gaggcagcat 
600 

ctctggaaga gtggattcag cctggataat 
660 

aatgcccagt ttctggagtc tatccgcaga 
720 



ggggcgaaga tggcggcgga gcgacaggag 
gccgaggagg accgggcccg cttctttctc 
ctagcgagct tttatgagga cggaggggat 
cccagttcag tgtccagagg cacagccccc 
ctcattcatg accaagatga agatgaggag 
gctgggggct cagagagaag tggacagcag 
aacgagctgg tggatgatct ctttaaaggt 
cgagtgacca agagccctgg agagaccagt 
cgccttgggg cagcaccaga ggaagagtct 
tccagccaag atgttcatgt agtattgaaa 
ggagaactca gaagctacca agacccatcc 
ggggaggtgc cagcagagct tcggaggcta 
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gctcacggtg gacaggtgaa cttggatatg gaggaccatc gggacgagga ctttgtgaag 
780 

cccaaaggag ccttcaaagc cttcactggc gagggtcaga aactgggcag cactgccccc 
840 

caggtgttga gtaccagctc tccagcccaa caggcagaaa atgaagccaa agccagctct 
900 

tccatcttaa tcgacgaatc agagcctacc acaaacatcc aaattcggct tgcagacggc 
960 

gggaggctgg tgcagaaatt taaccacagc cacaggatca gcgacatccg actcttcatc 
102 0 

gtggatgccc ggccagccat ggctgccacc agctttatcc tcatgactac tttcccgaac 
1080 

aaagagctgg ctgatgagag ccagaccctg aaggaagcca acctgctcaa tgctgtcatc 
1140 

gtgcagcggt taacataacc gcccagccag ctgcctggcc tccctcctgt gtttcccatg 
1200 

gccagtggcc atgccccatg gggatcgccc ctcctgcccc cttgtgcata cccagcagtc 
1260 

cagtgcaacg tctcctccat agctctgggt tcttagatct tggttggacg tttgttttct 
1320 

ccttagttgc atttcctggg tttttgtgat gatcaatgga ctttaatgaa aaaaaaaata 
1380 

aaaacaacca aaaaaattga aggaatatca ccagcatgtt gtacggaaac tctcccactg 
1440 

aagcaggctt taattgcttt aaaattatat ttatcttggg gcctgtggga ggaaacttcc 
1500 

ttccatcctc tctgcataaa aacttgtggc acacaatgct tattcactag tgtgtcccac 
1560 

ccgccagccc cacagatgac tggaggaagg aggggaaatg tgtagaaaga ggcttcgcca 
1620 

ccacttgttc ccacgagaat atgtcacttg cccagataaa actgggcggc agccagagtt 
1680 

ccctgaagtg ggaagtcaga gctccatgca cacagtgtct tcagaaggtg aaaataaata 
1740 

tttccctgtg ctccttttac tcaacccctg gggtatctaa tcttgccagg tcttggccag 
1800 

ttgagattct gttccacctg cctgcctggc cctttcctcc attaccatcc agactgctcg 
I860 

cctcctgggg attctcaggg gctccattat ggcttgattt actccacgcg cagaagtctt 
1920 

gagtggacct aggaggtagg tgggatattt tttttcacta ggatacagct catgccaacc 
1980 

catcctaagt gagttcagaa tcagggtatc ttgccctata agataaacag tcaaaatgcc 
2040 

accgagctgt tcattagtga tgtgtggcaa atcaaatcaa ctgttgaaga aggggtgagt 
2100 

tttctgtgct acaagcacct gtcactgttg gtacttgcag gaggcttctg ctgggtatgt 
2160 

tttggaagtg agtgtcacta cttggctttg cttagcaggt tctgcttcac acttgttctt 
2220 

tgacctgctg acttgtgact tgcagaaaca taggcagtag tcctagcctg gtaaagaccc 
2280 

tccaccaccc ctataagttt gattgctatg caggtttggg agaggaggcc tattgggctc 
2340 



3829 



WO 00/58473 



PCT/USOO/08621 



ttggatggaa ccctttcccg tattaaacaa 
2400 

tctcctggct tggaatcgta atgtgcctca 
2460 

ctttctcttt cccgcttcac ccctgcaatg 
2520 

actgcagaag ggcttgtggt ttcaaccaag 
2580 

gcttttgatc ccaaagttcc cacaccggca 
2640 

ggtgttttct ccagcaggtg gagattatgg 
2700 

actgttgtca ccttgaccac taaaaaccag 
2756 



accagagaca gaatcagtgc tgactcagga 
atcctctttc caagcaggcc tcaccagtct 
agccaagaac caacactaca tccacctaga 
acccatcctg agcaagggac ttggcttggc 
gtggcctgct ggggcaatgg catctgtcac 
aacctacata tgggtctgga aaaactgtac 
aatgaggaca aaaaaaaaaa aaaaaa 



<210> 4632 

<211> 372 

<212> PRT 

<213> Homo sapiens 



<400> 4632 
















Met 


Ala 


Ala 


Glu 


Arg 


Gin 


Glu 


Ala 


Leu Arg Glu Phe Val Ala Val 


Thr 


1 








5 








10 is 




Gly Ala 


Glu 


Glu 


Asp 


Arg 


Ala 


Arg 


Phe Phe Leu Glu Ser Ala Gly 


Trp 








20 










25 30 




Asp 


Leu 


Gin 


He 


Ala 


Leu 


Ala 


Ser 


Phe Tyr Glu Asp Gly Gly Asp 


Glu 




35 










40 


45 




Asp 


lie 


Val 


Thr 


He 


Ser 


Gin 


Ala 


Thr Pro Ser Ser Val Ser Arg 


Gly 


50 










55 




60 




Thr 


Ala 


Pro 


Ser 


Asp 


Asn 


Arg 


Val 


Thr Ser Phe Arg Asp Leu He 


His 


65 










70 






75 


80 


Asp 


Gin 


Asp 


Glu 


Asp 


Glu 


Glu 


Glu 


Glu Glu Gly Gin Arg Ser Arg 


Phe 








85 








90 95 




Tyr Ala Gly Gly 


Ser 


Glu 


Arg 


Ser 


Gly Gin Gin He Val Gly Pro 


Pro 








100 










105 HO 




Arg 


Lys 


Lys 


Ser 


Pro 


Asn 


Glu 


Leu 


Val Asp Asp Leu Phe Lys Gly 


Ala 


115 










120 


125 




Lys 


Glu 


His 


Gly 


Ala 


Val 


Ala 


Val 


Glu Arg Val Thr Lys Ser Pro 


Gly 




130 










135 




140 




Glu 


Thr 


Ser 


Lys 


Pro Arg 


Pro 


Phe 


Ala Gly Gly Gly Tyr Arg Leu 


Gly 


14 5 










150 






155 


160 


Ala 


Ala 


Pro 


Glu 


Glu 


Glu 


Ser 


Ala 


Tyr Val Ala Gly Glu Lys Arg 


Gin 










165 








170 175 




His 


Ser 


Ser 


Gin 


ASp 


val 


His 


Val 


Val Leu Lys Leu Trp Lys Ser 


Gly 








180 










185 190 




Phe 


Ser 


Leu Asp Asn Gly Glu 


Leu 


Arg Ser Tyr Gin Asp Pro Ser 


Asn 






195 










200 


205 




Ala 


Gin 


Phe 


Leu 


Glu 


Ser 


He 


Arg 


Arg Gly Glu Val Pro Ala Glu 


Leu 




210 










215 




220 




Arg 


Arg 


Leu 


Ala 


His 


Gly Gly Gin 


Val Asn Leu Asp Met Glu Asp 


His 


225 










230 






235 


240 


Arg 


Asp 


Glu 


Asp 


Phe 


Val 


Lys 


Pro 


Lys Gly Ala Phe Lys Ala Phe 


Thr 










245 








250 255 




Gly Glu Gly 


Gin 


Lys 


Leu Gly 


Ser 


Thr Ala Pro Gin Val Leu Ser 


Thr 
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260 265 270 

Ser Ser Pro Ala Gin Gin Ala Glu Asn Glu Ala Lys Ala Ser Ser Ser 

275 280 285 

lie Leu lie Asp Glu Ser Glu Pro Thr Thr Asn lie Gin He Arg Leu 

290 295 300 

Ala Asp Gly Gly Arg Leu Val Gin Lys Phe Asn His Ser His Arg He 
305 310 315 320 

Ser Asp lie Arg Leu Phe He Val Asp Ala Arg Pro Ala Met Ala Ala 

325 330 335 

Thr Ser Phe He Leu Met Thr Thr Phe Pro Asn Lys Glu Leu Ala Asp 

340 345 350 

Glu Ser Gin Thr Leu Lys Glu Ala Asn Leu Leu Asn Ala Val He Val 

355 360 365 

Gin Arg Leu Thr 
370 

<210> 4633 
<211> 873 
<212> DMA 

<213> Homo sapiens 
<400> 4633 

aagcttgagg gactgaatgg tttcttgcaa agacttctgt accttcttgg gaatctgctc 
60 

ccaggagctg agcaagtgct ccagcagaag gctggactgt gacaggtgct tagggtacag 
120 

ctgcctccag acgctggcac tgagggggtc caccgtcagg cactcagtca ggctgctcag 
180 

gagctctttc ttcatctcag ggggacagct aggggtggct ctggacagga aagaagggaa 
240 

gtaggtatgc agggtggaat ccggctttgc tccaaatgcc agcactttca gtcgggggta 
300 

gagctgacac agctgctcct gcaggctggg tgtcagggag ttgttcggca tataggcaaa 
360 

gtccagaagt gggaagaagt ccttggggcc aatcatgccg aagcccttgg taaggttggg 
420 

atgcatcagg agcagccgat ccaggtatgt gatggcaaag ggagacagag acttgatgcc 
480 

cagcacaggc agcatgatcc ccagccacac tttcagtccc tcggtgaggt tggcaaaacc 
540 

tgcttgaccc agggcccaca tgatggtgag acactttgct ggtcggctct ggtgggacct 
600 

cagcagttcc aggaacttgc ctaggtttgc cgtggcaatc ttgggcttgt cttgcaggat 
660 

ggcctggata cagatgcggt aaccatgtag tgactcccct ggtgtcttat ccagctcttg 
720 

caacatggtg aacagacagt gggccctggg tcaagcaggt tttgccaacc tcactgaggg 
780 

actgaaagtg tggctgggga tcatgctgcc tgtgctgggc atcaagtctc tgtctccctt 
840 

tgccatcacc cccttcacgc ggtcggagag age 
873 

<210> 4634 
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<211> 242 
<212> PRT 
<213> Homo sapiens 



<400> 4634 
Met Leu Gin Glu 
1 

Arg lie Cys He 
20 

Ala Asn Leu Gly 
35 

Pro Ala Lys Cys 
50 

Ala Asn Leu Thr 
65 

Val Leu Gly He 

Arg Leu Leu Leu 
100 

Gly Pro Lys Asp 
11S 

Asn Ser Leu Thr 
130 

Arg Leu Lys Val 
14 5 

Thr Tyr Phe Pro 

Glu Met Lys Lys 
180 

Asp Pro Leu Ser 
195 

Ser Gin Ser Ser 
210 

He Pro Lys Lys 
225 

Lys Leu 



Leu Asp Lys Thr 
5 

Gin Ala He Leu 

Lys Phe Leu Glu 
40 

Leu Thr He Met 
55 

Glu Gly Leu Lys 
70 

Lys Ser Leu Ser 
85 

Met His Pro Asn 

Phe Phe Pro Leu 
120 

Pro Ser Leu Gin 
135 

Leu Ala Phe Gly 
150 

Ser Phe Leu Ser 
165 

Glu Leu Leu Ser 
Ala Ser Val Trp 

200 

Leu Leu Leu Glu 
215 

Val Gin Lys Ser 
230 



Pro Gly Glu Ser 
10 

Gin Asp Lys Pro 
25 

Leu Leu Arg Ser 

Trp Ala Leu Gly 
60 

Val Trp Leu Gly 
75 

Pro Phe Ala He 
90 

Leu Thr Lys Gly 
105 

Leu Asp Phe Ala 

Glu Gin Leu Cys 
140 

Ala Lys Pro Asp 
155 

Arg Ala Thr Pro 
170 

Ser Leu Thr Glu 
185 

Arg Gin Leu Tyr 

His Leu Leu Ser 
220 

Leu Gin Glu Thr 
235 



Leu His Gly Tyr 
15 

Lys He Ala Thr 
30 

His Gin Ser Arg 
45 

Gin Ala Gly Phe 

He Met Leu Pro 
80 

Thr Tyr Leu Asp 
95 

Phe Gly Met He 
110 

Tyr Met Pro Asn 
125 

Gin Leu Tyr Pro 

Ser Thr Leu His 
160 

Ser Cys Pro Pro 
175 

Cys Leu Thr Val 
190 

Pro Lys His Leu 
205 

Ser Trp Glu Gin 

He Gin Ser Leu 
240 



<210> 4635 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 4635 

acgcgtgaag ggtgatgtta ggaggaccag tgtgcagcta tgagctagga ggctgcccag 
60 

ttacaagagt cctgggtcag cccagaaagc ttttctccat tggttggggg aaggaggtga 
120 

agtggggccc gaggaggaag gccggtggtg tgtgggcaga gccagccagt ggtggccttc 
180 

ctcctcccga agatgagttt tgtagcccag gtgtttgcac actcacactt gctcactccc 
240 

tcacacacaa aaccctcact ctttgctttt tctggggaga gggaggccac tggcagaagc 
300 



3832 



WO 00/58473 



PCT/US00/Q8621 



gcctaccctg gccacagtca gttcccattc tcattttcta agaattttat cacaaaacag 
360 

tttgtcttga ggctgagatg gggg 
384 

<210> 4636 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 4636 



Met Leu 


Gly 


Gly 


Pro Val Cys 


Ser 


Tyr 


Glu 


Leu Gly 


Gly 


Cys 


Pro 


Val 


1 






5 






10 








15 




Thr Arg 


Val 


Leu 


Gly Gin Pro 


Arg 


Lys 


Leu 


Phe Ser 


He 


Gly Trp 


Gly 






20 






25 








30 






Lys Glu 


Val 


Lys 


Trp Gly Pro 


Arg 


Arg 


Lys 


Ala Gly 


Gly 


Val 


Trp 


Ala 




35 






40 








45 








Glu Pro 


Ala 


Ser 


Gly Gly Leu 


Pro 


Pro 


Pro 


Glu Asp 


Glu 


Phe 


Cys 


Ser 


50 






55 








60 










Pro Gly Val 


Cys 


Thr Leu Thr 


Leu 


Ala 


His 


Ser Leu 


Thr 


His 


Lys 


Thr 


65 






70 








75 








80 


Leu Thr 


Leu 


Cys 


Phe Phe Trp 


Gly Glu 


Gly 


Gly His 


Trp 


Gin 


Lys 


Arg 








85 






90 








95 




Leu Pro 


Trp 


Pro 


Gin Ser Val 


Pro 


He 


Leu 


He Phe 











100 105 



<210> 4637 

<211> 2162 

<212> DNA 

<213> Homo sapiens 

<400> 4637 

nnggcgcggg cgggctgctg aggtggctgt cgccggctcc gagctgcggc ttcccgggcc 
60 

gagcccccga tggaggccga ggccgcggac gctcccccgg gcggggttga gtcggcgctc 
120 

agctgcttct ctttcaacca ggactgcaca tccctagcaa ttggaactaa agccgggtat 
180 

aagctgtttt ctctgagttc tgtggagcag ctggatcaag tccacggaag caatgaaatc 
240 

ccggacgtct acatcgtgga gcgcctcttc tccagcagcc tggtggtggt agtcagtcac 
300 

acaaaaccac ggcagatgaa cgtgtatcac ttcaagaaag gcacagagat ctgtaattac 
360 

agctactcca gcaacatctt gtccataagg ctgaaccggc aaaggctgct ggtttgccta 
420 

gaagagtcca tttatattca caacattaaa gacatgaagc tgttgaagac cctcctggat 
480 

attcctgcaa acccaacagg tctatgtgct ctctctatca accattccaa ttcttacctg 
540 

gcctatcctg gaagcctgac ctcaggggag attgtgcttt atgatggaaa ctccctgaaa 
600 

acagtctgca ctattgctgc ccatgaggga acactagctg ccatcacctt caatgcctca 
660 
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ggctccaaac tagcaagtgc gtctgaaaaa ggcacagtca tccgggtgtt ctctgtccct 



720 



gatgggcaaa agctctatga gttccggaga gggatgaaaa ggtatgtgac aatcagctct 



780 



ctagtgttca gtatggattc acaattcctc tgcgcctcca gtaacaccga gacggtacac 



840 



atcttcaagc tggaacaggt caccaacagt cgaccagaag agccttcgac ctggagtggc 



900 



tacatgggaa agatgtttat ggctgctacc aactacctcc ctacccaggt gtcagacatg 



960 



atgcatcagg acagggcttt tgccactgca cgcttgaact tctccggaca gaggaacatc 



1020 



tgtaccctct caacgatcca gaagttgcca cggctgctag ttgcgtcatc cagtggacac 



1080 

ctttatacgt acaatttgga tcctcaggat ggaggagagt gtgtcttaat caaaacccac 
1140 

agcttgcttg gctcaggaac aacagaagag aataaagaaa atgacctcag accttcctta 
1200 

cctcagtctt atgcagcgac cgtagccaga ccaagtgcat cttcagcctc cacggtgcca 
1260 

ggttattctg aggacggcgg ggcgctgcga ggagaagtta ttcctgaaca tgagtttgcg 
1320 

acgggaccag tgtgtcttga tgatgagaat gagtttcctc ctataatctt gtgccgtgga 
1380 

aatcagaagg gcaaaacgaa gcagtcatga tgagaagcac acctcagaaa tcaggacatc 
1440 

ccccctatca ggtggttttg gagaaaacaa ggaaggcgga agaatggagt gcaattgtgt 
1500 

gagcagaaag gggggcagga atcccgggtg ctccactgct taaaccacag gacctggtta 
1560 

actcctcacc aagcttccca cgaccctggt tgccaatggg cgcgggagac attgtataca 
1620 

catcatgcta tttaaaatac gttcaaacta tagtgtaaat gctaattaac catattggta 
1680 

tataaccgga actttatatt aaaaggggcc tcctttttaa atatatgccg tgtaaaaaat 
1740 

gtacttatag gaacatctct ttgaattgta tttcttgtat attacatact tagagagaga 
1800 

ctcttttagc caggcaaagt cttttttggc tgtggctgga ataaatcatt tattacttgg 
1860 

gagtcccatt ttggacacta ataataaaat catggcaatg catttttgag gtttttatat 
1920 

atttttttgt ttccttgtgg ttatagggga caggaggaac tctttaactt cttttaaatg 
1980 

cagtcatttc acccttaaaa ggagaggaag gggattgggc cacagactta tccatggact 
2040 

cgtctgctct gagatctgga aaacgaccta actttggtct aaatctgtgc tcctcaaggc 
2100 

attgtttgat agaaatgtag gatttcagga tctactcgag ccctactgag acggaatccg 
2160 

ga 

2162 

<210> 4638 
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<211> 446 
<212> PRT 
<213> Homo sapiens 



<400> 4638 
Met Glu Ala Glu 
1 

Leu Ser Cys Phe 
20 

Thr Lys Ala Gly 
35 

Asp Gin Val His 
50 

Arg Leu Phe Ser 
65 

Arg Gin Met Asn 

Tyr Ser Tyr Ser 
100 

Leu Leu Val Cys 
115 

Met Lys Leu Leu 
130 

Leu Cys Ala Leu 
145 

Gly Ser Leu Thr 

Lys Thr Val Cys 
180 

Thr Phe Asn Ala 
195 

Thr val lie Arg 
210 

Phe Arg Arg Gly 
225 

Ser Met Asp Ser 

His He Phe Lys 
260 

Ser Thr Trp Ser 
275 

Tyr Leu Pro Thr 
290 

Ala Thr Ala Arg 
305 

Ser Thr He Gin 

His Leu Tyr Met 
340 

Leu He Lys Thr 
355 

Lys Glu Asn Asp 
370 

Val Ala Arg Pro 



Ala Ala Asp Ala 
5 

Ser Phe Asn Gin 

Tyr Lys Leu Phe 
40 

Gly Ser Asn Glu 
55 

Ser Ser Leu Val 
70 

Val Tyr His Phe 
85 

Ser Asn He Leu 

Leu Glu Glu Ser 
120 

Lys Thr Leu Leu 
135 

Ser He Asn His 
150 

Ser Gly Glu He 
165 

Thr He Ala Ala 

Ser Gly Ser Lys 
200 

Val Phe Ser Val 
215 

Met Lys Arg Tyr 
230 

Gin Phe Leu Cys 
245 

Leu Glu Gin Val 

Gly Tyr Met Gly 
280 

Gin Val Ser Asp 
295 

Leu Asn Phe Ser 
310 

Lys Leu Pro Arg 
325 

Tyr Asn Leu Asp 

His Ser Leu Leu 
360 

Leu Arg Pro Ser 
375 

Ser Ala Ser Ser 



Pro Pro Gly Gly 
10 

Asp Cys Thr Ser 
25 

Ser Leu Ser Ser 

He Pro Asp Val 
60 

Val Val val Ser 
75 

Lys Lys Gly Thr 
90 

Ser He Arg Leu 
105 

He Tyr He His 

Asp He Pro Ala 
140 

Ser Asn Ser Tyr 
155 

Val Leu Tyr Asp 
170 

His Glu Gly Thr 
185 

Leu Ala Ser Ala 

Pro Asp Gly Gin 
220 

Val Thr He Ser 
235 

Ala Ser Ser Asn 
250 

Thr Asn Ser Arg 
265 

Lys Met Phe Met 

Met Met His Gin 
300 

Gly Gin Arg Asn 
315 

Leu Leu Val Ala 
330 

Pro Gin Asp Gly 
345 

Gly Ser Gly Thr 

Leu Pro Gin Ser 
380 

Ala Ser Thr Val 



Val Glu Ser Ala 
15 

Leu Ala He Gly 
30 

Val Glu Gin Leu 
45 

Tyr He Val Glu 

His Thr Lys Pro 
80 

Glu He Cys Asn 
95 

Asn Arg Gin Arg 
110 

Asn He Lys Asp 
125 

Asn Pro Thr Gly 

Leu Ala Tyr Pro 
160 

Gly Asn Ser Leu 
175 

Leu Ala Ala He 
190 

Ser Glu Lys Gly 
205 

Lys Leu Tyr Glu 

Ser Leu Val Phe 
240 

Thr Glu Thr Val 
255 

Pro Glu Glu Pro 
270 

Ala Ala Thr Asn 
285 

Asp Arg Ala Phe 

He Cys Thr Leu 
320 

Ser Ser Ser Gly 
335 

Gly Glu Cys Val 
350 

Thr Glu Glu Asn 
365 

Tyr Ala Ala Thr 
Pro Gly Tyr Ser 
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385 390 395 400 

Glu Asp Gly Gly Ala Leu Arg Gly Glu Val He Pro Glu His Glu Phe 

405 410 415 

Ala Thr Gly Pro Val Cys Leu Asp Asp Glu Asn Glu Phe Pro Pro He 

420 425 430 

He Leu Cys Arg Gly Asn Gin Lys Gly Lys Thr Lys Gin Ser 
435 440 445 

<210> 4639 

<211> 1007 

<212> DNA 

<213> Homo sapiens 

<400> 4639 

nntttttttt aaaacaaaac attttattta atgcagaaat tctaaggtac aaaaacattt 
60 

tgtaaatgtc agctgtgatc tactttcacc tagttacaga gttatgtaca aatcaagtca 
120 

ttaacatttt caatgtcaaa aatacagcac gctgttaaga gttctgtcag tgctcattat 
180 

cccactagat cccacaaagg gcaaactcaa agatgaaaca aaggcaacgc catcaataac 
240 

caccatattc cacaggcttt ctcccctagg acgtactaac agggagtttc cacagggaaa 
300 

aattctcttt taaaaaatta acagtaaaaa taggagttac ttactatcta gatgaacaca 
360 

attggttttc acaaaagctt ttgctgctgt ctggactcac catgcttttt tcttgagaga 
420 

aacataccaa actttttgtt gttgttgttg agacggagtt tcgctcttgt tgcccaggct 
480 

agagtgcaat ggcgtgatct cagctcactg caacctccgc ctcccaggct caagcgattc 
540 

tcccacctca gcctcccaag tagctaggac tacaggtgtg tgccaccaca cccagctaat 
600 

tttnnctgta gagacggtnn ttcaccatgt tgcccagact ggtctcaaat tcctgggctc 
660 

aagcaatcta acccccttgg cctcccaaag tgctgggata acaggtgtga gccaccatac 
720 

ccagctacaa agactctttt cccacataag gtcacattca cagggtccaa gtagacatct 
780 

cttttcaggg gaccacagtt caacccacta caactaagca gtgccacact tttcttcagg 
840 

tgggtgtggc ttattggatg tttcattttt aggtgacctt ggccccttgc tgaagaaggg 
900 

atagacccat gccctctgca gaagggctga ggtttaggca aggccaattc cttcccctgt 
960 

ctcatggcat taacgttcct atgcccggta ggtgtcattc tgctagc 
1007 

<210> 4640 
<211> 71 
<212> PRT 

<213> Homo sapiens 
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<400> 4640 

Met Asn Thr He Gly Phe His Lys Ser Phe Cys Cys Cys Leu Asp Ser 

1 5 10 15 

Pro Cys Phe Phe Leu Glu Arg Asn He Pro Asn Phe Leu Leu Leu Leu 

20 25 30 

Leu Arg Arg Ser Phe Ala Leu Val Ala Gin Ala Arg Val Gin Trp Arg 

35 40 45 

Asp Leu Ser Ser Leu Gin Pro Pro Pro Pro Arg Leu Lys Arg Phe Ser 

50 55 60 

His Leu Ser Leu Pro Ser Ser 
65 70 

<210> 4641 
<211> 1873 
<212> DNA 

<213> Homo sapiens 
<400> 4641 

nngggatttc gcgggaaatc ccggaagtga cagctttggg ggtttgctgc tggctctgac 
60 

tcccgtcctg cgatgggttg cgacggggga acaatcccca agaggcatga actggtgaag 
120 

gggccgaaga aggttgagaa ggtcgacaaa gatgctgaat tagtggccca atggaactat 
180 

tgtactctaa gtcaggaaat attaagacga ccaatagttg cctgtgaact tggcagactt 
240 

tataacaaag atgccgtcat tgaatttctc ttggacaaat ctgcagaaaa ggctcttggg 
300 

aaggcagcat ctcacattaa aagcattaag aatgtgacag agctgaagct ttctgataat 
360 

cctgcctggg aaggggataa aggaaacact aaaggtgaca agcacgatga cctccagcgg 
420 

gcgcgtttca tctgccccgt tgtgggcctg gagatgaacg gccgacacag gttctgcttc 
480 

cttcggtgct gcggctgtgt gttttctgag cgagccttga aagagataaa agcggaagtt 
540 

tgccacacgt gtggggctgc cttccaggag gatgatgtca tcatgctcaa tggcaccaag 
600 

gaggatgtgg acgtgctgaa gacaaggatg gaggagagaa ggctgagagc gaagctggaa 
660 

aagaaaacaa agaaacccaa ggcagcagag tctgtttcaa aaccagatgt cagtgaagaa 
720 

gccccagggc catcaaaagt taagacaggg aagcctgaag aagccagcct tgattctaga 
780 

gagaagaaaa ccaacttggc tcccaaaagc acagcaatga atgagagctc ttctggaaaa 
840 

gctgggaagc ctccgtgtgg agccacaaag aggtccatcg ctgacagtga agaatcggag 
900 

gcctacaagt ccctctttac cactcacagc tccgccaagc gctccaagga ggagtctgcc 
960 

cactgggtca cccacacgtc ctactgcttc tgaagcccgc actgccaccg ctcctgcccc 
1020 

agaaggttgt ttagtttcca cgtaggcagg tcgctttgtg cctctgagtg cgctgctgtg 
1080 
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tgttctctct atagttctgt gtcataaagc 
1140 

cactcttgat gtgaggcgtg tcggttccag 
12O0 

cgaggtcatg cttgcttcca cctgcaggtg 
1260 

tgtgggctgc actttttatg cttgcagtaa 
1320 

agttggcaca tattaattaa ctaaaattct 
1380 

aggccaagtg aaactgggct ttaaaaagga 
1440 

gcttcgaagg gcctcgtccc tctgctacag 
1500 

tagctaaata ctgttagggg agtgtgcccc 
1560 

agttgggcac ccggtgattg ggttcaaaaa 
1620 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1680 

ggcccccccc aaaaaaaccc cccacccccc 
1740 

gacccccctc cccccccggg ggggcgcggg 
1800 

9999999^9 ggggttgttt tttttttttg 
1860 

aaaaaagaga ggg 
1873 



tgtcctggcc agccttcaag ctggtgtggc 
gggggacatg ggaggggctg cacagtggcc 
catttggtcc tttccatggc caggaagccc 
caagagactc cagagtcctc accggtgcag 
aatgatcttg ctaccagcaa taaatcaagt 
tggatttcaa atacactgtg cccactagaa 
ccctgggagg agccaggatc cttgttggtc 
atctcatcat ttcgaagata gcagagtcat 
taaagctggt ctgcctcttc aaaaaaaaaa 
aaaaaaaaaa aaaaaaaaaa tttttttttt 
ccgcggcggg gtgttttttt ccccgcggcc 
ttggggggcc cccccccggc ccccccgtgt 
ttgaagtgtt tttcccaaaa aaaacaaaaa 



<210> 4642 

<211> 306 

<212> PRT 

<213> Homo sapiens 



<400> 4642 




















Val 




Met Gly 


Cys Asp 


Gly Gly 


Thr 


He 


Pro 


Lys 


Arg 


His 


Glu 


Leu 


Lys 


l 




5 








10 










15 




Gly Pro 


Lys Lys 


Val Glu 


Lys 


Val 


Asp 


Lys 


Asp 


Ala 


Glu 


Leu 


Val 


Ala 


20 








25 










30 






Gin Trp 


Asn Tyr 


Cys Thr 


Leu 


Ser 


Gin 


Glu 


He 


Leu 


Arg 


Arg 


Pro 


lie 


35 






40 










45 






Glu 


Val Ala 


Cys Glu 


Leu Gly 


Arg 


Leu 


Tyr 


Asn 


Lys 


Asp 


Ala 


Val 


lie 


50 






55 










60 










Phe Leu 


Leu Asp 


Lys Ser 


Ala 


Glu 


Lys 


Ala 


Leu Gly 


Lys 


Ala 


Ala 


Ser 


65 




70 










75 










80 


His He 


Lys Ser 


He Lys 


Asn 


Val 


Thr 


Glu 


Leu 


Lys 


Leu 


Ser 


Asp 


Asn 




85 








90 










95 




Pro Ala 


Trp Glu 


Gly Asp 


Lys 


Gly Asn 


Thr 


Lys 


Gly 


Asp 


Lys 


His 


Asp 




100 








105 










110 






Asp Leu 


Gin Arg 


Ala Arg 


Phe 


He 


Cys 


Pro 


Val 


Val 


Gly 


Leu 


Glu 


Met 


115 






120 










125 








Asn Gly 


Arg His 


Arg Phe 


Cys 


Phe 


Leu 


Arg 


Cys 


Cys 


Gly 


Cys 


Val 


Phe 


130 






135 










140 










Ser Glu 


Arg Ala 


Leu Lys 


Glu 


He 


Lys 


Ala 


Glu 


Val 


Cys 


His 


Thr 


Cys 



/ 
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145 










150 










155 






160 


Gly 


Ala 


Ala 


Phe 


Gin 


Glu 


Asp 


Asp 


Val 


lie 


Met 


Leu 


Asn Gly Thr Lys 










165 










170 








175 


Glu 


Asp 


Val 


Asp Val 


Leu 


Lys 


Thr 


Arg 


Met 


Glu 


Glu 


Arg Arg Leu Arg 








180 










185 










190 


Ala 


Lys 


Leu 
195 


Glu 


Lys 


Lys 


Thr 


Lys 
200 


Lys 


Pro 


Lys 


Ala 


Ala 
205 


Glu Ser Val 


Ser 


Lys 
210 


Pro 


Asp 


val 


Ser 


Glu 
215 


Glu 


Ala 


Pro 


Gly 


Pro 
220 


Ser 


Lys Val Lys 


Thr 


Gly 


Lys 


Pro 


Glu 


Glu 


Ala 


Ser 


Leu 


Asp 


Ser 


Arg 


Glu 


Lys Lys Thr 


225 










230 










235 






240 


Asn 


Leu 


Ala 


Pro 


Lys 
245 


Ser 


Thr 


Ala 


Met 


Asn 
250 


Glu 


Ser 


Ser 


Ser Gly Lys 
255 


Ala 


Gly 


Lys 


Pro 


Pro 


Cys 


Gly Ala 


Thr 


Lys 


Arg 


Ser 


He 


Ala Asp Ser 








260 










265 










270 


Glu 


Glu 


Ser 
275 


Glu 


Ala 


Tyr 


Lys 


Ser 
280 


Leu 


Phe 


Thr 


Thr 


His 
285 


Ser Ser Ala 


Lys 


Arg 
290 


Ser 


Lys 


Glu 


Glu 


Ser 
295 


Ala 


His 


Trp 


Val 


Thr 
300 


His 


Thr Ser Tyr 



Cys Phe 
305 



<210> 4643 

<211> 1125 

<212> DNA 

<213> Homo sapiens 

<400> 4643 

nntgaattcc gctggaagtc cagcctctat tgaggatttg atgcgacggc ctcacggggc 
60 

tttggaggtg aaagaggccc agagtagaga gagagagaga ccgacgtaca cgggatggct 
120 

acgggaacgc gctatgccgg gaaggtggtg gtcgtgaccg ggggcgggcg cggcatcgga 
180 

gctgggatcg tgcgcgcctt cgtggacagc ggggcccgag tggttatctg cgacaaggat 
240 

gagtctgggg gccgggccct ggagcaggag ctccctggag ctgtctttat cctctgtgat 
300 

gtgactcagg aagatgatat gaagaccctg gtttctgaga ccatccgccg atttggccgc 
360 

ctggattgtg ttgtcaacaa cgctggccac cacccacccc cacagaggcc tgaggagacc 
420 

tctgcccagg gattccgcca gctgctggag ctgaacctac tggggacgta caccttgacc 
480 

aagctcgccc tcccctacct gcggaagagt caagggaatg tcatcaacat ctccagcctg 
540 

gtgggggcaa tcggccaggc ccaggcagtt ccctatgtgg ccaccaaggg ggcagtaaca 
600 

gccatgacca aagctttggc cctggatgaa agtccatatg gtgtccgagt caactgtatc 
660 

tccccaggaa acatctggac cccgctgtgg gaggagctgg cagccttaat gccagaccct 
720 

agggccacaa tccgagaggg catgctggcc cagccactgg gccgcatggg ccagcccgct 
780 
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gaggtcgggg ctgcggcagt gttcctggcc tccgaagcca acttctgcac gggcattgaa 
840 

ctgctcgtga cggggggtgc agagctgggg tacgggtgca aggccagtcg gagcaccccc 
900 

gtggacgccc ccgatatccc ttcctgattt ctctcatttc tacttggggc ccccttccta 
960 

ggactctccc accccaaact ccaacctgta tcagatgcag cccccaagcc cttagactct 
1020 

aagcccagtt agcaaggtgc cgggtcaccc tgcaggttcc cataaaaacg atttgcagcc 
1080 

agaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
1125 

<210> 4644 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<400> 4644 

Met Ala Thr Gly Thr Arg Tyr Ala Gly Lys Val.Val Val Val Thr Gly 

15 10 15 

Gly Gly Arg Gly He Gly Ala Gly He Val Arg Ala Phe Val Asp Ser 

20 25 30 

Gly Ala Arg Val Val He Cys Asp Lys Asp Glu Ser Gly Gly Arg Ala 

35 40 45 

Leu Glu Gin Glu Leu Pro Gly Ala Val Phe He Leu Cys Asp Val Thr 

50 55 60 

Gin Glu Asp Asp Met Lys Thr Leu Val Ser Glu Thr lie Arg Arg Phe 
65 70 75 80 

Gly Arg Leu Asp Cys Val Val Asn Asn Ala Gly His His Pro Pro Pro 

85 90 95 

Gin Arg Pro Glu Glu Thr Ser Ala Gin Gly Phe Arg Gin Leu Leu Glu 

100 105 110 

Leu Asn Leu Leu Gly Thr Tyr Thr Leu Thr Lys Leu Ala Leu Pro Tyr 

115 120 125 

Leu Arg Lys Ser Gin Gly Asn Val He Asn He Ser Ser Leu Val Gly 

130 135 140 

Ala He Gly Gin Ala Gin Ala Val Pro Tyr Val Ala Thr Lys Gly Ala 
145 150 155 160 

Val Thr Ala Met Thr Lys Ala Leu Ala Leu Asp Glu Ser Pro Tyr Gly 

165 170 175 

Val Arg Val Asn Cys He Ser Pro Gly Asn He Trp Thr Pro Leu Trp 

180 185 190 

Glu Glu Leu Ala Ala Leu Met Pro Asp Pro Arg Ala Thr He Arg Glu 

195 200 205 

Gly Met Leu Ala Gin Pro Leu Gly Arg Met Gly Gin Pro Ala Glu Val 

210 215 220 

Gly Ala Ala Ala Val Phe Leu Ala Ser Glu Ala Asn Phe Cys Thr Gly 
225 230 235 240 

He Glu Leu Leu Val Thr Gly Gly Ala Glu Leu Gly Tyr Gly Cys Lys 

245 250 255 

Ala Ser Arg Ser Thr Pro Val Asp Ala Pro Asp He Pro Ser 
260 265 270 
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<210> 4645 

<211> 1725 

<212> DNA 

<213> Homo sapiens 

<400> 4645 

nggctctcgc ctaccggggg cttctctcac 
60 

gcagaagagg gggctagcta gctgtctctg 
120 

tgtgaggcgg cctcacaggg ccgggtgggc 
180 

gtgaggagtg tgtggaacag gacccgggac 
240 

accttttgcc tgttgctgct atacctcatc 
300 

aagatcttgg gggtgcctcg aagtgcctct 
360 

ctagccctgc agcttcatcc cgaccggaac 
420 

caggatctgg gtgctgctta tgaggttctg 
480 

acttatggtg aagaaggatt aaaagatggt 
540 

cacttctttg gggattttgg tttcatgttt 
600 

attccaagag gaagtgatat tattgtagat 
660 

ggaaattttg tggaagtagt tagaaacaaa 
720 

aagtgcaatt gtcggcaaga gatgcggacc 
780 

acccaggagg tggtctgcga cgaatgccct 
840 

ctggaagtag aaatagagcc tggggtgaga 
900 

ggtgagcctc acgtggatgg ggagcctgga 
960 

cacccaatat ttgaaaggag aggagatgat 
1020 

gagtcactgg ttggctttga gatggatatt 
1080 

tcccgggata agatcaccag gccaggagcg 
1140 

aactttgaca acaacaatat caagggctct 
1200 

aaagaacagt taacagagga agcgagagaa 
1260 

gtgcagaagg tatacaatgg actgcaagga 
1320 

taaaataagt gaataagcga tatttattat 
1380 

tttattttca atatgcaagt taggcttaat 
1440 



cgggactcgg gactcccggg aagtggaccg 
cggaccaggg agacccccgc gcccccccgg 
tggcgagccg acgcggcggc ggaggaggct 
agaggaacca tggctccgca gaacctgagc 
ggggcggtga ttgccggacg agatttctat 
ataaaggata ttaaaaaggc ctataggaaa 
cctgatgatc cacaagccca ggagaaattc 
tcagatagtg agaaacggaa acagtacgat 
catcagagct cccatggaga cattttttca 
ggaggaaccc ctcgtcagca agacagaaat 
ctagaagbca ctttggaaga agtatatgca 
cctgtggcaa ggcaggctcc tggcaaacgg 
acccagctgg gccctgggcg cttccaaatg 
aatgtcaaac tagtgaatga agaacgaacg 
gacggcatgg agtacccctt tattggagaa 
gatttacggt tccgaatcaa agttgtcaag 
ttgtacacaa atgtgacaat ctcattagtt 
actcacttgg atggtcacaa ggtacatatt 
aagctatgga agaaagggga agggctcccc 
ttgataatca cttttgatgt ggattttcca 
ggtatcaaac agctactgaa acaagggtca 
tattgagagt gaataaaatt ggactttgtt 
ctgcaaggtt tttttgtgtg tgtttttgtt 
ttttttatct aatgatcatc atgaaatgaa 
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taagagggct taagaatttg tccatttgca ttcggaaaag aatgaccagc aaaaggttta 
1500 

ctaatacctc tccctttggg gatttaatgt ctggtgctgc cgcctgagtt tcaagaatta 
1560 

aagctgcaag aggactccag gagcaaaaga aacacaatat agagggttgg agttgttagc 
1620 

aatttcattc aaaatgccaa ctggagaagt ctgtttttaa atacattttg ttgttatttt 
1680 

taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
1725 

<210> 4646 
<211> 358 
<212> PRT 

<213> Homo sapiens 
<4O0> 4646 

Met Ala Pro Gin Asn Leu Ser Thr Phe Cys Leu Leu Leu Leu Tyr Leu 

15 10 15 

He Gly Ala Val He Ala Gly Arg Asp Phe Tyr Lys He Leu Gly Val 

20 25 30 

Pro Arg Ser Ala Ser He Lys Asp He Lys Lys Ala Tyr Arg Lys Leu 

35 40 45 

Ala Leu Gin Leu His Pro Asp Arg Asn Pro Asp Asp Pro Gin Ala Gin 

50 55 60 

Glu Lys Phe Gin Asp Leu Gly Ala Ala Tyr Glu Val Leu Ser Asp Ser 
65 70 75 80 

Glu Lys Arg Lys Gin Tyr Asp Thr Tyr Gly Glu Glu Gly Leu Lys Asp 

85 90 95 

Gly His Gin Ser Ser His Gly Asp He Phe Ser His Phe Phe Gly Asp 

100 105 HO 

Phe Gly Phe Met Phe Gly Gly Thr Pro Arg Gin Gin Asp Arg Asn He 

115 120 125 

Pro Arg Gly Ser Asp He He Val Asp Leu Glu Val Thr Leu Glu Glu 

130 135 140 

Val Tyr Ala Gly Asn Phe Val Glu Val Val Arg Asn Lys Pro Val Ala 
145 150 155 160 

Arg Gin Ala Pro Gly Lys Arg Lys Cys Asn Cys Arg Gin Glu Met Arg 

165 170 175 

Thr Thr Gin Leu Gly Pro Gly Arg Phe Gin Met Thr Gin Glu Val Val 

180 185 190 

Cys Asp Glu Cys Pro Asn Val Lys Leu Val Asn Glu Glu Arg Thr Leu 

195 200 205 

Glu Val Glu He Glu Pro Gly Val Arg Asp Gly Met Glu Tyr Pro Phe 

210 215 220 

He Gly Glu Gly Glu Pro His Val Asp Gly Glu Pro Gly Asp Leu Arg 
225 230 235 240 

Phe Arg He Lys Val Val Lys His Pro He Phe Glu Arg Arg Gly Asp 

245 250 255 

Asp Leu Tyr Thr Asn Val Thr He Ser Leu Val Glu Ser Leu Val Gly 

260 265 270 

Phe Glu Met Asp He Thr His Leu Asp Gly His Lys Val His He Ser 

275 280 285 

Arg Asp Lys He Thr Arg Pro Gly Ala Lys Leu Trp Lys Lys Gly Glu 
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290 








295 






300 










Gly Leu 


Pro 


Asn 


Phe Asp 


Asn 


Asn 


Asn lie Lys 


Gly 


Ser 


Leu 


He 


He 


305 






310 






315 










320 


Thr Phe 


Asp 


Val 


Asp Phe 
325 


Pro 


Lys 


Glu Gin Leu 
330 


Thr 


Glu 


Glu 


Ala 
335 




Glu Gly 


lie 


Lys 
340 


Gin Leu 


Leu 


Lys 


Gin Gly Ser 
345 


Val 


Gin 


Lys 
350 


Val 


Tyr 


Asn Gly 


Leu 
355 


Gin 


Gly Tyr 



















<210> 4647 

<211> 791 

<212> DNA 

<213> Homo sapiens 

<400> 4647 

agatctgcac gacttgtaaa ctgaccatcc gaaatattat acaccaagct ggaggctagg 
60 

atttttaaag atgacaaacc acttgttcca ccaaaaagag atcgggtggc agagctgcct 
120 

gatccccctg gaggaggcac cagcatcacc aagtaggtgc cacaggtata tatgggtgtc 
180 

ttccgcagca tttttagagg cagcccacag ctagtatttg ctgcttgatc ctctttcagt 
240 

gtgttggaga tggtggaacc agtcagggca gcaagcgttg ctgacgggga ggctctatac 
300 

cgagaaagtc tacttagaag catctcatta atgcttttgg cagattcgcc ctcttttctc 
360 

attagaattg tacgttcctg aagtgggttg gctacaaata caccattttc aaccacaagt 
420 

tcaaaaatgt ccatgaagac agaatgtccc ttcggtgttt tctcattcag gctggcagga 
480 

gaccagatcc aatagaagta agtgccatct gaagacaggt gcacagtgct catggtgctg 
540 

ccaatgggga ggtgattggc tggcattggc accacctggc aeacctgaag ggtgttctgg 
600 

tcaatgacct ggaaaaggga gtgaggttta ttatcgaaag agacaggccg gtggagaaga 
660 

ctgccgctgc caaaagccac ccatcctggt tccaactcct cgttccggca gtacacaaaa 
720 

cctctgagag taccatgtaa tccagatccc aatttgctta ctcctcttcc aactgagtta 
780 

gtagtataca g 
791 

<210> 4648 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<400> 4648 

Met Pro Ala Asn His Leu Pro He Gly Ser Thr Met Ser Thr Val His 

15 10 15 

Leu Ser Ser Asp Gly Thr Tyr Phe Tyr Trp He Trp Ser Pro Ala Ser 
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20 








25 










30 






L€U 


As n 


Glu 


Lys 


Thr Pro 


Lys 


Gly His 


Ser 


Val 


Phe 


Met 


Asd 


He 


Phe 






35 








40 










45 








Glu 


Leu 


Val 


Val Glu Asn Gly Val 


Phe 


Val 


Ala 


Asn 


Pro 


Leu 


Gin 


Glu 




50 








55 










60 










Arg 


Thr 


He 


Leu 


Met Arg 


Lys 


Glu 


Gly Glu 


Ser 


Ala 


Lys 


Ser 


He 


Asn 


65 








70 










75 










80 


Glu 


Met 


Leu 


Leu 


Ser Arg 


Leu 


Ser 


Arg 


Tyr Arg 


Ala 


Ser 


Pro 


Ser 


Ala 










85 








90 










95 




Thr 


Leu 


Ala 


Ala 


Leu Thr 


Gly 


Ser 


Thr 


He 


Ser 


Asn 


Thr 


Leu 


Lys 


Glu 








100 








105 










110 






Asp 


Gin 


Ala 


Ala 


Asn Thr 


Ser 


Cys 


Gly 


Leu 


Pro 


Leu 


Lys 


Met 


Leu 


Arg 






115 








120 










125 








Lys 


Thr 


Pro 


He 


Tyr Thr 


Cys 


Gly 


Thr 


Tyr 


Leu 


Val 


Met 


Leu 


Val 


Pro 




130 








135 










140 










Pro 


Pro 


Gly 


Gly 


Ser Gly 


Ser 


Ser 


Ala 


Thr 


Arg 


Ser 


Leu 


Phe 


Gly 


Gly 


145 








150 










155 










160 


Thr 


Ser 


Gly 


Leu 


Ser Ser 


Leu 


Lys 


He 


Leu 


Ala 


Ser 


Ser 


Leu 


Val 


Tyr 










165 








170 










175 




Asn 


He 


Ser 


Asp Gly Gin 


Phe 


Thr 


Ser 


Arg 


Ala 


Asp 











180 185 



<210> 4649 
<211> 3276 
<212> DNA 

<213> Homo sapiens 



<400> 4649 

nntgatcaca taaaaatccg 
60 

atcgacaatg gcatcattgt 
120 

gggcaggcca ataaatggat 
1B0 

ttctctgata gcaactacat 
240 

ttgattgaaa acattggaga 
300 

acattcaaac agcaaggagt 
360 

agggatttta agttatacat 
420 

gccgtgaagg tctgtctcct 
480 

cttggcatcg tggctgcgaa 
540 

gtggaaagtg ccaagaacaa 
600 

ctctccatgt ccaagggtaa 
660 

tccaaagtgc tatctgaaga 
720 

cagattgacg agactcggat 
780 



tgcctggcag attgctgggc 
atccaattcc agacgctggg 
taagaacatg gagaaggcga 
gaggatgctg gaaaacgcgc 
agagctggat gcttctatcg 
tgagtacatg aggctgggtg 
cacaacccgt ttgaggaatc 
caacttcatg atcaccccct 
ggagaagcca gagctggaag 
gaagcatctc aaggaaattg 
catcctggag gatgaaaccg 
gatctcagag aaacagaaag 
gggctacaag ccagtggctg 



ttcccgttga ctccttctcc 

ccttaatgat tgaccctcac 

ataaactggc tgtcatcaag 

tgcagttagg cacccctgtc 

aacctatctt gctcaaggca 

aaaacatcat tgaatattcc 

cacattacct cccagaagtt 

tgggtctcca agatcaactc 

agaaaaagaa ccagttgatt 

aagataagat cttggaggtt 

ccatcaaagt tctgtcctcc 

ttgcttccat gacagaaacg 

tgcattctgc caccatcttc 
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ttttgtatct cggacctggc caacatcgag ccgatgtacc agtactccct gacttggttc 
840 

ataaatctct acatgcattc cttgacccac agcacgaaga gcgaggaact gaatctgcgc 
900 

atcaagtaca tcattgacca tttcaccctg agcatctaca acaacgtgtg ccgttctctg 
960 

tttgagaagg acaagctact cttctctctc ctcctgacca tcggcatcat gaaacagaag 
1020 

aaggaaatta cggaggaggt gtggtacttc cttctcactg gaggcatcgc actggataac 
1080 

ccctacccca atccagctcc ccaatggctg tctgagaagg catgggcaga gattgtccgt 
1140 

gcatctgcct tacccaaact gcatggcctg atggagcatt tggaacagaa cctgggtgaa 
1200 

tggaagctga tctatgactc ggcctggccc catgaggagc aactccctgg gtcttggaag 
1260 

ttctctcaag gattggagaa gatggtgatc cttcgatgtt tgcggcctga caaaatggtg 
1320 

ccagcggtcc gggagttcat tgctgaacat atgggaaagc tgtatatcga agcccctacg 
1380 

ttcgatctcc agggat:ccta caatgattcc agctgctgtg cgcctttgat ttttgtgttg 
1440 

tctccaagtg cagacccaat ggcaggcctg ctgaagcttg ctgatgatct tggtatggga 
1500 

ggtaccagaa cacagaccat ctcccttggc caaggccaag gccctattgc tgccaaaatg 
1560 

atcaacaatg ccatcaaaga cgggacctgg gtggtcttac agaactgcca cctggccgca 
1620 

agctggatgc ctaccctgga gaagatttgt gaggaggtga ttgttcctga gagcaccaac 
1680 

gccagattca gactctggct aaccagctat ccatcagaga agtttccagt cagcattctc 
1740 

cagaatggaa tcaaaatgac caatgagccc cccaaagggc tccgggccaa cctgttgcgc 
1800 

tcctacctca atgaccccat ctcagatcct gtgttcttcc aaagctgtgc aaaggcggtg 
1860 

atgtggcaaa agatgttatt tggcctttgt ttcttccacg ccgttgttca agagagaaga 
1920 

aacttcggcc ccctagggtg gaatattccc tatgaattca acgaatctga cctgaggatt 
1980 

agtatgtggc agatccagat gtttctcaat gactacaagg aggtgccctt tgatgctctg 
2040 

acctacctga caggggaatg taattacgga ggcagagtga ctgatgacaa agaccggcgt 
2100 

ctcctgctgt cacttctgtc catgttctac tgtaaggaaa ttgaggagga ctattactcc 
2160 

ctcgctcctg gagacactta ctacatccct cctcatggct cctaccagtc ctatatcgac 
2220 

tatctcagga atctccccat cacagcccac ccagaagtgt tcggcctcca tgagaacgca 
2280 

gacatcacca aagacaacca ggaaaccaac cagctgtttg agggggtcct gctgaccccc 
2340 

cctagacagt caggaggaag tggcaagtcc cctcaggaag tggttgagga gttggcacaa 
2400 
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gacattctct ccaagcttcc cagagacttt 
2460 

gtggtctatg aagaatccat gaataccgtc 
2520 

ctgaccaaag tggttcggag gagcctcatc 
2580 

ctgatgtcct cggagctaga ggaagtcttt 
2640 

atgtgggcag ccaagtctta cccatcactg 
2700 

ctggcccgcc tgaccttctt ccaggaatgg 
2760 

atctctggat tctacttcac acagtctttit 
2820 

aaatatacca tccccattga ccacattgga 
2880 

gtgatggaga ataaccccga agatggggcc 
2940 

cgttgggaca ggaaaacgat gcagattggg 
3000 

ctgcccatca tttggctgaa acctggggag 
3060 

gtgtgtccag tctacaaaac aagtgcccgc 
3120 

accaactatg tcctctccat tgagcttcca 
3180 

c 9 a 9ggg t 99 cctcactgtg ccagctggat 
3240 

taaaaagcat ttcattctta aaaaaaaaaa 
3276 



gacctggaag aggtcatgaa gttgtacccc 
ctaaggcagg agctcatcag attcaacagg 
aatcttggcc gagccatcaa aggacaggtc 
aacagcatgc ttgtgggtaa agtgccagcc 
aagcctctgg ggggctacgt ggctgacctg 
attgacaagg ggccccctgt ggtattttgg 
ttgactggcg tctctcaaaa ttatgcccgg 
tttgagtttg aggtaacccc acaagaaaca 
tacatcaaag ggctcttctt agaaggtgcc 
gaatctctcc ccaaaatcct ctatgaccca 
agcgcaatgt ttctgcatca ggacatctat 
agaggaaccc tctccaccac aggccactct 
acagacatgc cccagaagca ctggataaac 
aactgatggc atttgtctca agacagaaaa 
aaaaaa 



<210> 4650 

<211> 965 

<212> PRT 

<213> Homo sapiens 



<400> 4650 
Val Glu Tyr Met 
1 

Phe Lys Leu Tyr 
20 

Glu Val Ala Val 
35 

Gly Leu Gin Asp 
50 

Glu Leu Glu Glu 
65 

Lys Lys His Leu 

Met Ser Lys Gly 
100 

Ser Ser Ser Lys 
115 

Ala Ser Met Thr 



Arg Leu Gly Glu 
5 

lie Thr Thr Arg 

Lys Val Cys Leu 
40 

Gin Leu Leu Gly 
55 

Lys Lys Asn Gin 
70 

Lys Glu lie Glu 
85 

Asn lie Leu Glu 

Val Leu Ser Glu 
120 

Glu Thr Gin lie 



Asn lie lie Glu 
10 

Leu Arg Asn Pro 
25 

Leu Asn Phe Met 

lie Val Ala Ala 
60 

Leu lie Val Glu 
75 

Asp Lys He Leu 
90 

Asp Glu Thr Ala 
105 

Glu He Ser Glu 
Asp Glu Thr Arg 



Tyr Ser Arg Asp 
15 

His Tyr Leu Pro 
30 

lie Thr Pro Leu 
45 

Lys Glu Lys Pro 

Ser Ala Lys Asn 
80 

Glu Val Leu Ser 
95 

He Lys Val Leu 
110 

Lys Gin Lys Val 
125 

Met Gly Tyr Lys 
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130 135 140 

Pro Val Ala Val His Ser Ala Thr lie Phe Phe Cys lie Ser Asp Leu 
145 150 155 160 

Ala Asn He Glu Pro Met Tyr Gin Tyr Ser Leu Thr Trp Phe He Asn 

165 170 175 

Leu Tyr Met His Ser Leu Thr His Ser Thr Lys Ser Glu Glu Leu Asn 

180 185 190 

Leu Arg He Lys Tyr He He Asp His Phe Thr Leu Ser He Tyr Asn 

195 200 205 

Asn Val Cys Arg Ser Leu Phe Glu Lys Asp Lys Leu Leu Phe Ser Leu 

210 215 220 

Leu Leu Thr He Gly He Met Lys Gin Lys Lys Glu He Thr Glu Glu 
225 230 235 240 

Val Trp Tyr Phe Leu Leu Thr Gly Gly He Ala Leu Asp Asn Pro Tyr 

245 250 255 

Pro Asn Pro Ala Pro Gin Trp Leu Ser Glu Lys Ala Trp Ala Glu He 

260 265 270 

Val Arg Ala Ser Ala Leu Pro Lys Leu His Gly Leu Met Glu His Leu 

275 280 285 

Glu Gin Asn Leu Gly Glu Trp Lys Leu lie Tyr Asp Ser Ala Trp Pro 

290 295 300 

His Glu Glu Gin Leu Pro Gly Ser Trp Lys Phe Ser Gin Gly Leu Glu 
305 310 315 320 

Lys Met Val He Leu Arg Cys Leu Arg Pro Asp Lys Met Val Pro Ala 

325 330 335 

Val Arg Glu Phe He Ala Glu His Met Gly Lys Leu Tyr He Glu Ala 

340 345 350 

Pro Thr Phe Asp Leu Gin Gly Ser Tyr Asn Asp Ser Ser Cys Cys Ala 

355 360 365 

Pro Leu He Phe Val Leu Ser Pro Ser Ala Asp Pro Met Ala Gly Leu 

370 375 380 

Leu Lys Phe Ala Asp Asp Leu Gly Met Gly Gly Thr Arg Thr Gin Thr 
385 390 395 400 

He Ser Leu Gly Gin Gly Gin Gly Pro He Ala Ala Lys Met He Asn 

405 410 415 

Asn Ala He Lys Asp Gly Thr Trp Val Val Leu Gin Asn Cys His Leu 

420 425 430 

Ala Ala Ser Trp Met Pro Thr Leu Glu Lys He Cys Glu Glu Val He 

435 440 445 

Val Pro Glu Ser Thr Asn Ala Arg Phe Arg Leu Trp Leu Thr Ser Tyr 

450 455 460 

Pro Ser Glu Lys Phe Pro Val Ser He Leu Gin Asn Gly He Lys Met 
465 470 475 480 

Thr Asn Glu Pro Pro Lys Gly Leu Arg Ala Asn Leu Leu Arg Ser Tyr 

485 490 495 

Leu Asn Asp Pro He Ser Asp Pro Val Phe Phe Gin Ser Cys Ala Lys 

500 505 510 

Ala Val Met Trp Gin Lys Met Leu Phe Gly Leu Cys Phe Phe His Ala 

515 520 525 

Val val Gin Glu Arg Arg Asn Phe Gly Pro Leu Gly Trp Asn He Pro 

530 535 540 

Tyr Glu Phe Asn Glu Ser Asp Leu Arg He Ser Met Trp Gin He Gin 
545 550 555 560 

Met Phe Leu Asn Asp Tyr Lys Glu Val Pro Phe Asp Ala Leu Thr Tyr 
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Leu Thr Gly Glu 
580 

Arg Arg Leu Leu 
595 

Glu Glu Asp Tyr 
610 

Pro His Gly Ser 
625 

lie Thr Ala His 

Thr Lys Asp Asn 
660 

Thr Leu Pro Arg 
675 

Val Glu Glu Leu 
690 

Asp Leu Glu Glu 
705 

Met Asn Thr Val 

Lys Val Val Arg 
740 

Gin Val Leu Met 
755 

val Gly Lys Val 

770 

Lys Pro Leu Gly 
785 

Phe Gin Glu Trp 

Gly Phe Tyr Phe 
820 

Ala Arg Lys Tyr 
835 

Val Thr Pro Gin 
850 

Tyr lie Lys Gly 
865 

Met Gin lie Gly 

He He Trp Leu 
900 

He Tyr Val Cys 
915 

Ser Thr Thr Gly 
930 

Thr Asp Met Pro 
945 

Cys Gin Leu Asp 



565 

Cys Asn Tyr Gly 

Leu Ser Leu Leu 
600 

Tyr Ser Leu Ala 
615 

Tyr Gin Ser Tyr 
630 

Pro Glu val Phe 
645 

Gin Glu Thr Asn 

Gin Ser Gly Gly 
680 

Ala Gin Asp He 
695 

Val Met Lys Leu 
710 

Leu Arg Gin Glu 
725 

Arg Ser Leu He 

Ser Ser Glu Leu 
760 

Pro Ala Met Trp 
775 

Gly Tyr Val Ala 
790 

lie Asp Lys Gly 
805 

Thr Gin Ser Phe 

Thr He Pro He 
840 

Glu Thr Val Met 
855 

Leu Phe Leu Glu 
870 

Glu Ser Leu Pro 
885 

Lys Pro Gly Glu 

Pro Val Tyr Lys 
920 

His Ser Thr Asn 
935 

Gin Lys His Trp 
950 

Asn 
965 



570 

Gly Arg Val Thr 
585 

Ser Met Phe Tyr 

Pro Gly Asp Thr 
620 

He Asp Tyr Leu 
635 

Gly Leu His Glu 
650 

Gin Leu Phe Glu 
665 

Ser Gly Lys Ser 

Leu Ser Lys Leu 
700 

Tyr Pro Val Val 
715 

Leu He Arg Phe 
730 

Asn Leu Gly Arg 
745 

Glu Glu Val Phe 

Ala Ala Lys Ser 
780 

Asp Leu Leu Ala 
795 

Pro Pro Val Val 
810 

Leu Thr Gly Val 
825 

Asp His He Gly 

Glu Asn Asn Pro 
860 

Gly Ala Arg Trp 
B75 

Lys He Leu Tyr 
890 

Ser Ala Met Phe 
905 

Thr Ser Ala Arg 

Tyr Val Leu Ser 
940 

He Asn Arg Gly 
955 



575 

Asp Asp Lys Asp 
590 

Cys Lys Glu He 
605 

Tyr Tyr He Pro 

Arg Asn Leu Pro 
640 

Asn Ala Asp He 
65S 

Gly Val Leu Leu 
670 

Pro Gin Glu Val 
685 

Pro Arg Asp Phe 

Tyr Glu Glu Ser 
720 

Asn Arg Leu Thr 
735 

Ala He Lys Gly 
750 

Asn Ser Met Leu 
765 

Tyr Pro Ser Leu 

Arg Leu Thr Phe 
800 

Phe Trp He Ser 
815 

Ser Gin Asn Tyr 
830 

Phe Glu Phe Glu 
845 

Glu Asp Gly Ala 

Asp Arg Lys Thr 
880 

Asp Pro Leu Pro 
895 

Leu His Gin Asp 
910 

Arg Gly Thr Leu 
925 

He Glu Leu Pro 

Val Ala Ser Leu 
960 



<210> 4651 
<211> 869 
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<212> DNA 

<213> Homo sapiens 
<400> 4651 

ngggcccgca ctttcccgga gtgcaccccg cggccgccag ccggggcgat ggcggggctc 
60 

tggctggggc tcgtgtggca gaagctgctg ctgtggggcg cggcgagtgc cgtttccctg 
120 

gccggcgcca gtctggtcct gagcctgctg cagagggtgg cgagctacgc gcggaaatgg 
180 

cagcagatgc ggcccatccc cacggtggcc cgcgcctacc cactggtggg ccacgcgctg 
240 

ctgatgaagc cggacgggcg agaatttttt cagcagatca ccgagtacac agaggaatac 
300 

cgccacatgc cgctgctgaa gctctgggtc gggccagtgc ccatggtggc cctttataat 
360 

gcagaaaatg tggaggtaat tttaactagt ccaaagcaaa ttgacaaatc ctctatgtac 
420 

aagtttttag aaccatggct tggcctagga cttcttacaa gtactggaaa caaatggcgc 
480 

tccaggagaa agatgttaac acccactttc cattttacca ttctggaaga tttcttagat 
540 

atcatgaatg aacaagcaaa tatattggtt aagaaacttg aaaaacacat taaccaagaa 
600 

gcatttaact gcttttttta catcactctt tgtgccttag atatcatctg tgaaacagct 
660 

atggggaaga atattggtgc tcaaagtaat gatgattccg agtatgtccg tgcagtttat 
720 

agaatgagtg agatgatatt tccaagaata aagatgccct ggctttggct tgatctctgg 
780 

taccttatgt ttaaagaagg atgggaacac aaaaagagcc ttaagatcct acatactttt 
840 

acccacagtg tcatcccgga acgggccaa 
869 

<210> 4652 
<211> 289 
<212> PRT 

<213> Homo sapiens 
<400> 4652 



Xaa Ala 


Arg 


Thr 


Phe 


Pro 


Glu 


Cys 


Thr 


Pro 


Arg 


Pro 


Pro 


Ala 


Gly Ala 


1 




5 










10 










15 


Met Ala 


Gly 


Leu 


Trp 


Leu 


Gly 


Leu 


Val 


Trp 


Gin 


Lys 


Leu 


Leu 


Leu Trp 




20 










25 










30 




Gly Ala 


Ala 


Ser 


Ala 


Val 


Ser 


Leu 


Ala 


Gly 


Ala 


Ser 


Leu 


Val 


Leu Ser 


35 










40 










45 






Leu Leu 


Gin 


Arg 


Val 


Ala 


Ser 


Tyr 


Ala 


Arg 


Lys 


Trp 


Gin 


Gin 


Met Arg 


50 










55 










60 






Ala Leu 


Pro lie 


Pro 


Thr 


Val 


Ala 


Arg 


Ala 


Tyr 


Pro 


Leu 


Val 


Gly 


His 


65 








70 










75 








80 


Leu Met 


Lys 


Pro 


Asp 


Gly 


Arg 


Glu 


Phe 


Phe 


Gin 


Gin 


He 


He 


Glu Tyr 






85 










90 










95 


Thr Glu 


Glu 


Tyr 


Arg 


His 


Met 


Pro 


Leu 


Leu 


Lys 


Leu 


Trp 


Val 


Gly Pro 
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100 








105 










110 






Val Pro Met 


Val 


Ala 


Leu Tyr 


Asn 


Ala 


Glu 


Asn 


Val 


Glu 


val 


He 


Leu 


115 








120 










125 








Thr Ser Ser 


Lys 


Gin 


He Asp 


Lys 


Ser 


Ser 


Met 


Tyr 


Lys 


Phe 


Leu 


Glu 


130 






135 










140 










Pro Trp Leu Gly 


Leu 


Gly Leu 


Leu 


Thr 


Ser Thr Gly Asn 


Lys 


Trp 


Arg 


145 






150 








155 










160 


Ser Arg Arg 


Lys 


Met 


Leu Thr 


Pro 


Thr 


Phe 


His 


Phe 


Thr 


He 


Leu 


Glu 






165 








170 










175 




Asp Phe Leu 


Asp 


lie 


Met Asn 


Glu 


Gin 


Ala 


Asn 


He 


Leu 


Val 


Lys 


Lys 


180 








185 










190 






Leu Glu Lys 


His 


He 


Asn Gin 


Glu 


Ala 


Phe 


Asn 


Cys 


Phe 


Phe 


Tyr 


He 


195 








200 










205 








Thr Leu Cys 


Ala 


Leu 


Asp He 


He 


Cys 


Glu 


Thr 


Ala 


Met 


Gly Lys 


Asn 


210 






215 










220 










He Gly Ala 


Gin 


Ser 


Asn Asp 


Asp 


Ser 


Glu 


Tyr 


Val 


Arg 


Ala 


Val 


Tyr 


225 






230 








235 










240 


Arg Met Ser 


Glu 


Met 


He Phe 


Pro 


Arg 


He 


Lys 


Met 


Pro 


Trp 


Leu 


Trp 






245 








250 










255 




Leu Asp Leu 


Trp 


Tyr 


Leu Met 


Phe 


Lys 


Glu Gly Trp 


Glu 


His 


Lys 


Lys 




260 








265 










270 






Ser Leu Lys 


He 


Leu 


His Thr 


Phe 


Thr 


His 


Ser 


val 


He 


Pro 


Glu 


Arg 


275 








280 










285 









Ala 



<210> 4653 
<211> 1276 
<212> DNA 

<213> Homo sapiens 
<400> 4653 

nagcgctccc gtgggtggaa cagtgactct tcgagaagac agtgccaaga ggttggagag 
60 

gagggcacgc cgcatctccg catgtctgtc ggattattcg ctagccagcg acagtggggt 
120 

gtttgaacct ctaaccaaaa ggaacgaaga tgccgaggag cctgcctacg gagacacggc 
180 

cagtaacgga gatccccaga tccacgtggg actcctgcgc gacagtggca gcgagtgtct 
240 

cctcgtgcac gtgctgcagc tgaagaaccc ggcggggctg gcggtgaagg aagactgcaa 
300 

agtccacatc cgagtctatt tgcccccact tcggtggata gcggctgtag caactgcacc 
360 

cagaccagcc ctccgtaccc agagccctgt tgcatgggta tcgactccat cctgggccac 
420 

ccatttgctg ctcaggcagg gccttacagc cccgagaaat ttcagccctc gcctcttaag 
480 

gttgataagg aaaccaacac ggaagatctc tttctggaag aagcagccag cctcgtgaag 
540 

gagcggccca gccgccgggc ccgagggtcg ccttttgttc ggagtggcac gattgtccgt 
600 

tcccagacat tctcgcctgg agcacgaagc cagtatgttt gcagacttta tcgtagtgac 
660 
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agcgacagtt caacgctgcc ccggaagtcc ccctttgtcc gaaatacttt ggaaagacga 
720 

acccttcgct ataagcagtc atgcaggtct tccctggctg agctcatggc ccgcacctcc 
780 

ctggacttgg agctggatct ccaggcgtcg agaacacggc agaggcagct gaatgaggag 
840 

ctctgcgccc tccgtgagct gcggcagcgg ttggaggacg cccagctccg tggccagact 
900 

gacctcccac cctgggtgct tcgggacgag cggctccgtg gcctgctgcg ggaggccgag 
960 

cggcagacaa gacagaccaa acttgactac cgtcatgagc aggcggctga gaagatgctg 
1020 

aagaaggcct ccaaggagat ctaccagctg cgtgggcaga gccacaaaga gcccatccaa 
1080 

gtgcagacct ttagggagaa gatagcattc ttcacaaggc caaggatcaa catacctcct 
1140 

ctcccagccg acgacgtctg atggagtgca ttgtgcacat gaagtattta tccacctgtt 
1200 

ttattttcat gaagttctta gactagctga atttgtcttt aaaatatttg tgcaaagcta 
1260 

ttaatataca catttt 
1276 

<210> 4654 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<400> 4654 

Met Gly He Asp Ser He Leu Gly His Pro Phe Ala Ala Gin Ala Gly 

15 10 15 

Pro Tyr Ser Pro Glu Lys Phe Gin Pro Ser Pro Leu Lys Val Asp Lys 

20 25 30 

Glu Thr Asn Thr Glu Asp Leu Phe Leu Glu Glu Ala Ala Ser Leu Val 

35 40 45 

Lys Glu Arg Pro Ser Arg Arg Ala Arg Gly Ser Pro Phe Val Arg Ser 

50 55 60 

Gly Thr He Val Arg Ser Gin Thr Phe Ser Pro Gly Ala Arg Ser Gin 
65 70 75 80 

Tyr Val Cys Arg Leu Tyr Arg Ser Asp Ser Asp Ser Ser Thr Leu Pro 

85 90 95 

Arg Lys Ser Pro Phe Val Arg Asn Thr Leu Glu Arg Arg Thr Leu Arg 

100 105 110 

Tyr Lys Gin Ser Cys Arg Ser Ser Leu Ala Glu Leu Met Ala Arg Thr 

115 120 125 

Ser Leu Asp Leu Glu Leu Asp Leu Gin Ala Ser Arg Thr Arg Gin Arg 

130 135 140 

Gin Leu Asn Glu Glu Leu Cys Ala Leu Arg Glu Leu Arg Gin Arg Leu 
145 150 155 160 

Glu Asp Ala Gin Leu Arg Gly Gin Thr Asp Leu Pro Pro Trp Val Leu 

165 170 175 

Arg Asp Glu Arg Leu Arg Gly Leu Leu Arg Glu Ala Glu Arg Gin Thr 

180 185 190 

Arg Gin Thr Lys Leu Asp Tyr Arg His Glu Gin Ala Ala Glu Lys Met 
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195 200 205 

Leu Lys Lys Ala Ser Lys Glu lie Tyr Gin Leu Arg Gly Gin Ser His 

210 215 220 

Lys Glu Pro He Gin Val Gin Thr Phe Arg Glu Lys He Ala Phe Phe 
225 230 235 240 

Thr Arg Pro Arg He Asn He Pro Pro Leu Pro Ala Asp Asp Val 
245 250 255 

<210> 4655 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<400> 4655 

gcggccgcgc aggtcctcgc gcttgcggaa ggtgcgcacg tactccatgc ggtccagcgc 
60 

cacgagcagc aggaacaggc cgggcacaca cacagacagc agcagcgtca gcgccttgcg 
120 

cgccacgggg tccgccgcgc cgcgccgcgc cgccttgtag ttctggaaga tgaagtagag 
180 

cttgatctcc agcacgaaga tgtaaaggaa ccacaggatc atggcgtagc cgcgcttggc 
240 

cgtgcgcacc tcggcgccca cccacacggc cacgtagcgc agcaccagca ggaagcacac 
300 

gtcgcccacc agcacgatga tgcacacgcc gatcttgcgc gggccctggt tctgctccac 
360 

caggtacgcg tccatgacgg ccatgctgcc catgatcacc agcgtggtca ggcacacgtg 
420 

gcgccggtcc gggggcggca gcaccatggt cggccg 
456 

<210> 4656 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 4656 



Ala 


Ala 


Ala 


Gin 


Val 


Leu 


Ala 


Leu Ala Glu Gly Ala 


His 


Val 


Leu 


His 


1 








5 






10 






15 




Ala 


Val 


Gin 


Arg 


His 


Glu 


Gin 


Gin Glu Gin Ala Gly 


His 


Thr 


His 


Arg 








20 








25 




30 






Gin 


Gin 


Gin 


Arg 


Gin 


Arg Leu Ala Arg His Gly Val 


Arg 


Arg 


Ala 


Ala 






35 










40 


45 








Pro 


Arg 


Arg 


Leu 


Val 


Val 


Leu 


Glu Asp Glu Val Glu 


Leu 


Asp 


Leu 


Gin 




50 










55 


60 










His 


Glu 


Asp 


Val 


Lys 


Glu Pro Gin Asp His Gly Val 


Ala 


Ala 


Leu 


Gly 


65 










70 




75 








80 


Arg 


Ala 


His 


Leu 


Gly 


Ala 


His 


Pro His Gly His Val 


Ala 


Gin 


His 


Gin 








85 






90 






95 




Gin 


Glu 


Ala 


His 


Val 


Ala 


His 


Gin His Asp Asp Ala 


His 


Ala 


Asp 


Leu 








100 








105 




110 






Ala 


Arg 


Ala 


Leu 


Val 


Leu 


Leu 


His Gin Val Arg Val 


His 


Asp 


Gly 


His 




115 










120 


125 








Ala 


Ala 


His 


Asp 


His 


Gin 


Arg 


Gly Gin Ala His Val 


Ala 


Pro 


Val 


Arg 
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130 135 140 

Gly Arg Gin His His Gly Arg Pro 
145 150 

<210> 4657 
<211> 723- 
<212> DNA 

<213> Homo sapiens 
<400> 4657 

nnacgcgtga tggctggcgg agtcatggac aaggagtacg tgggttttgc tgccctcccc 
60 

aaccagctgc accgcaagtc tgtcaagaag gggtttgact tcacgctaat ggtggcaggg 
120 

gagtcaggcc tagggaaatc caccctcatc aacagcctct tcctcaccaa cctctatgag 
180 

gatcgccagg tgccagaggc cagtgctcgc ttgacacaga ccctggccat tgagcgccgg 
240 

ggcgtagaga ttgaggaagg gggtgtgaaa gtgaagctga cccttgtgga cacacctggc 
300 

tttggggact cagtggactg ctctgactgc tggcttccgg tggtgaaatt catcgaggag 
360 

caatttgagc agtaccttag ggatgagagt ggcctgaacc ggaagaacat ccaggactcc 
420 

cgagtccact gctgcctcta cttcatctca cccttcggcc gggctccggc ccctagatgt 
480 

ggcttcctcc gggcaataca cgagaaagtc aacatcatcc cagtcattgg caaagcggat 
540 

gccctgatgc cccaggaaac ccaggccctc aagcagaaga tccgggatca gttgaaggaa 
600 

gaggagatcc acatctacca gttccccgaa tgtgactctg atgaagatga agacttcaag 
660 

aggcaggatg cagagatgaa ggaaagcatc ccttttgcag tcgtgggatc atgcgaggtg 

720 

gta 

723 

<210> 4658 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 4658 

Met Asp Lys Glu Tyr Val Gly Phe Ala Ala Leu Pro Asn Gin Leu His 

15 10 15 

Arg Lys Ser Val Lys Lys Gly Phe Asp Phe Thr Leu Met Val Ala Gly 

20 25 30 

Glu Ser Gly Leu Gly . Lys Ser Thr Leu He Asn Ser Leu Phe Leu Thr 

35 40 45 

Asn Leu Tyr Glu Asp Arg Gin Val Pro Glu Ala Ser Ala Arg Leu Thr 

50 55 60 

Gin Thr Leu Ala He Glu Arg Arg Gly Val Glu He Glu Glu Gly Gly 
65 70 75 80 

Val Lys Val Lys Leu Thr Leu Val Asp Thr Pro Gly Phe Gly Asp Ser 
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85 90 



Val 


Asp 


Cys 


Ser Asp 


Cys 


Trp 


Leu 


Pro Val 


Val 


Lys 


Phe He 


Glu 


Glu 




100 








105 






110 






Gin 


Phe 


Glu 


Gin Tyr 


Leu Arg Asp 


Glu Ser 


Gly 


Leu 


Asn Arg 


Lys 


Asn 






115 








120 








125 




Phe 


He 


Gin 


Asp 


Ser Arg 


Val 


His 


Cys 


Cys Leu 


Tyr 


Phe 


He Ser 


Pro 




130 








135 








140 




His 


Glu 


Gly Arg Ala 


Pro Ala 


Pro 


Arg 


Cys 


Gly Phe 


Leu 


Arg 


Ala He 


145 








150 








155 








160 


Lys 


Val 


Asn 


He He 


Pro 


Val 


He 


Gly Lys 


Ala 


Asp 


Ala Leu 


Met 


Pro 






165 








170 








175 




Gin 


Glu 


Thr 


Gin Ala 


Leu 


Lys 


Gin 


Lys He 


Arg 


Asp 


Gin Leu 


Lys 


Glu 








180 








185 






190 






Glu 


Glu 


He 


His He 


Tyr 


Gin 


Phe 


Pro Glu 


Cys 


Asp 


Ser Asp 


Glu 


Asp 






195 








200 








205 






Glu 


Asp 


Phe 


Lys Arg 


Gin 


Asp 


Ala 


Glu Met 


Lys 


Glu 


Ser He 


Pro 


Phe 




210 








215 








220 








Ala 


Val 


Val 


Gly Ser Cys 


Glu 


Val 


val 













225 230 

<210> 4659 

<211> 864 

<212> DNA 

<213> Homo sapiens 

<400> 4659 

tttaaaagca gtggaaatta gtaaacaagg ttccgagcag gaaatgtctt gtggcctggg 
60 

agagaatctc accacaaatg aaaactacgt gaaaggccct gcactgaaaa tgcaagctca 
120 

ggcgccggtg gtcgttgtga cccaacctgg agtcggtccc ggtccggccc cccagaactc 
180 

caactggcag acaggcatgt gtgactgttt cagcgactgc ggagtctgtc tctgtggcac 
240 

attttgtttc ccgtgccttg ggtgtcaagt tgcagctgat atgaatgaat gctgtctgtg 
300 

tggaacaagc gtcgcaatga ggactctcta caggacccga tatggcatcc ctggatctat 
360 

ttgtgatgac tatatggcaa ctctttgctg tcctcattgt actctttgcc aaatcaagag 
420 

agatatcaac agaaggagag ccatgcgtac tttctaaaaa ctgatggtga aaagctctta 
480 

ccgaagcaac aaaattcagc agacacctct tcagcttgag ttcttcacca tcttttgcaa 
540 

ctgaaatatg atggatatgc ttaagtacaa ctgatggcat gaaaaaaatc aaatttttga 
600 

tttattataa atgaatgttg tccctgaact tagctaaatg gtgcaactta gtttctcctt 
660 

gctttcatat tatcgaattc gaatttcctg gcttataaac tttttaaatt acatttgaaa 
720 

tataaaccaa atgaaatatt ttactgataa gattcttcat gcttctttgc tctccttaaa 
780 

atgtcttttt cactagttag ttccaagggt cagtctcata attttgttct tatactttga 
840 
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tttccttttt cttttttttt tttg 
864 



<210> 4660 
<211> 192 
<212> PRT 

<213> Homo sapiens 



<400> 4660 

Met Pro Ser Val Val Leu Lys His He His His He Ser Val Ala Lys 

15 10 15 

Asp Gly Glu Glu Leu Lys Leu Lys Arg Cys Leu Leu Asn Phe Val Ala 

20 25 30 

Ser Val Arg Ala Phe His His Gin Phe Leu Glu Ser Thr His Gly Ser 

35 40 45 

Pro Ser Val Asp He Ser Leu Asp Leu Ala Lys Ser Thr Met Arg Thr 

50 55 60 

Ala Lys Ser Cys His He Val He Thr Asn Arg Ser Arg Asp Ala He 
65 70 75 80 

Ser Gly Pro Val Glu Ser Pro His Cys Asp Ala Cys Ser Thr Gin Thr 

85 90 95 

Ala Phe He His He Ser Cys Asn Leu Thr Pro Lys Ala Arg Glu Thr 

100 105 HO 

Lys Cys Ala Thr Glu Thr Asp Ser Ala Val Ala Glu Thr Val Thr His 

115 120 125 

Ala Cys Leu Pro Val Gly Val Leu Gly Gly Arg Thr Gly Thr Asp Ser 

130 135 140 

Arg Leu Gly His Asn Asp His Arg Arg Leu Ser Leu His Phe Gin Cys 
145 150 155 160 

Arg Ala Phe His Val Val Phe He Cys Gly Glu He Leu Ser Gin Ala 

165 170 175 

Thr Arg His Phe Leu Leu Gly Thr Leu Phe Thr Asn Phe His Cys Phe 
180 185 190 

<210> 4661 
<211> 153 
<212> DNA 

<213> Homo sapiens 
<400> 4661 

cggatctgca tgccgctcac cgtagacgag tacaaaattg gacagctgta catgatcagc 
60 

aaacacagcc atgaacagag tgaccgggga gaaggggtgg aggtcgtcca gaatgagccc 
120 

tttgaggacc ctcaccatgg ccatgggcag ttc 
153 



<210> 4662 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 4662 

Arg He Cys Met Pro Leu Thr Val Asp Glu Tyr Lys He Gly Gin Leu 
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1.5 10 15 

Tyr Met He Ser Lys His Ser His Glu Gin Ser Asp Arg Gly Glu Gly 

20 25 30 

Val Glu Val Val Gin Asn Glu Pro Phe Glu Asp Pro His His Gly His 

35 40 45 

Gly Gin Phe 
50 

<210> 4663 
<211> 1550 
<212> DNA 

<213> Homo sapiens 
<400> 4663 

atgttccggc acacggacag cctctttccc atcctactgc agacgttatc ggatgaatcg 
60 

gatgaggtga tcctgaagga cctggaggtg ctggcagaaa tcgcttcctc ccccgcaggc 
120 

cagacggatg acccaggccc cctcgatggc cctgacctcc aggccagcca ctcagagctc 
180 

caggtgccca cccctggcag agccggccta ctgaacacct ctggtaccaa aggcttagaa 
240 

tgttctcctt caactcccac catgaattct tacttttata agttcatgat caaccttctc 
300 

aagagattca gcagcgaacg gaagctcctg gaggtcagag gccctttcat catcaggcag 
360 

ctgtgcctcc tgctgaatgc ggagaacatc ttccactcaa tggcagacat cctgctgcgg 
420 

gaggaggacc tcaagttcgc ctcgaccatg gtccacgccc tcaacaccat cctgctgacc 
480 

tccacagagc tcttccagct aaggaaccag ctgaaggacc tgaagaccct ggagagccag 
540 

aacctgttct gctgcctgta ccgctcctgg tgccacaacc cagtcaccac ggtgtccctc 
600 

tgcttcctca cccagaacta ccggcacgcc tatgacctca tccagaagtt tggggacctg 
660 

gaggtcaccg tggacttcct cgcagaggtg gacaagctgg tgcagctgat tgagtgcccc 
720 

atcttcacat atctgcgcct gcagctgctg gacgtgaaga acaaccccta cctgatcaag 
780 

gccctctacg gcctgctcat gctcctgccg cagagcagcg ccttccagct gctctcgcac 
840 

cggctccagt gcgtgcccaa ccctgagctg ctgcagaccg aagacagtct aaaggcagcc 
900 

cccaagtccc agaaagctga ctcccctagc atcgactacg cagagctgct gcagcacttt 
960 

gagaaggtcc agaacaagca cctggaagtg cggcaccagc ggagcgggcg tggggaccac 
1020 

ctggaccgga gggttgtcct ctgacaggcc tggcacggag gagggcccac cgagtggtcc 
1080 

catgaaacac taagggtcgt cacgccctcc cgaggagctc aaggacctgc ctgtcaggac 
1140 

cagggctggg cctgccaacc cagggcagtg ttggggccgg aggctgctgt gtctgcccaa 
1200 
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gctcctctca gagtccagtc cccaggcctc cagcgctgtc agctgcaccc tggcattctc 
1260 

acagagctgg ctgcccaccc agtggggggc tatagcctca gagaccactc atcctctgga 
1320 

atcaacctct ttctaatacc ctcttggaaa aagagcttgc ccctcctcca gcacactaga 
1380 

gctctggcct tgtgtgtata tgtatacata cgtgaacaca tgcctgtgtg tgtgtgtgtg 
1440 

tgtgtacttg tatgcacgta ggcaccagca caaagatctg aatgatgcac cccaccccca 
1500 

ccccaataaa gaaataacag aaaaccctca aaaaaaaaaa aaaaaaaaaa 
1550 

<210> 4664 
<211> 347 
<212> PRT 

<213> Homo sapiens 
<400> 4664 

Met Phe Arg His Thr Asp Ser Leu Phe Pro lie Leu Leu Gin Thr Leu 

15 10 15 

Ser Asp Glu Ser Asp Glu Val lie Leu Lys Asp Leu Glu Val Leu Ala 

20 25 30 

Glu He Ala Ser Ser Pro Ala Gly Gin Thr Asp Asp Pro Gly Pro Leu 

35 40 45 

Asp Gly Pro Asp Leu Gin Ala Ser His Ser Glu Leu Gin Val Pro Thr 

50 55 60 

Pro Gly Arg Ala Gly Leu Leu Asn Thr Ser Gly Thr Lys Gly Leu Glu 
65 70 75 80 

Cys Ser Pro Ser Thr Pro Thr Met Asn Ser Tyr Phe Tyr Lys Phe Met 

85 90 95 

He Asn Leu Leu Lys Arg Phe Ser Ser Glu Arg Lys Leu Leu Glu Val 

100 105 110 

Arg Gly Pro Phe He He Arg Gin Leu Cys Leu Leu Leu Asn Ala Glu 

115 120 125 

Asn He Phe His Ser Met Ala Asp He Leu Leu Arg Glu Glu Asp Leu 

130 135 140 

Lys Phe Ala Ser Thr Met Val His Ala Leu Asn Thr He Leu Leu Thr 
145 150 155 160 

Ser Thr Glu Leu Phe Gin Leu Arg Asn Gin Leu Lys Asp Leu Lys Thr 

165 170 175 

Leu Glu Ser Gin Asn Leu Phe Cys Cys Leu Tyr Arg Ser Trp Cys His 

180 185 190 

Asn Pro Val Thr Thr Val Ser Leu Cys Phe Leu Thr Gin Asn Tyr Arg 

195 200 205 

His Ala Tyr Asp Leu He Gin Lys Phe Gly Asp Leu Glu Val Thr Val 

210 215 220 

Asp Phe Leu Ala Glu Val Asp Lys Leu Val Gin Leu He Glu Cys Pro 
225 230 235 240 

He Phe Thr Tyr Leu Arg Leu Gin Leu Leu Asp Val Lys Asn Asn Pro 

245 250 255 

Tyr Leu He Lys Ala Leu Tyr Gly Leu Leu Met Leu Leu Pro Gin Ser 

260 265 270 

Ser Ala Phe Gin Leu Leu Ser His Arg Leu Gin Cys Val Pro Asn Pro 
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275 






280 










285 






Glu 


Leu Leu 
290 


Gin 


,Thr 


Glu Asp Ser 
295 


Leu 


Lys 


Ala 


Ala 
300 


Pro 


Lys 


Ser Gin 


Lys 


Ala Asp 


Ser 


Pro 


Ser lie Asp 


Tyr 


Ala 


Glu 


Leu 


Leu 


Gin 


His Phe 


305 








310 






315 








320 


GlU 


Lys Val 


Gin 


Asn 


Lys His Leu 


Glu 


Val 


Arg 


His 


Gin 


Arg 


Ser Gly 






325 






330 










335 


Arg 


Gly Asp 


His 
340 


Leu 


Asp Arg Arg 


Val 
345 


val 


Leu 











<210> 4665 

<211> 1043 

<212> DNA 

<213> Homo sapiens 

<400> 4665 

nttcggcacg agggtggatc tcatcgaaag gcggcgcgat ctgtgtcggg cattaccaga 
60 

agagtcttca tgtggacagt ctcagggaca ccatgtagag aattttggtc tcgattcaga 
120 

aaagagaaag agccagtggt tgttgagaca gtagaagaga aaaaggaacc tatcctagtg 
180 

tgtccacctt tacgaagccg agcatacaca ccacctgaag atctccagag tcgtttggaa 
240 

tcttacgtta aagaagtttt tggttcatct cttcctagta attggcaaga catctccctg 
300 

gaagatagtc gtctaaagtt caatcttctg gctcatttag ctgatgactt gggtcatgta 
360 

gtccctaact ccagactcca ccagatgtgc agggttagag atgttcttga tttctataat 
420 

gtccctattc aagatagatc taaatttgat gaactcagtg ccagtaatct gccccccaat 
480 - 

ttgaaaatca cttggagtta ctaagcaatt cggaagagaa acacattgaa atcactgtct 
540 

ttccctgagc aagggggctg ctcattagat cttttgatac tttaccatgt gaaatactac 
600 

cagaactgtt ctctaaaccc actttttctg tagaggaatg tatcatcttt ttttttctca 
660 

tattacaaat ggacaaataa cggactttct attttcatat ttgctgaaac cattttttaa 
720 

atgaaattag gtcattattt atgaaaagtt ttgagagggc actgtcaact tgggtttaag 
780 

acaggaggac attgcaagtt cacacctttc ataagcataa agtagttgca agaaagtatt 
840 

ttcatcctgt taggattcat atctaagata gagttatgca ttgcacatac acaaataaac 
900 

ttttattaga tagataccta taaaagaaac ataaaagtat gttgtgtatt actgacagtt 
960 

ctagattaat ttcttttaga attaaagtag atttgttaaa aaaaaaaaaa aaaaaaaaaa 
1020 

aaaaaaaaaa aaaaaaaaaa aaa 
1043 

<210> 4666 
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<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 4666 

Xaa Arg His Glu Gly Gly Ser His Arg Lys Ala Ala Arg Ser Val Ser 

15 10 15 

Gly He Thr Arg Arg Val Phe Met Trp Thr Val Ser Gly Thr Pro Cys 

20 25 30 

Arg Glu Phe Trp Ser Arg Phe Arg Lys Glu Lys Glu Pro Val Val Val 

35 40 * 45 

Glu Thr Val Glu Glu Lys Lys Glu Pro He Leu Val Cys Pro Pro Leu 

50 55 60 

Arg Ser Arg Ala Tyr Thr Pro Pro Glu Asp Leu Gin Ser Arg Leu Glu 
65 70 75 80 

Ser Tyr Val Lys Glu Val Phe Gly Ser Ser Leu Pro Ser Asn Trp Gin 

85 90 95 

Asp He Ser Leu Glu Asp Ser Arg Leu Lys Phe Asn Leu Leu Ala His 

100 105 110 

Leu Ala Asp Asp Leu Gly His Val Val Pro Asn Ser Arg Leu His Gin 

115 120 125 

Met Cys Arg Val Arg Asp Val Leu Asp Phe Tyr Asn Val Pro He Gin 

130 135 140 

Asp Arg Ser Lys Phe Asp Glu Leu Ser Ala Ser Asn Leu Pro Pro Asn 
145 150 155 160 

Leu Lys He Thr Trp Ser Tyr 
165 

<210> 4667 
<211> 1031 
<212> DNA 

<213> Homo sapiens 



<400> 4667 

ntggccatgg gcacgtccct gtatgccccc 
60 

ggcaacatgg agctgctggt gaggtatggc 
120 

cctctgctgg aggggaaagc ccgctcctgt 
180 

tcagatgcca ccaacattga ggcttccatc 
240 

ggtcacaaat ggtggatcac aggcatcctg 
300 

ggaaaaacag acccacatgc accaagacac 
360 

gataccccag ggataaaaat catccggcct 
420 

ggtggccatg gtgaagtccg atttgagcac 
480 

ggccctggcc gaggctttga gatcgcccag 
540 

tgcatgaggc tgatcgggtt ctcagagagg 
600 



gaggtatgta actgctctgc gcctgacacg 
accgaagcgc agaaggctcg ctggctgatt 
tttgctatga ccgagcccca ggttgcctct 
agagaggagg acagcttcta tgtcataaac 
gatcctcgtt gccaactctg tgtgtttatg 
cggcagcagt ctgtgctctt ggttcccatg 
ctgacggtgt atggactgga agatgcacca 
gtgcgtgtgc ccaaagagaa catggtcctg 
ggcagactgg gccccggcag gatccatcac 
gccctggcac tcatgaaggc ccgcgtgagt 
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gctttccccc gcacccagca 
660 

caattcctac ctgttttctg 
720 

aagaagttgc attcctgtct 
780 

agaatggacc ccactctgtc 
840 

agggcaaggt tccaaggtgt 
900 

gtgcaatggc tcacagctat 
960 

gaagccaagc atttgagacc 
1020 

aaaaaaaaaa a 
1031 



ctgactcaga accaccacct 
agtgcagtcc tagcaggtga 
gctttgcatc tgctactttg 
gaggtgacct gaagggaaac 
aaaggtcatg ctgctagcac 
aatcccagta ctttgggagg 
agcctaggcg aaaaagagag 



tctgctttgc tgtcggactt 
agcaaggtga tgtccttgcc 
ctgcagtttg gattcagagc 
gccaggctct gtagcagcag 
attattaaaa atcagtctgg 
tctaggtagg agggttgctt 
actcagtctc tacaaaaaaa 



<210> 4668 

<211> 207 

<212> PRT 

<213> Homo sapiens 



<400> 4668 
Xaa Ala Met Gly 
1 

Ala Pro Asp Thr 
20 

Ala Gin Lys Ala 
35 

Ser Cys Phe Ala 
50 

Asn He Glu Ala 
65 

Gly His Lys Trp 

Cys Val Phe Met 
100 

Gin Ser Val Leu 
115 

Arg Pro Leu Thr 
130 

Glu Val Arg Phe 
145 

Gly Pro Gly Arg 

Arg He His His 
180 

Ala Leu Met Lys 
195 



Thr Ser Leu Tyr 
5 

Gly Asn Met Glu 

Arg Trp Leu He 
40 

Met Thr Glu Pro 
55 

Ser He Arg Glu 
70 

Trp He Thr Gly 
85 

Gly Lys Thr Asp 

Leu Val Pro Met 
120 

Val Tyr Gly Leu 
135 

Glu His Val Arg 
150 

Gly Phe Glu He 
165 

Cys Met Arg Leu 

Ala Arg Val Ser 
200 



Ala Pro Glu Val 
10 

Leu Leu Val Arg 
25 

Pro Leu Leu Glu 

Gin Val Ala Ser 
60 

Glu Asp Ser Phe 
75 

He Leu Asp Pro 
90 

Pro His Ala Pro 
105 

Asp Thr Pro Gly 

Glu Asp Ala Pro 
140 

Val Pro Lys Glu 
155 

Ala Gin Gly Arg 
170 

He Gly Phe Ser 
185 

Ala Phe Pro Arg 



Cys Asn Cys Ser 
15 

Tyr Gly Thr Glu 
30 

Gly Lys Ala Arg 
45 

Ser Asp Ala Thr 

Tyr Val He Asn 
80 

Arg Cys Gin Leu 
95 

Arg His Arg Gin 
110 

He Lys He He 
125 

Gly Gly His Gly 

Asn Met Val Leu 
160 

Leu Gly Pro Gly 
175 

Glu Arg Ala Leu 

190 
Thr Gin His 
205 



<210> 4669 

<211> 683 

<212> DMA 

<213> Homo sapiens 
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<400> 4669 

nnaagcttca gtgggctacg tggaatcata caagaaaaat atagagcaaa taaaaagaaa 
60 

cagaaagtat ttcaacacaa tgaacttaag aaagagactt gtgttcaggc aggttttcag 
120 

gacatgaaca taaaaaaaca gattcaggaa cagcaccagg ctgccattat tattcagaag 
180 

cattgtaaag cctttaaaat aaggaagcat tatctccaca ttagagcaac agtagtttct 
240 

attcaaagaa gatacagaaa actaactgca gtgcgtaccc aagcagttat ttgtatacag 
300 

Ccttattaca gaggctttaa agtacgaaag gatattcaaa atatgcaccg ggctgccaca 
360 

ctaattcagt cattctatcg aatgcacagg gccaaagttg attattaaac aaagaaaact 
420 

gcaattgtgg ttatacagaa ttattatagg ttgtatgtta gagtaaaaac agaaagaaaa 
480 

aactttttag cagttcagaa atctgtccga actattcagg ctgcttttag aggcatgaaa 
540 

gttagacaaa aattgaaaaa atgtatcaga ggaaaagatg gcagccattg ttaaccaatc 
600 

tgcactctgc tgttacagaa gtaaaactca gtatgaagct gttcaaagtg aaggtgttat 
660 

gattcaagag tggtataaag ctt 
683 

<210> 4670 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 4670 

Xaa Ser Phe Ser Gly Leu Arg Gly He He Gin Glu Lys Tyr Arg Ala 

1 5 10 15 

Asn Lys Lys Lys Gin Lys Val Phe Gin His Asn Glu Leu Lys Lys Glu 

20 25 50 

Thr Cys Val Gin Ala Gly Phe Gin Asp Met Asn He Lys Lys Gin He 

35 40 45 

Gin Glu Gin His Gin Ala Ala He He He Gin Lys His Cys Lys Ala 

50 55 60 

Phe Lys He Arg Lys His Tyr Leu His He Arg Ala Thr Val Val Ser 
65 70 75 80 

He Gin Arg Arg Tyr Arg Lys Leu Thr Ala Val Arg Thr Gin Ala Val 

85 90 95 

He Cys He Gin Ser Tyr Tyr Arg Gly Phe Lys Val Arg Lys Asp He 

100 105 HO 

Gin Asn Met His Arg Ala Ala Thr Leu He Gin Ser Phe Tyr Arg Met 

115 120 125 

His Arg Ala Lys Val Asp Tyr 
130 135 

<210> 4671 
<211> 657 
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<212> DNA 

<213> Homo sapiens 
<400> 4671 

accggtccag ggcattcagg tgttcctcca ggcccaggag agtgctgcac acccgttcca 
60 

gcaccagcgc catccgcttc gaggttgagc ctcctgcagc agtggaatca ggggcctcct 
120 

ggggctcggc aggggctacc cggctccgct tccgcccagt aatggagact gcagccacgt 
180 

taggccaggc tgctgcagtg gtttcagcat ctatccgcag ggatccacgg ggaagctggt 
240 

gtgcgccgga taaagatggc aaccgccgat gagattgtga aactcatgct cgaccacatg 
300 

acaaacacca ccaacgcgtc ccatgtgcct gtgcagcccg gctcctcagt tgtgatgatg 
360 

gtcaacaacc tgggtggcct gtcattcctg gaactgggca - tcatagccga cgctaccgtc 
420 

cgctccctgg agggccgcgg ggtgaagatt gcccgtgccc tggtgggcac cttcatgtca 
480 

gcactggaga tgcctggcat ttctctcacc ctcctgctgg tggatgagcc tctcctgaaa 
540 

ctgatagatg ctgaaaccac tgcagcagcc tggcctcgaa gcggatggcg ctggtgctgg 
600 

aacgggtgtg cagcactctc ctgggcctgg aggaacacct gaatgccctg gaccggt 
657 

<210> 4672 
<211> 152 
<212> PRT 

<213> Homo sapiens 

<400> 4672 
Ala Arg Leu Leu Gin 

1 5 
Glu Ala Gly Val Arg 
20 

Lys Leu Met Leu Asp 
35 

Pro Val Gin Pro Gly 
50 

Gly Leu Ser Phe Leu 
65 

Ser Leu Glu Gly Arg 
85 

Phe Met Ser Ala Leu 
100 

Val Asp Glu Pro Leu 
115 

Ala Trp Pro Arg Ser 
130 

Leu Ser Trp Ala Trp 
145 



Trp Phe Gin His Leu Ser Ala Gly lie His Gly 

10 15 
Arg lie Lys Met Ala Thr Ala Asp Glu lie Val 

25 30 
His Met Thr Asn Thr Thr Asn Ala Ser His Val 

40 45 
Ser Ser Val Val Met Met Val Asn Asn Leu Gly 

55 60 
Glu Leu Gly lie lie Ala Asp Ala Thr Val Arg 
70 75 80 

Gly Val Lys lie Ala Arg Ala Leu Val Gly Thr 

90 95 
Glu Met Pro Gly He Ser Leu Thr Leu Leu Leu 

105 110 
Leu Lys Leu lie Asp Ala Glu Thr Thr Ala Ala 

120 125 
Gly Trp Arg Trp Cys Trp Asn Gly Cys Ala Ala 

135 140 
Arg Asn Thr 
150 
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<210> 4673 
<211> 1335 
<212> DNA 

<213> Homo sapiens 
<400> 4673 

ccgcggcttc tggctgcgcg gcctgcgcgc gcctcccggg cggattccag ccccgagcgg 
60 

gacagcgcag cggggagcga cgagatttct ctctgatcaa acggacagtt caggactcag 
120 

aatctaagga tgaatgttca ccgtggcagt gacagtgaca ggttattgcg gcaggaggcc 
180 

agctgcttag tggatgatac tttagctgta gcccaagaaa aagaagcaaa cagcctggct 
240 

tcatctggtc ctcataatct cacttatcct ctaggtccca ggaatgaaga cctctcactt 
300 

gactatgcct ctcagccagc aaatcttcag ttccctcaca taatgcccct tgctgaagac 
360 

atcaaaggtt cttgcttcca aagtgggaat aaacggaacc atgaaccttt tattgctcca 
420 

gaaagatttg gaaacagtag tgtgggcttt ggcagtaatt cccattccca agcaccagag 
480 

aaagtgacgc ttcttgtaga tggcacacgt tttgttgtga atccacagat tttcactgct 
540 

catccggata ccatgctggg aaggatgttt ggaccaggaa gagagtacaa cttcactcgg 
600 

cccaatgaga agggagagta tgagattgct gaaggcatca gtgcaactgt atttcgcaca 
660 

gtgctggatt attacaaaac cggtatcatc aattgtcctg atggcatctc tatcccagat 
720 

cttagagata cttgtgatta tctctgcatt aattttgact tcaacactat ccgatgtcaa 
780 

gatctgagtg ctttactcca tgaactgtct aatgacggtg ctcataagca gtttgatcac 
840 

tacctcgaag agctcatctt gcccatcatg gtgggctgtg ccaagaaagg agaacgagag 
900 

tgccacattg ttgtgctgac ggatgaggat tctgtggact gggatgaaga ccaccctcca 
960 

ccaatggggg aggaatatxc ccaaattctt tatagctcca agctctacag attcttcaaa 
1020 

tatattgaga atagggatgt tgcaaaaaca gtgttaaagg aacggggcct aaaaaacatt 
1080 

cgcattggaa ttgaaggtta ccctacctgt aaagaaaaaa ttaagagaag gcctggcggc 
1140 

cgttctgaag tcatctataa ttatgtacaa cgccccttca tccagatgtc atgggaaaag 
1200 

gaagaaggga agagtcgcca tgtggatttc cagtgtgttc gaagcaaatc . cctcacgaat 
1260 

ctggtagctg ctggagatga tgtcttggag gaccaggaga tattaatgca tcacccaccc 
1320 

caagtggatg aactt 
1335 

<210> 4674 
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<211> 402 
<212> PRT 

<213> Homo sapiens 



<400> 4674 

Met Asn Val His Arg Gly Ser Asp Ser Asp Arg Leu Leu Arg Gin Glu 

15 10 15 

Ala Ser Cys Leu. Val Asp Asp Thr Leu Ala Val Ala Gin Glu Lys Glu 

20 25 30 

Ala Asn Ser Leu Ala Ser Ser Gly Pro His Asn Leu Thr Tyr Pro Leu 

35 40 45 

Gly Pro Arg Asn Glu Asp Leu Ser Leu Asp Tyr Ala Ser Gin Pro Ala 

50 55 60 

Asn Leu Gin Phe Pro His lie Met Pro Leu Ala Glu Asp He Lys Gly 
65 70 75 80 

Ser Cys Phe Gin Ser Gly Asn Lys Arg Asn His Glu Pro Phe He Ala 

85 90 95 

Pro Glu Arg Phe Gly Asn Ser Ser Val Gly Phe Gly Ser Asn Ser His 

100 105 HO 

Ser Gin Ala Pro Glu Lys Val Thr Leu Leu Val Asp Gly Thr Arg Phe 

115 120 125 

Val Val Asn Pro Gin He Phe Thr Ala His Pro Asp Thr Met Leu Gly 

130 135 140 

Arg Met Phe Gly Pro Gly Arg Glu Tyr Asn Phe Thr Arg Pro Asn Glu 
145 150 155 160 

Lys Gly Glu Tyr Glu He Ala Glu Gly He Ser Ala Thr Val Phe Arg 

165 170 175 

Thr Val Leu Asp Tyr Tyr Lys Thr Gly He He Asn Cys Pro Asp Gly 

180 185 190 

He Ser He Pro Asp Leu Arg Asp Thr Cys Asp Tyr Leu Cys He Asn 

195 200 205 

Phe Asp Phe Asn Thr He Arg Cys Gin Asp Leu Ser Ala Leu Leu His 

210 215 220 

Glu Leu Ser Asn Asp Gly Ala His Lys Gin Phe Asp His Tyr Leu Glu 
225 230 235 240 

Glu Leu He Leu Pro He Met Val Gly Cys Ala Lys Lys Gly Glu Arg 

245 250 255 

Glu Cys His He Val Val Leu Thr Asp Glu Asp Ser Val Asp Trp Asp 

260 265 270 

Glu Asp His Pro Pro Pro Met Gly Glu Glu Tyr Ser Gin He Leu Tyr 

275 280 285 

Ser Ser Lys Leu Tyr Arg Phe Phe Lys Tyr He Glu Asn Arg Asp Val 

290 295 300 

Ala Lys Thr Val Leu Lys Glu Arg Gly Leu Lys Asn He Arg He Gly 
305 310 315 320 

He Glu Gly Tyr Pro Thr Cys Lys Glu Lys He Lys Arg Arg Pro Gly 

325 330 335 

Gly Arg Ser Glu Val He Tyr Asn Tyr Val Gin Arg Pro Phe He Gin 

340 345 350 

Met Ser Trp Glu Lys Glu Glu Gly Lys Ser Arg His Val Asp Phe Gin 

355 360 365 

Cys Val Arg Ser Lys Ser Leu Thr Asn Leu Val Ala Ala Gly Asp Asp 

370 375 380 

Val Leu Glu Asp Gin Glu lie Leu Met His His Pro Pro Gin Val Asp 
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385 390 395 400 

Glu Leu 

<210> 4675 

<211> 2868 

<212> DNA 

<213> Homo sapiens 

<400> 4675 

ngaattcccc ggttgattct tcggccccat atgccccaac aacagcacaa agtgtcccca 
60 

gcctctgagt ctcctttctc tgaggaagag agcagagagt tcaaccccag cagctctggg 
120 

cgctcagcga ggaccgttag cagcaacagc ttctgctcag atgacacagg ctgtcctagc 
180 

agccagtcag tgtctcctgt gaagacaccc tcagatgctg gaaacagccc cattggcttt 
240 

tgccctggaa gtgatgaagg cttcaccaga aagaaatgca cgattggaat ggttggtgaa 
300 

ggaagcattc agtcctctcg atataagaag gaatcaaagt caggccttgt gaaaccaggt 
360 

agtgaagctg attttagctc ctcgagcagc acaggcagca tttccgctcc tgaggtccat 
420 

atgtcgactg cgggaagcaa gcggtcttct tcttcacgca atcgaggtcc tcatgggcgg 
480 

agtaatggag cttcgtcaca caagcctggc agcagctcat catccccgcg ggaaaaggac 
540 

cttctgtcca tgctgtgcag gaatcagctg agccctgtca atatccatcc cagttatgca 
600 f 

ccttcttccc caagcagtag caactcaggc tcctacaaag gaagcgactg tagccccatc 
660 

atgaggcgtt ctggaaggta catgtcttgc ggtgaaaatc atggtgtcag acccccaaac 
720 

ccagagcagt atttgactcc actgcagcag aaagaggtga cagtgagaca cctcaaaacc 
780 

aagctgaagg aatctgagcg ccgactccat gaaagggaaa gtgaaatcgt ggagcttaag 
840 

tcccagctgg cccgcatgcg agaggactgg attgaggagg agtgtcaccg ggtagaggcc 
900 

cagttggcac tcaaagaagc caggaaagag attaaacagc tcaaacaggt catcgaaacc 
960 

atgcggagca gcttggctga taaagataaa ggcattcaga aatattttgt ggacataaac 
1020 

atccaaaaca agaagctgga gtctctcctt cagagcatgg agatggcaca cagtggctct 
1080 

ctgagggacg aactgtgcct agactttcca tgtgattccc cagagaagag cttaaccctc 
1140 

aacccccctc ttgacacaat ggcagatggg ttatctctgg aagagcaggt cacgggggaa 
1200 

ggggctgaca gggagctact ggtaggagat agcatagcca acagcacaga tttgttcgat 
1260 

gagatagtga cagccaccac cacagaatct ggtgacctgg agcttgtgca ttccacccct 
1320 
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ggggctaacg tcctggagct gctgcccata 
1380 

gtggagcgag ccgttcagac cgacgtggtg 

1440 

cagagtgtgc tgcagaagct ccaggacccc 
1500 

tctgaaccag actcgatgga gagcttccca 
1560 

actccaagaa atccaaactc agccatcctt 
1620 

tgtggatgca gaagttcatg caaaccgcct 
1680 

gtggaagaga ggttggatgg tgtcatccca 
1740 

tggagcagca gcttcctggt ggatctcctg 
1800 

ctgtgggcat tcagtactca gagaggggga 

I860 

ctcaggggct gttgcgtggt tgccctgcat 
1920 

acctaaatag aagttgttgt taccgtgtgc 
1980 

gagaaacagg aagtcaatca tctgtgacag 
2040 

ttgatttgca ctatatttag ttgaagcctg 
2100 

aggcatggag acctggttcc agtaaatgtc 
2160 

gaccctgccg tgtcgtctga ggtacccgtt 
2220 

cagtttgcac tttcaagaca gcttctctaa 
2280 

ttgccgtttt aaaatgtgta attgttccag 
2340 

ctgtaaccaa aaataaacat gtatttgtgt 
2400 

ttactgtctt acttggggtt gataagattt 
2460 

tccaaagtct taaatggctt gtttgttctt 
2520 

tttacaatgt actaacttat tttgcttatt 
2580 

acacacttca gcatgatgaa aataaagatt 
2640 

tcccataaaa taataattat ttctgtgatt 
2700 

agcagatctt acatctttat caataggggg 
2760 

ggaaaaagag ttagttatta aagaaaatga 
2820 

tttctgaata aaagtagatt tgtttacttt 
2868 

<210> 4676 



gtcatgggtc aggaggaggg cagtgtggtg 
ccctacagcc cagccatctc agagctcatt 
tgtccctcga gcttggcgtc ccctgatgag 
gagtccctct ctgccttagt ggttgattta 
ttgtctcccg tggagacccc ctacngccaa 
catgagagag ctggannttt tgcagcctgc 
ctggctcgcg ggggcgtcgt gaggcagtac 
gctgtggctg cccccgtggt ccccacggtt 
acggatcctg tgtataacat cggggccttg 
tcgctccgcc gcaccgcctt ccgtatcaaa 
caatgtgtcc catgtgggtt gtgccaggta 
tctctattct gtcgttttgc tccttggtat 
ttcactgttt aaaaccggag gtatcttcaa 
ccaccagtgg ggtatagaaa gcatgctcat 
cttatcctag tggttcagga agagaaaacg 
ggctggcatg ttatctcctt gctttgcttt 
cattccaatg gtcttgtgca tagcagggga 
aattggtttg aagaagtctt gaatagctct 
gagtgtttgc aattttttac taaatgtagc 
aaactgttaa ttgacgaaac tgtgcataag 
atatatagtg ttttattgga aattgtaacc 
agtgtttcca tttaaacaaa tgttttatcc 
ttacttctat gtataagaaa gacaatgaat 
tctgtaaaaa ttgaattaaa ttaggaagag 
agatttccta cccttactta aaaagcatca 
taaaaaaaaa aaaaaaaa 
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<211> 641 
<212> PRT 

<213> Homo sapiens 



<400> 4676 

Xaa He Pro Arg Leu He Leu Arg Pro His Met Pro Gin Gin Gin His 

15 10 IS 

Lys Val Ser Pro Ala Ser Glu Ser Pro Phe Ser Glu Glu Glu Ser Arg 

20 25 30 

Glu Phe Asn Pro Ser Ser Ser Gly Arg Ser Ala Arg Thr Val Ser Ser 

35 40 45 

Asn Ser Phe Cys Ser Asp Asp Thr Gly Cys Pro Ser Ser Gin Ser Val 

50 55 60 

Ser Pro Val Lys Thr Pro Ser Asp Ala Gly Asn Ser Pro He Gly Phe 
65 70 75 80 

Cys Pro Gly Ser Asp Glu Gly Phe Thr Arg Lys Lys Cys Thr lie Gly 

85 90 95 

Met Val Gly Glu Gly Ser He Gin Ser Ser Arg Tyr Lys Lys Glu Ser 

100 105 HO 

Lys Ser Gly Leu Val Lys Pro Gly Ser Glu Ala Asp Phe Ser Ser Ser 

115 120 125 

Ser Ser Thr Gly Ser He Ser Ala Pro Glu Val His Met Ser Thr Ala 

130 135 140 

Gly Ser Lys Arg Ser Ser Ser Ser Arg Asn Arg Gly Pro His Gly Arg 
145 150 155 160 

Ser Asn Gly Ala Ser Ser His Lys Pro Gly Ser Ser Ser Ser Ser Pro 

165 170 175 

Arg Glu Lys Asp Leu Leu Ser Met Leu Cys Arg Asn Gin Leu Ser Pro 

180 185 190 

Val Asn He His Pro Ser Tyr Ala Pro Ser Ser Pro Ser Ser Ser Asn 

195 200 205 

Ser Gly Ser Tyr Lys Gly Ser Asp Cys Ser Pro He Met Arg Arg Ser 

210 215 220 

Gly Arg Tyr Met Ser Cys Gly Glu Asn His Gly Val Arg Pro- Pro Asn 
225 230 235 240 

Pro Glu Gin Tyr Leu Thr Pro Leu Gin Gin Lys Glu Val Thr Val Arg 

245 250 255 

His Leu Lys Thr Lys Leu Lys Glu Ser Glu Arg Arg Leu His Glu Arg 

260 265 270 

Glu Ser Glu He Val Glu Leu Lys Ser Gin Leu Ala Arg Met Arg Glu 

275 280 285 

Asp Trp He Glu Glu Glu Cys His Arg Val Glu Ala Gin Leu Ala Leu 

290 295 300 

Lys Glu Ala Arg Lys Glu He Lys Gin Leu Lys Gin Val He Glu Thr 
305 310 315 320 

Met Arg Ser Ser Leu Ala Asp Lys Asp Lys Gly He Gin Lys Tyr Phe 

325 330 335 

Val Asp He Asn He Gin Asn Lys Lys Leu Glu Ser Leu Leu Gin Ser 

340 345 350 

Met Glu Met Ala His Ser Gly Ser Leu Arg Asp Glu Leu Cys Leu Asp 

355 360 365 

Phe Pro Cys Asp Ser Pro Glu Lys Ser Leu Thr Leu Asn Pro Pro Leu 

370 375 380 

Asp Thr Met Ala Asp Gly Leu Ser Leu Glu Glu Gin Val Thr Gly Glu 
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385 390 395 400 

Gly Ala Asp Arg Glu Leu Leu Val Gly Asp Ser He Ala Asn Ser Thr 

405 410 415 

Asp Leu Phe Asp Glu He Val Thr Ala Thr Thr Thr Glu Ser Gly Asp 

420 425 430 

Leu Glu Leu Val His Ser Thr Pro Gly Ala Asn Val Leu Glu Leu Leu 

435 440 445 

Pro lie Val Met Gly Gin Glu Glu Gly Ser Val Val Val Glu Arg Ala 

450 455 460 

Val Gin Thr Asp Val Val Pro Tyr Ser Pro Ala He Ser Glu Leu He 
465 470 475 480 

Gin Ser Val Leu Gin Lys Leu Gin Asp Pro Cys Pro Ser Ser Leu Ala 

485 490 495 

Ser Pro Asp Glu Ser Glu Pro Asp Ser Met Glu Ser Phe Pro Glu Ser 

500 505 510 

Leu Ser Ala Leu Val Val Asp Leu Thr Pro Arg Asn Pro Asn Ser Ala 

515 520 525 

He Leu Leu Ser Pro Val Glu Thr Pro Tyr Xaa Gin Cys Gly Cys Arg 

530 535 540 

Ser Ser Cys Lys Pro Pro His Glu Arg Ala Gly Xaa Phe Ala Ala Cys 
545 550 555 550 

Val Glu Glu Arg Leu Asp Gly Val He Pro Leu Ala Arg Gly Gly Val 

565 570 575 

Val Arg Gin Tyr Trp Ser Ser Ser Phe Leu Val Asp Leu Leu Ala Val 

580 585 590 

Ala Ala Pro Val Val Pro Thr Val Leu Trp Ala Phe Ser Thr Gin Arg 

595 600 605 

Gly Gly Thr Asp Pro Val Tyr Asn He Gly Ala Leu Leu Arg Gly Cys 

610 615 620 

Cys Val Val Ala Leu His Ser Leu Arg Arg Thr Ala Phe Arg He Lys 
625 630 635 640 

Thr 



<210> 4677 
<211> 940 
<212> DNA 

<213> Homo sapiens 
<400> 4677 

nngcggctga gacagtgaag ttctctagag caaacttctc aggaggccgc gcactccggg 
60 

ttgggttcat acgccgcgtg atctgtccct ccgagaaggc ccgcctcact gtcttcttcc 
120 

tagaagctga ggttggggtt cgtactggga agaaatctgg catcgagttc aattccgcca 
180 

ataactgggc aagcatggct ttgttctcct tgatgttcat ggtccttttc agtaaagcat 
240 

ctgaactctc ctggctctca tcccgagagt catcctcaga ctcagaggta gaatcttccc 
300 

tttgtatcac ctgtctacac tctttctttc tttcaagaat tgtttttttc tcattctgta 
360 

aggtgcgcta gaaaacaact gctcggaaga actgttttta tctggtttgt tggccagctt 
420 
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cttggtgggg aactgaaagg ctactcgaag accaatacta cttcttctag acctgcttct 
480 

tctaggggta gcttatcttc ttcttcatct tcctcttcct cgctcaccaa agatgctttg 
540 

ccatcatcac tcaaatctga ctccacgacc attacttctg ggttagtctt tccattcaga 
600 

tcactctgcg taaatcctgc aaaatcctca gtctctgagt cagtgtcctc tataaaaatt 
660 

cttcttagct cttctgtgaa gtatttggaa tgaaagcgca catcctgctg tttccctgac 
720 

tctagtgagt caaaactatc gcagctctcc tctgacgaga gggtttccat gggaacatca 
780 

tctcggaagc caacaaactc ttcatcatca ctgggggcgt taaagatgtc agccacttct 
840 

ttagggatct ggtagcgagt cgccaactcc attcttccta accgggctcc agtctcctcc 
900 

cagcacgcgg ccacgggagc ccggactcac cacggcccgg 
940 

<210> 4678 
<2L1> 133 
<212> PRT 

<213> Homo sapiens 
<400> 4678 



Asn Leu 


Pro 


Phe 


Val 


Ser 


Pro 


Val 


Tyr 


Thr 


Leu 


Ser 


Phe 


Phe 


Gin 


Glu 


1 






5 










10 










15 




Leu Phe 


Phe 


Ser 


His 


Ser 


Val 


Arg 


Cys 


Ala 


Arg 


Lys 


Gin 


Leu 


Leu 


Gly 






20 










25 










30 






Arg Thr 


Val 


Phe 


He 


Trp 


Phe 


Val 


Gly 


Gin 


Leu 


Leu 


Gly 


Gly 


Glu 


Leu 




35 










40 










45 








Lys Gly 


Tyr 


Ser 


Lys 


Thr 


Asn 


Thr 


Thr 


Ser 


Ser 


Arg 


Pro 


Ala 


Ser 


Ser 


50 










55 










60 










Arg Gly 


Ser 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Leu 


Thr 


Lys 


65 








70 










75 










80 


Asp Ala 


Leu 


Pro 


Ser 


Ser 


Leu 


Lys 


Ser 


Asp 


Ser 


Thr 


Thr 


He 


Thr 


Ser 








85 










90 










95 




Gly Leu 


Val 


Phe 


Pro 


Phe 


Arg 


Ser 


Leu 


Cys 


Val 


Asn 


Pro 


Ala 


Lys 


Ser 






100 










105 










110 






Ser Val 


Ser 


Glu 


Ser 


Val 


Ser 


Ser 


lie 


Lys 


He 


Leu 


Leu 


Ser 


Ser 


Ser 



115 120 125 



Val Lys Tyr Leu Glu 
130 

<210> 4679 
<211> 2284 
<212> DNA 

<213> Homo sapiens 
<400> 4679 

tttttttttt tttttttttt tttttttttt ttttaccaca aaaacacttg tagagcctgt 
60 

ttattgcata actagcaggc acaaattcca aaacgatttt acaacactta aagggcacaa 
120 
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taattacagg aatagaatgt acaataaaaa gtacagaata atgagtgaca gggatcaaac 
180 

acgttggaat aaaaggcatc tcagttttcc tatgcagcat tttcttttct aggaacacgt 
240 

taccttcaac caggacaagg aaagaaagaa aactatacta ttggaaagct catgggtgcc 
300 

attgaggaca aaaacaggcg agttttgctc ttggttctgc aactgaatca cttgagaagc 
360 

cgtgcacagc tcccgagttg tgcgtttaga attctgatta catgaaatgc tgtgtttgat 
420 

ctttgggccc aattcactgt tctttggcaa ataagaacta tttgcattcc aaggcagatg 
4B0 

acgatttctg tgaaaggagc ttagaggtac agctgtttcc ttctgttcag tcaagtgcca 
540 

gtttcataaa gtgcacctct gccctatcag ctttggggga agggtggcat atggggagga 
600 

agggatcatt gagaatacag ggtgaaaaag aacgacgtta ctgaaggtag acattgctag 
660 

tgcaaggtac ggaatccatg tgcaaaaggt ggctggaaca aatgttcaga taaggtgcga 
720 

tttgccaaca ggagcagaga actctgacac cagatctcag atgaggccaa ggaaatgcgc 
780 

ggggcacata cagagaggac gacctgcagc cctccaatgg ccacgtcatt ccaccgggga 
840 

acttgtttgg agttttggca ccgtgggcta accgagcact cttctgacat attcttacaa 
900 

ctggaaatgc tttgttggtc cccatgttcc ttgactttct ctagggccat aaaggcaaca 
960 

tcttctattg caggtcctca aacattccaa ggaaaacact gcttcacctc ctgcagacag 
1020 

ctcatttccc agaagcctct acagaagccc gtcctccctg ggacagcagg ggcaggggtt 
1080 

tgcaagataa aggagggtca gctaaggaca tgaagcctgc agaaaaggct atcagatggc 
1140 

gcccgaactc aaggtgggag gcccccttct agaaggcatc ccgggagcat ccaacagcaa 
1200 

tgtggcactt agggctgtgg gacaaacaag tggaagagtc ttttggagac gtggaccctt 
1260 

ttcccatgct actcacagtg aagcaaaatg cgacaaaagc atccacacac ggtgacttag 
1320 

taaagcaagc accgtcgggg tgctactttc atgacagcat atggtcaagc tataaaggtg 
1380 

tgcatcgatc agtcctgtga aaatagaagc ttagttatta gcatgtattg aggcaacttg 
1440 

tactttgatt cttgtgtctt cttcacatgt gtgaatgact gctatgggac agaacatatg 
1500 

gttaaaaaca ggagcgacag caacataaca cacagggttg gccggctcca ttacgggtaa 
1560 

gactcagagg ctgctccagg tgtgtccggg gaagccaggc cctcacactg cacagcttac 
1620 

agggccctgg ggtgggggct gtgagctggc agcctagagg acacagctca cctgcacatg 
1680 

gtctctgaaa gtgttcaaat tggttgccaa catttataaa cggagagatg gcaccaaaaa 
1740 
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acatctaggt ttcttgtctc ttgaaaaatc aaagctgtgg ccaccctagg cccacttttc 
1800 

cacatggcaa caggcgtgga gctgggggct actgccccta ctgtgtaggc ggtgggctcc 
1860 

ccatagtctc ctctgccctg ctgccgtgta cctggctccc ttcactcatc cacatcaccg 
1920 

gccctaggcc agggtctgaa ccacacacac agaatggctg cagtaagcag gaacgggaag 
1980 

agctttcaca ttcagaacaa gaaggggctt ttgagtaact aaaaaacaat ctgagcatgt 
2040 

tccagcactt caaccttact ctttcagagc tttggggtag caggcagcca gctagagcac 
2100 

actctctaag gaactcttga aagttgatgt ctaattttta agtactcatg aggtgatgga 
2160 

ggagaaacta actcagatga ctgcgatacg atacatcttt ccttataaga agtccttaaa 
2220 

gatgatgaaa aatgtgaagc aactcatgtg agaaagctgc aagtggtcag agaagcaagc 

2280 

tgac 

2284 

<210> 4680 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 4680 

Met Arg Gly Ala His Thr Glu Arg Thr Thr Cys Ser Pro Pro Met Ala 

15 10 15 

Thr Ser Phe His Arg Gly Thr Cys -Leu Glu Phe Trp His Arg Gly Leu 

20 25 30 

Thr Glu His Ser Ser Asp lie Phe Leu Gin Leu Glu Met Leu Cys Trp 

35 40 45 

Ser Pro Cys Ser Leu Thr Phe Ser Arg Ala lie Lys Ala Thr Ser Ser 

50 55 60 

lie Ala Gly Pro Gin Thr Phe Gin Gly Lys His Cys Phe Thr Ser Cys 
65 70 75 80 

Arg Gin Leu lie Ser Gin Lys Pro Leu Gin Lys Pro Val Leu Pro Gly 

85 90 95 

Thr Ala Gly Ala Gly Val Cys Lys lie Lys Glu Gly Gin Leu Arg Thr 
100 105 110 

<210> 4681 
<211> 906 
<212> DNA 

<213> Homo sapiens 
<400> 4681 

tttttttttt tttttttttt gcaaatggtt tttttttttt ttttttttcc acatttatat 
60 

cacaaggtgt ccacttactg gaccaaatag caaagttgct cccttctgcg tcctgagaac 
120 

acagaagtct aggtactgta cattcactaa ggctccttgt ttttgcaaat cgcgtttatg 
180 
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acaaataacc ataaggcaaa cgaatctaaa ggaatggtta tgagtgtttc cagcgtacag 
240 

acaggtcttc cccctcgccc cacagtacag cataaaacca gtagcaccca caataacttt 
300 

tgtgttgttt tggggggact ctagaaaggt gaagttttct agatgtgtac aggaagggaa 
350 

aaaagaaaag ggaggaagaa aggaaaggtt tttttgtctg gtggtctgat ggaagaggaa 
420 

ttgtttaaaa taaacatgag aaaacttaaa tttttgcagc atttctttaa aaactgggtt 
4B0 

ataactgaaa ccagatataa acaggtggct gcccatggag tgtgggtcac actggctggc 
540 

cagctggccc gcctgcccaa tgccagtggc tcaccacagc tgagaagctt ctggcacatg 
600 

acagacaaca ctggcctgac agtggctggg tagggagcaa acagaggcag tggcatggcc 
660 

cactgtctca agacactcag ggccaaatta aagaacagaa aatgcaagag agatgagatg 
720 

cgtgcttctg ttgctgtgtt aaaggtgacc tctcccacag gttttctgtg cctgcctgca 
780 

actgaggccc cagctttcag gtgctggaaa gtgtccgcac ctctttgggg gtgagggact 
840 

aacgcttttt atagctggtt tgctatagag ttctgaactc actttgccgt ccttccctcc 
900 

acgcgt 
906 

<210> 4682 
<211> 153 • 
<212> PRT 

<213> Homo sapiens 
<400> 4682 



Met 


Gly 


Ser 


His 


Leu 


Phe 


lie 


Ser Gly 


Phe 


Ser 


Tyr 


Asn 


Pro 


Val 


Phe 


1 






5 








10 










15 




Lys 


Glu 


Met 


Leu 


Gin 


Lys 


Phe 


Lys Phe 


Ser 


His 


Val 


Tyr 


Phe 


Lys 


Gin 






20 








2-5 










30 






Phe 


Leu 


Phe 
35 


His 


Gin 


Thr 


Thr 


Arg Gin 
40 


Lys 


Asn 


Leu 


Ser 
45 


Phe 


Leu 


Pro 


Pro 


Phe 
50 


Ser 


Phe 


Phe 


Pro 


Ser 
55 


Cys Thr 


His 


Leu 


Glu 
60 


Asn 


Phe 


Thr 


Phe 


Leu 


Glu 


Ser 


Pro 


Gin 


Asn 


Asn 


Thr Lys 


val 


He 


Val 


Gly 


Ala 


Thr 


Gly 


65 










70 








75 










80 


Phe 


Met 


Leu 


Tyr 


Cys Gly Ala Arg Gly Lys 


Thr 


Cys 


Leu 


Tyr 


Ala 


Gly 










85 








90 










95 




Asn 


Thr 


His 


Asn 
100 


His 


Ser 


Phe 


Arg Phe 
105 


Val 


Cys 


Leu 


Met 


Val 
110 


He 


Cys 


His 


Lys 


Arg 
115 


Asp 


Leu 


Gin 


Lys 


Gin Gly 
120 


Ala 


Leu 


Val 


Asn 
125 


Val 


Gin 


Tyr 


Leu 


Asp 


Phe 


Cys 


Val 


Leu 


Arg 


Thr Gin 


Lys 


Gly Ala 


Thr 


Leu 


Leu 


Phe 




130 










135 








140 










Gly, Pro 


val 


Ser 


Gly His 


Leu 


Val He 

















145 150 
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<210> 4683 
<211> 3246 
<212> DNA 

<213> Homo sapiens 
<400> 4683 

nctcctgcct ccctgcaggg agctgcttat gggacaccgc ttcctgcgcg gcctcttaac 
60 

gctgctgctg ccgccgccac ccctgtatac ccggcaccgc atgctcggtc cagagtccgt 
120 

cccgccccca aaacgatccc gcagcaaact catggcaccg cccgaatcgg gacgcacaat 
180 

ggcaccttcc actgcgacga ggcactggca tgcgcactgc ttcgcctcct gccggagtac 
240 

cgggatgcag agattgtgcg gacccgggat cccgaaaaac tcgcttcctg tgacatcgtg 
300 

gtggacgtgg ggggcgagta cgaccctcgg agacaccgat atgaccatca ccagaggtct 
360 

ttcacagaga ccatgagctc cctgtcccct gggaagccgt ggcagaccaa gctgagcagt 
420 

gcgggactca tctatctgca cttcgggcac aagctgctgg cccagttgct gggcactagt 
480 

gaagaggaca gcatggtggg caccctctat gacaagatgt atgagaactt tgtggaggag 
540 

gtggatgctg tggacaatgg gatctcccag tgggcagagg gggagcctcg atatgcactg 
600 

accactaccc tgagtgcacg agttgctcga cttaatccta cctggaacca ccccgaccaa 
660 

gacaccgagg cagggttcaa gcgtgcaatg gatctggttc aagaggagtt tctgcagaga 
720 

ttagatctcc accaacacag ctggctgcca gcccgggcct tggtggaaga ggcccttgcc 
780 

cagcgattcc aggtggaccc aagtggagag attgtggaac tggcgaaagg tgcatgtccc 
840 

tggaaggagc atctctacca cctggaatct gggctgtccc ctccagtggc catcttcttt 
900 

gttatctaca ctgaccaggc tggacagtgg cgaatacagt gtgtgcccaa ggagccccac 
960 

tcattccaaa gccggctgcc cctgccagag ccatggcggg gtcttcggga cgaggccctg 
1020 

gaccaggtca gtgggatccc tggctgcatc ttcgtccatg caagcggctt cattggcggt 
1080 

caccgcaccc gagagggtgc cttgagcatg gcccgtgcca ccttggccca gcgctcatac 
1140 

ctcccacaaa tctcctagtc taataaaacc ttccatctca tactgaccca gtccttgact 
1200 

tattcttgcc ctacaccatt ccagaaactt gtgaaaagtg aaacaactat ttatgtgtaa 
1260 

gaccctgtgc tagatatatt ttcttcacag taacttctca gccttgcttc ccaaatcatt 
1320 

tgaaaccaca gtttctagga ttaaataacg cgaccaaatt cacaagtggc taaaaagtga 
1380 

cagaacaggg ccttaaccca aagtccatgc ttttttcccc tactgtaccc cactgcaact 
1440 
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ccctggaaaa gacagactgg taactgagtg 
1500 

gaggtgggaa tgtggggagt ggggcagaac 
1560 

ggcagaggtt ggggatgtct cagtaaagag 
1620 

agcagggggt tcctgggccc gcccaagcac 
1680 

aaagtacagc gggatgtggg caattcggcc 
1740 

tttgttgaag gaaggatgga aagtgatgag 
1800 

aatgccacag ggaaggagct caaacacagg 
1860 

tggtctacca tcctgtaccc tnggctttcc 
1920 

ggggtcccag accatggagt gagcctctcc 
1980 

tattgttgtc tcagacagat ctgccacaat 
2040 

ctttccctca ccacaacgtt ctggaaaaga 
2100 

agtgaacagc agtcggctgc catctgggct 
2160 

agtaggccac ctctcacaag tccacatctg 
2220 

agtggtagcc aggattttgc tgccgtctgg 
2280 

tcgaaaccag ggaaggggga cacaggtctc 
2340 

atccacgggt gaagctgaga gcagccgccc 
2400 

aggtgtatgc ccagggtgag acagcacttg 
2460 

99 a ggtaggg tccagggtcc agataagaat 
2520 

ggcactaagg ggcttccagg ccagagacgc 
2580 

ggggactatg gtgctgctgg cattatacac 
2640 

aaacttgttg gtgtgggggt ggcatgcaaa 
2700 

gacttgggca aattcagcga tcagatcttc 
2760 

cccatggagg gaagaggccc atcgacagag 
2820 

ccactcaaac acctcttctt ctgagtttgc 
2880 

atcacgccaa atgtxgatgc atctcttcca 
2940 

tcttgtgcca tggtccagcc ttccaggggt 
3000 

aggaagattg atccactggc cccggaagtc 
3060 



gaaaacaaaa ggaaaactta tttattctta 
aggtggtggc cctgggagag ggtcccaagg 
gggcaggtca tgaatagagc ctccaccccc 
tgggctaaaa cgtggaaact gggcattgac 
tgtggaccag cccacactga gcagggcccc 
ctggggctgg gctcctggct ccccctggat 
gctgtttcga gtgcgaaaaa ggaggatgac 
tttcataagc acagccagac gttccccact 
cccaagcctc tcctcaccat ctggtgtctg 
cgttgctgac tttgcacctc caacgcaccc 
cagggagtaa atcagtggct ctcccaatac 
ccagcagcca gtctgacagc gccctgatag 
ggcctcccag actcgaaaga cagctgaagg 
ggaccagagc aggttggtca ccccacctcc 
cgttgagaca tcccataccc ggatagcagc 
cccactgggg gcccaggcca agctggtaac 
ggcacagcca gaagagggtc gggtagacaa 
gcagctctgg caggccacag ccaagacaga 
cacatttcgc tgcagccggt gcttcaggga 
acggactgag tcatctagca gggccactgc 
gacacgcaag cagcagctgg accaatttgt 
gctcctgaga gacagatggg ggaacaggga 
tgccagggcc cagccggatg ccgtcttcac 
aatttcattt agcaccccaa aaaggcccac 
cacttgctcc cggtgatgga tgaaggcagt 
ctttagggga tcctttgtca gttgtaggac 
999999 c 999 ctctcatagc tactgcccgt 
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caccagctcg ttattgtgct catatagggt gacttgaccc cgaggcggtg gaggagggaa 
3120 

caaccccaga gagcacatct tgccggttcg caggacgtct gcagtcggca aactcctggc 
3180 

cggaacggca cagaccgcac tcccgcaact cggttcccgg gctagattcg tatgcggacg 

3240 

ggtacc 

3246 

<210> 4684 
<211> 385 
<212> PRT 

<213> Homo sapiens 



<400> 4684 



Xaa Pro 


Ala 


Ser 


Leu 


Gin 


Gly 


Ala 


Ala 


Tyr 


Gly 


Thr 


Pro 


Leu 


Pro 


Ala 


1 






5 










10 










15 




Arg Pro 


Leu 


Asn 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Thr 


Pro 


Val 


Tyr 


Pro 


Ala 






20 










25 










30 






Pro His 


Ala 


Arg 


Ser 


Arg 


Val 


Arg 


Pro 


Ala 


Pro 


Lys 


Thr 


He 


Pro 


Gin 




35 










40 










45 








Gin Thr 


His Gly Thr 


Ala 


Arg 


lie 


Gly 


Thr 


His 


Asn 


Gly 


Thr 


Phe 


His 


50 










55 










60 










Cys Asp 


Glu 


Ala 


Leu 


Ala 


Cys 


Ala 


Leu 


Leu 


Arg 


Leu 


Leu 


Pro 


Glu 


Tyr 


65 








70 










75 










80 


Arg Asp Ala 


Glu 


lie 


Val 


Arg 


Thr 


Arg 


Asp 


Pro 


Glu 


Lys 


Leu 


Ala 


Ser 








85 










90 










95 




Cys Asp 


lie 


Val 


Val 


Asp 


Val 


Gly 


Gly 


Glu 


Tyr 


Asp 


Pro 


Arg Arg 


His 






100 










105 










110 






Arg Tyr 


Asp 


His 


Hi3 


Gin 


Arg 


Ser 


Phe 


Thr 


Glu 


Thr 


Met 


Ser 


Ser 


Leu 




115 










120 










125 








Ser Pro Gly Lys 


Pro 


Trp 


Gin 


Thr 


Lys 


Leu 


Ser 


Ser 


Ala 


Gly 


Leu 


He 


130 










135 










140 










Tyr Leu 


His 


Phe 


Gly 


His 


Lys 


Leu 


Leu 


Ala 


Gin 


Leu 


Leu 


Gly 


Thr 


Ser 


145 








150 










155 










160 


Glu Glu 


Asp Ser Met 


Val 


Gly 


Thr 


Leu 


Tyr 


Asp 


Lys 


Met 


Tyr 


Glu 


Asn 








155 










170 










175 




Phe Val 


Glu 


Glu 


Val 


Asp 


Ala 


Val 


Asp 


Asn 


Gly 


He 


Ser 


Gin 


Trp 


Ala 






180 










185 










190 






Glu Gly Glu Pro Arg 


Tyr 


Ala 


Leu 


Thr 


Thr 


Thr 


Leu 


Ser 


Ala 


Arg 


Val 




195 










200 










205 








Ala Arg 


Leu 


Asn 


Pro 


Thr 


Trp 


Asn 


His 


Pro 


Asp 


Gin 


Asp 


Thr 


Glu 


Ala 


210 










215 










220 










Gly Phe 


Lys 


Arg 


Ala 


Met 


Asp 


Leu 


Val 


Gin 


Glu 


Glu 


Phe 


Leu 


Gin 


Arg 


225 








230 










235 










240 


Leu Asp 


Phe 


Tyr 


Gin 


His 


Ser 


Trp 


Leu 


Pro 


Ala 


Arg 


Ala 


Leu 


Val 


Glu 








245 










250 










255 




Glu Ala 


Leu 


Ala 


Gin 


Arg 


Phe 


Gin 


Val 


Asp 


Pro 


Ser 


Gly 


Glu 


He 


Val 






260 










265 










270 






Glu Leu 


Ala 


Lys Gly 


Ala 


Cys 


Pro 


Trp 


Lys 


Glu 


His 


Leu 


Tyr 


His 


Leu 




275 










280 










285 








Glu Ser 


Gly 


Leu 


Ser 


Pro 


Pro 


Val 


Ala 


He 


Phe 


Phe 


Val 


He 


Tyr 


Thr 


290 










295 










300 










Asp Gin 


Ala Gly Gin 


Trp 


Arg 


lie 


Gin 


Cys 


Val 


Pro 


Lys 


Glu 


Pro 


His 
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305 310 315 320 



Ser 


Phe 


Gin 


Ser 


Arg 


Leu Pro Leu Pro 


Glu Pro Trp Arg Gly Leu Arg 










325 




330 335 


Asp 


Glu 


Ala 


Leu Asp 


Gin Val Ser Gly 


He Pro Gly Cys He Phe Val 






340 




345 


350 


His 


Ala 


Ser 


Gly 


Phe 


He Gly Gly His 


Arg Thr Arg Glu Gly Ala Leu 






355 






360 


365 


Ser 


Met 


Ala 


Arg 


Ala 


Thr Leu Ala Gin 


Arg Ser Tyr Leu Pro Gin He 




370 








375 


380 



Ser 
385 

<210> 4685 
<211> 618 
<212> DNA 

<213> Homo sapiens 
<400> 4685 

nntgtgatgg gcgtgcaggt ggtgggcagg gcctttgcac gggccttgcg gcaggagttt 
60 

gcagccecta ccccctaaaa aggaaaccac tcctggagaa gaggcagctc ctagccacct 
120 

gtccctgtgt ctctcatcct gtgctggtgg caggggtgag ccaccaactc ggaaggccca 
180 

gggtgaagtg tgggctgctg aggactgagc gatcacccac atgtccacac agccagccgg 
240 

gccgcagctg atgcccgagg acgcgctgga caccggtctg cagccgcttc caacctctcc 
300 

ggcctcagcc tccaggaggc acagcagatt ctcaacgtgt ccaagctgag ccctgaggag 
360 

gtccagaaga actatgaaca cttatttaag gtgaatgata aatccgtggg tggctccttc 
420 

tacctgcagt caaaggtggt ccgcgcaaag gagcgcctgg atgaggaact caaaatccag 
480 

gcccaggagg acagagaaaa agggcagatg ccccatacgt gactgctcgg ctccccccgc 
540 

ccaccccgcc gcctctaatt tatagcttgg taataaattt cttttctgca aaaaaaagag 
600 

gctggagtgt gctcgcga 
618 

<210> 4696 
<211> 106 
<212> PRT 

<2X3> Homo sapiens 

<400> 4686 
Gly Leu Ser Asp His 

1 5 
Asp Ala Arg Gly Arg 
20 

Ser Gly Leu Ser Leu 
35 

Leu Ser Pro Glu Glu 



Pro His Val His Thr Ala Ser Arg Ala Ala Ala 

10 15 
Ala Gly His Arg Ser Ala Ala Ala Ser Asn Leu 

25 30 
Gin Glu Ala Gin Gin He Leu Asn Val Ser Lys 

40 45 
Val Gin Lys Asn Tyr Glu His Leu Phe Lys Val 
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50 55 60 

Asn Asp Lys Ser Val Gly Gly Ser Phe Tyr Leu Gin Ser Lys Val Val 
65 70 75 80 

Arg Ala Lys Glu Arg Leu Asp Glu Glu Leu Lys He Gin Ala Gin Glu 

85 90 95 

Asp Arg Glu Lys Gly Gin Met Pro His Thr 
100 105 

<210> 46B7 
<211> 309 
<212> DNA 

<213> Homo sapiens 
<400> 4687 

acgcgtcggg gctgagccgg ggtccagcag ccgccgctat ggacatcccg ccgctggccg 
60 

gcaagatcgc ggcgctgtcg ctgagcgccc tcccggtgtc ctacgcgctc aaccacgtct 
120 

cggcgctctc gcaccccctg tgggtggcat tgatgagcgc cctaatcctg ggtctgcttt 
180 

tcgtggcggc ctacagcctg ccccatggcg aggtctccta tgacccactc tatgctggct 
240 

tcgctgtctt cgccttcacc tcgggtgggg acctcatcat cgctcttcag gaagacagct 
300 

atggggggg 
309 



<210> 4688 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 4688 
Met Asp He Pro 
1 

Ala Leu Pro Val 
20 

Pro Leu Trp Val 
35 

Val Ala Val Tyr 
50 

Tyr Ala Gly Phe 
65 

He Ala Leu Gin 



Pro Leu Ala Gly 
5 

Ser Tyr Ala Leu 

Ala Leu Met Ser 
40 

Ser Leu Ser His 
55 

Ala Val Phe Ala 

70 

Glu Asp Ser Tyr 
85 



Lys He Ala Ala 
10 

Asn His Val Ser 
25 

Ala Leu He Leu 

Gly Glu Val Ser 
60 

Phe Thr Ser Gly 
75 

Gly Gly 
90 



Leu Ser Leu Ser 
15 

Ala Leu Ser His 
30 

Gly Leu Leu Phe 
45 

Tyr Asp Pro Leu 

Gly Asp Leu He 
80 



<210> 4689 

<211> 898 

<212> DNA 

<213> Homo sapiens 



<400> 4689 

ncgccccgtc cctcgcgccg aatcgctccc ctggacggcg ctcggctggc cctgagcttg 
60 
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cgctggcgct ggcggacgcc ggactgtcca ccagcatcag cccccgagga cctgatgttc 



120 



ctgctggaca gctcagccag cgtctctcac tacgagttct cccgggttcg ggagtttgtg 



180 



gggcagctgg tggctccact gcccctggca ccgnnggccc tgcgtgccag tctggtgcac 



240 



gtgggcagtc ggccatacac cgagttcccc ttcggccagc acagctcggg tgaggctgcc 



300 



caggatgcgg tgcgtgcttc tgcccagcgc atgggtgaca cccacactgg cctggcgctg 



360 



gtctatgcca aggaacagct gtttgctgaa gcatcaggtg cccggccagg ggtgcccaaa 



420 



gtgctggtgt gggtgacaga tggcggctcc agcgaccctg tgggcccccc catgcaggag 



480 



ctcaaggacc tgggcgtcac cgtgttcatt gtcagcaccg gccgaggcaa cttcctggag 



540 



ctgtcagccg ctgccccagc ccctgccgag aagcacctgc actttgtgga cgtggatgac 



600 



ctgcacatca ttgtccaaga gctgaggggc tccattctcg acgcgatgcg gccacagcag 



660 



ctccatgcca cggagatcac gtccagcggc ttccgcctgg cctggccacc cctgccgacc 



720 



gcagactcgg gctactatgt gctggagctg gtgcccagcg cccagccggg ggctgcaaga 



780 



cgccagcagc tgccagggaa cgccacggac tggatctggg ccggcctcga cccggacacg 
840 

gactacgacg tggcgctagt gcctgagtcc aacgtgcgcc tcctgaggcc ccagatct 
898 

<210> 4690 
<211> 299 
<212> PRT 

<213> Homo sapiens 



<400> 4690 




















Ala 






Xaa 


Pro 


Arg 


Pro 


Ser 


Arg 


Arg 


He 


Ala 


Pro 


Leu 


Asp Gly 


Arg 


Leu 


1 






5 










10 








15 




Ala 


Leu 


Ser 


Leu 


Arg 


Trp 


Arg 


Trp Arg 


Thr 


Pro 


Asp Cys 


Pro 


Pro 


Ala 






20 










25 








30 




Val 


Ser 


Ala 


Pro 


Glu 


ASp 


Leu 


Met 


Phe 


Leu 


Leu 


Asp 


Ser Ser 


Ala 


Ser 






35 










40 








45 








Ser 


His 


Tyr 


Glu 


Phe 


Ser 


Arg 


Val 


Arg 


Glu 


Phe 


Val Gly Gin 


Leu 


Val 




50 








55 










60 








Ala 


Pro 


Leu 


Pro 


Leu 


Ala 


Pro 


Xaa 


Ala 


Leu 


Arg 


Ala Ser 


Leu 


Val 


His 


65 










70 










75 








80 


Val 


Gly 


Ser 


Arg 


Pro 


Tyr 


Thr 


Glu 


Phe 


Pro 


Phe Gly Gin 


His 


Ser 


Ser 








85 










90 








95 




Gly Glu Ala 


Ala 


Gin 


Asp 


Ala 


Val 


Arg 


Ala 


Ser 


Ala Gin 


Arg 


Met 


Gly 








100 










105 








110 






Asp 


Thr 


His 


Thr Gly 


Leu 


Ala 


Leu 


val 


Tyr 


Ala 


Lys Glu 


Gin 


Leu 


Phe 




115 










120 








125 




val 




Ala 


Glu 


Ala 


Ser Gly Ala 


Arg 


Pro Gly Val 


Pro 


Lys Val 


Leu 


Trp 




130 










135 










140 








Val 


Thr 


Asp 


Gly Gly 


Ser 


Ser 


Asp 


Pro 


Val 


Gly 


Pro Pro 


Met 


Gin 


Glu 
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145 






150 






155 










160 


Leu Lys 


Asp 


Leu 


Gly Val Thr Val 


Phe 


He 


val 


Ser 


Thr 


Gly Arg Gly 






165 




170 










175 




Asn Phe 


Leu 


Glu 
180 


Leu Ser Ala Ala 


Ala 
185 


Ser 


Ala 


Pro 


Ala 


Glu 
190 


Lys 


His 


Leu His 


Phe 


Val 


Asp Val Asp Asp 


Leu 


His 


He 


He 


Val 


Gin 


Glu 


Leu 




195 




200 










205 






Thr 


Arg Gly 


Ser 


He 


Leu Asp Ala Met 


Arg 


Pro 


Gin 


Gin 


Leu 


His 


Ala 


210 






215 








220 








Thr 


Glu He 


Thr 


Ser 


Ser Gly Phe Arg 


Leu 


Ala 


Trp 


Pro 


Pro 


Leu 


Leu 


225 






230 






235 










240 


Ala Asp 


Ser 


Gly 


Tyr Tyr Val Leu 


Glu 


Leu 


Val 


Pro 


Ser 


Ala 


Gin 


Pro 






245 




250 










255 




Gly Ala Ala Arg 


Arg Gin Gin Leu 


Pro Gly 


Asn 


Ala 


Thr 


Asp 


Trp 


He 






260 




265 










270 






Trp Ala 


Gly 


Leu 


Asp Pro Asp Thr 


Asp Tyr 


Asp 


Val 


Ala 


Leu 


Val 


Pro 


275 




280 










285 








Glu Ser 


Asn 


Val 


Arg Leu Leu Arg 


Pro 


Gin 


He 













290 295 

<210> 4691 

<211> 2375 

<212> DMA 

<213> Homo sapiens 

<400> 4691 

ntggatctga aagccaaaat gccagatgac catgcacgaa aaattttgct ttcccgtatt 
60 

aataactata ctatcccaga agaagaaatt gggtctttct tatttcatgc tattaataag 
120 

ccaaatgctc ctatctggct catactcaat gaagctggac tatactggag agcagtagga 
180 

aatagcactt ttgctattgc ctgtcttcag agggctttga atctagctcc acttcaatac 
240 

caagatgttc ctcttgtcaa cttggccaac cttctgattc attacggcct tcatcttgat 
300 

gccactaagc tgctacttca agctttggcc atcaatagct ctgagcctct gacctttttg 
360 

agcctgggaa atgcttacct tgctctgaag aatatcagtg gggcacttga ggcctttaga 
420 

caggccttga aattaaccac caaatgtcca gagtgtgaaa acagcctgaa gttgatccgc 
480 

tgtatgcagt tttatccttt tctgtacaac atcacttctt ctgtttgcag tggtaattgt 
540 

catgagaaaa ccctggacaa cagccatgac aaacagaaat attttgacaa ctcacagtca 
600 

ctggatgctg ctgaagaaga gccctctgag agaggaacag aggaggaccc tgtattctct 
660 

gttgagaatt cagggaggga ctcagatgcc cttagacttg aaagtacggt ggttgaggag 
720 

agcaatggtt ctgatgagat ggagaattca gatgaaacca aaatgtcaga agaaatactg 
780 

gctttggtgg atgaatttca acaggcatgg cctttggaag gctttggggg tgcactagag 
840 
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atgaaagggc ggcgtctaga cttacaagga atacgggtgc tgaagaaagg tccccaggat 
900 

ggagtggcca gaagctcttg ctatggagac tgcagaagtg aagatgatga agcaacagaa 
960 

tggattacat tccaggtcaa acgtgtaaag aaacccaaag gagatcataa gaaaactcct 
1020 

gggaaaaaag tagaaacagg tcagatagaa aatggacatc gttaccaagc aaacctagag 
1080 

atcactggcc ccaaggtggc atctcctggg ccacaagggc tactagactg gaagaccagg 
1140 

aaagtgccat agacataatg taactggatt tcagcaaggc atttaacaga gcctcttatg 
1200 

atatccttgt gaaccagatg gagagatgtg ggcttgaagc cttcccattg cctacaggat 
1260 

aaaattcaaa cttcctagtg tggtgtacaa gaccctttac agcccgcctc tgtgtaccct 
1320 

tcaacaccat tctctgaacc aaccatgctc atgtttttac ctcagtgcct ttgcacatgc 
1380 

tattccctct gcctggaatg ccctgtgccc cctctgccct ctgccgtgct aaaatatcac 
1440 

tcatccttaa acttcaaaat caagtgccat ctcttccttg ttaccttcag gcagaattaa 
1500 

ttactctttc ctctgcgcaa ctgttctata tcttcgctct agctcttttc ctgttgtatt 
1560 

gtaatgattt gtttatgttt accttcctta ctagactgtg agctcaagag caggccgtct 
1620 

taattattcc tttctgtacc cctagtgtct tttatggttc tcagcccctt ataacaggtg 
1680 

ctcaataaat atttttcaaa tgaaattatt aaatgtaaaa gaaaattaag attttttgtg 
1740 

aaaattatgg cttatttaag ttattaattt aaacagagtt aatttgaaac tcttccaaaa 
1800 

ctgttccttt ctgttttgtt aaaatctcaa tccaaacccc tgcctgtacc tcaaacagtt 
1860 

ttctactgtt cgtaaattcc tataatataa aaagcgctat acagaactaa agttctcctt 
1920 

cctgcctatt ccattataac tccttcagaa aacccttccc agacaagaca gttctgctct 
1980 

tttcttgggg gatttgatgt aagtaaaggg cccacaccca aaaggtgggt acttacgaag 
2040 

gatattaata aacagagctt taaatttttt tgtagcttta aatagcttgt tgattgggaa 
2100 

catacacgtt agagtcaaac agactcctag tctgccagtt gctagccagg tgacctggac 
2160 

aagtcactta gtctctctga gtctctgttt tctcatctga gaaatgaggg ttaaaaccta 
2220 

cttcaggcca gatgcagtgg ctcacatctg taatcccagc actttgggag gccagggtgg 
2280 

gaggatcact tgagtccagg aggttaaggc tccagaaagc tagtatcatc cacggactct 
2340 

acctgggcaa gaaagcaagg tgctgtctct aactt 
2375 

<210> 4692 
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<211> 383 
<212> PRT 

<213> Homo sapiens 



<400> 4692 



Xaa 


Asp 


Leu 


Lys 


Ala 


Lys 


Met 


Pro Asp Asp His Ala Arg 


Lys 


He 


Leu 


1 








5 








10 








15 




Leu 


Ser 


Arg 


He 


Asn 


Asn 


Tyr 


Thr He 


Pro Glu 


Glu 


Glu 


He 


Gly 


Ser 








20 








25 








30 






Phe 


Leu 


Phe 


His 


Ala 


He 


Asn 


Lys Pro 


Asn Ala 


Pro 


He 


Trp 


Leu 


He 






35 










40 






45 








Leu 


Asn 


Glu 


Ala 


Gly 


Leu 


Tyr 


Trp Arg Ala Val Gly Asn Ser 


Thr 


Phe 




50 










55 






60 










Ala 


lie 


Ala 


Cys 


Leu 


Gin 


Arg 


Ala Leu 


Asn Leu 


Ala 


Pro 


Leu 


Gin 


Tyr 


65 










70 






75 










80 


Gin Asp 


Val 


Pro 


Leu 


Val 


Asn 


Leu Ala 


Asn Leu 


Leu 


He 


His 


Tyr 


Gly 










85 








90 








95 




Leu 


His 


Leu 


Asp 


Ala 


Thr 


Lys 


Leu Leu 


Leu Gin 


Ala 


Leu 


Ala 


He 


Asn 








100 








105 








110 






Ser 


Ser 


Glu 


Pro 


Leu 


Thr 


Phe 


Leu Ser 


Leu Gly Asn Ala 


Tyr 


Leu 


Ala 






115 










120 






125 








Leu 


Lys 


Asn 


He 


Ser Gly 


Ala 


Leu Glu 


Ala Phe 


Arg 


Gin 


Ala 


Leu 


Lys 




130 










135 






140 










Leu 


Thr 


Thr 


Lys 


Cys 


Pro 


Glu 


Cys Glu 


Asn Ser 


Leu 


Lys 


Leu 


He 


Arg 


145 










150 






155 










160 


Cys 


Met 


Gin 


Phe 


Tyr 


Pro 


Phe 


Leu Tyr Asn He 


Thr 


Ser 


Ser 


val 


Cys 










165 








170 








175 




Ser Gly 


Asn 


Cys 


His 


Glu 


Lys 


Thr Leu Asp Asn 


Ser 


His 


Asp 


Lys 


Gin 








180 








185 








.190 






Lys 


Tyr 


Phe 


Asp 


Asn 


Ser 


Gin 


Ser Leu 


Asp Ala 


Ala 


Glu 


Glu 


Glu 


Pro 






195 










200 






205 








Ser 


Glu 


Arg 


Gly 


Thr 


Glu 


Glu 


Asp Pro 


Val Phe 


Ser 


Val 


Glu 


Asn 


Ser 




210 










215 






220 










Gly Arg 


Asp 


Ser 


Asp 


Ala 


Leu 


Arg Leu 


Glu Ser 


Thr 


Val 


Val 


Glu 


Glu 


225 










230 






235 










240 


Ser 


Asn 


Gly 


Ser 


Asp 


Glu 


Met 


Glu Asn 


Ser Asp Glu 


Thr 


Lys 


Met 


Ser 










245 








250 








255 




Glu 


Glu 


He 


Leu 


Ala 


Leu 


Val 


Asp Glu 


Phe Gin 


Gin 


Ala 


Trp 


Pro 


Leu 








260 








265 








270 






Glu Gly 


Phe 


Gly 


Gly Ala 


Leu 


Glu Met Lys Gly Arg Arg 


Leu 


Asp 


Leu 






275 










280 






285 








Gin Gly 


He 


Arg 


Val 


Leu 


Lys 


Lys Gly Pro Gin Asp Gly Val 


Ala 


Arg 




290 










295 






300 










Ser 


Ser 


Cys 


Tyr 


Gly Asp 


Cys 


Arg Ser Glu Asp Asp Glu Ala Thr Glu 


305 










310 






315 










320 


Trp 


He 


Thr 


Phe 


Gin 


Val 


Lys 


Arg Val 


Lys Lys 


Pro 


Lys 


Gly Asp His 










325 








330 








335 




Lys 


Lys 


Thr 


Pro 


Gly Lys 


Lys 


Val Glu Thr Gly Gin 


He 


Glu 


Asn 


Gly 








340 








345 








350 






His 


Arg 


Tyr 


Gin 


Ala 


Asn 


Leu 


Glu He 


Thr Gly Pro 


Lys 


Val 


Ala 


Ser 






355 










360 






365 








Pro Gly 


Pro 


Gin 


Gly Leu 


Leu 


Asp Trp 


Lys Thr 


Arg 


Lys 


Val 


Pro 






370 










375 






380 
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<210> 4693 
<211> 794 
<212> DNA 

<213> Homo sapiens 
<400> 4693 

tccggaagtg ccttcgccct ccgtaaagat ggccggggca gtcggcacga gggaggcggg 
60 

gatgcgcctg cgcaacaagt tcggcgggga agatggcgga tgacaaggat tctctgccta 
120 

agcttaagga cctggcattt ctcaagaacc agctggaaag cctgcagcgg cgtgtagaag 
180 & 

acgaagtcaa cagtggagtg ggccaggatg gctcgctgtt gtcctccccg ttcctcaagg 
240 

gattcctggc tggctatgtg gtggccaaac tgagggcatc agcagtattg ggctttgctg 
300 

tgggcacctg cactggcatc tatgcggctc aggcatatgc tgtgcccaac gtggagaaga 
360 

cattaaggga ctatttgcag ttgctacgca aggggcccga ctagctctag gtgccatgga 
420 

agaggcagga tgagcagctc agccttcagg tggagacact ttatctggat tccccagctg 
480 

tcatccattt gctatctcca actttcctgc caccttcatc cttgcctccc ctcctgcaga 
540 

ttgtggacag tagttcctca gcctgcaccc tggattcctt cttccccttc ctagctccat 
600 

gggactcgcc ccaagactgt ggcttcaagg accaccagcc ccttactctt caagccctga 
660 

ctgtggagtt ggtagatgcc tctgatcctc agtattctct ctggcaatgt tccacggctt 
720 

ctccttcctg ggagctggct ccataacttg attttcccca aacgtgttgc aatccctgct 
780 

gccccttcac gcgt 
794 

<210> 4694 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 4694 



Met 


Ala 


Asp 


Asp 


Lys 


Asp 


Ser 


Leu 


Pro 


Lys 


Leu 


Lys 


Asp 


Leu 


Ala 


Phe 


1 








5 










10 










15 




Leu 


Lys 


Asn 


Gin 


Leu 


Glu 


Ser 


Leu 


Gin 


Arg 


Arg 


Val 


Glu Asp Glu 


Val 








20 










25 










30 






Asn 


Ser 


Gly 


Val 


Gly 


Gin 


Asp 


Gly 


Ser 


Leu 


Leu 


Ser 


Ser 


Pro 


Phe 


Leu 






35 










40 










45 








Lys 


Gly 


Phe 


Leu 


Ala 


Gly 


Tyr 


Val 


Val 


Ala 


Lys 


Leu Arg 


Ala 


Ser 


Ala 




50 










55 










60 










val 


Leu 


Gly 


Phe 


Ala 


Val 


Gly 


Thr 


Cys 


Thr 


Gly 


lie 


Tyr 


Ala 


Ala 


Gin 


65 










70 










75 










80 


Ala 


Tyr 


Ala 


val 


Pro 


Asn 


Val 


Glu 


Lys 


Thr 


Leu 


Arg 


Asp 


Tyr 


Leu 


Gin 










85 










90 










95 




Leu 


Leu 


Arg 


Lys 


Gly 


Pro 


Asp 
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100 

<210> 4695 

<211> 2209 

<212> DNA 

<213> Homo sapiens 

<400> 4695 

nngtgcactg cccacctcct agcctttgcc 
60 

gaatacaccc ttctttcaac ggctattcaa 
120 

cgcctgtgct tcctccttaa ctatctctag 
1B0 

ctcccagaga acagagatcg tgtttttcat 
240 

cccacttact gtgtgagtcc agcactgtgt 
300 

ccaggccttg agtgggtcag cagtgaccac 
360 

gtgtgcgccg gataaaggta ggtggtccct 
420 

cccagatgca gctcattcct ggctccctct 
480 

aactcatgct cgaccacatg acaaacacca 
540 

gtgggtagcc tctcgcccgc gtctcccaac 
600 

agagggtctc acctggggtg tcatgtctac 
660 

acaacctggg tggcctgtca ttcctggaac 
720 

ccctggggaa cgtggtcatt tgtggggtta 
780 

acatctccct cccgacctca gagccccagc 
840 

tttccctgat gcccattttt cccttttgga 
900 

ggggtgaaga ttgcccgtgc cctggtgggc 
960 

atttctctca ccctcctgct ggtggatgag 
1020 

actgcagcag cctggcctaa cgtggctgca 
1080 

gtagcccctg ccgagcccca ggaggcccct 
1140 

cgaagcngga tggcgctggt gctggaacgg 
1200 

cacctgaatg ccctggaccg ggctgctggt 
1260 

gcggccagag caatccagga gtggctgaag 
1320 

ctgctctcca agttgtctgt tctgctcctg 
1380 



tgccattccc aggtcctcct gtccctgcca 
agatcacctg gctgcaaagc tttctttccc 
ttaaagctat ctccaccacc aggccacaag 
tattctgtcc atttccatcc cccactcccg 
gagtccttga taaaaacgat gagcaaatcc 
atctatccgc agggatccac ggggaagctg 
ctggcacagg ccgccctaag gccaaggccc 
gacagatggc aaccgccgat gagattgtga 
ccaacgcgtc ccatgtgcct gtgcagcccg 
ccctcctaca cctctgggga ggagacgccc 
ccgcaggctc ctcagttgtg atgatggtca 
tgggcatcat agccgacgct accgtccgct 
ttgagggatg cctgccagga ggaaatcagg 
ttccaaggtc cttgcttttc tgttgttttc 
ctgccacact ctggtattgc agagggccgc 
accttcatgt cagcactgga gatgcctggc 
cctctcctga aactgataga tgctgaaacc 
gtctccatta ctgggcggaa gcggagccgg 
gattccactg ctgcanngga ggctcagcct 
gtgtgcagca ctctcctggg cctggaggaa 
gacggcgact gtggcaccac ccacagccgt 
gagggcccac cccctgccag ccctgcccag 
gagaagatgg gaggctcatc tggggcgctc 
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tatggcctgt tcctgactgc ggctgcacag cccctgaagg ccaagaccag cctcccagcc 
1440 

tggtctgctg ccatggatgc cggcctggaa gccatgcaga agtatggcaa ggctgctcca 
1500 

ggggacagga ctatgctgga ttctctgtgg gcagcggagc aggagctcca agcctggaag 
1560 

agcccaggag ctgatctgtt acaagtcctg accaaagcag tcaagagtgc cgaagctgca 
1620 

gccgaggcca ccaagaatat ggaagctgga gccggaagag ccagttatat cagctcagca 
1680 

cggctggagc agccagaccc cggggcggtg gcagctgctg ccatcctccg ggccatcttg 
1740 

gaggtcttgc agagctaggg tgtgtgactg cctcccttgg cctcagctcc tctcactgct 
1800 

gtgctgaggt ggcctttgtc acttccttct gccttccaac cctcaccttc ccccggcctg 
1860 

gccccattgg ccaacagaga atccagcata gtcctgtccc ctggagcagc cttgccatac 
1920 

ttctgcatgg cttccaggcc ggcatccatg gcagcagacc aggctggtgt ggggctggag 
1980 

gagatcgcaa agcaggtgaa cgtggtcacc aaggccatgg gtaccctggg ggtgagctta 
2040 

tcctcctgca gcgtccctgg ttccaaaccc accttcgagc tctcagccga cgaggtggag 
2100 

ctgggcctgg ggatccacgg ggaagctggt gtgcgccgga taaagatggc aaccgccgat 
2160 

gagattgtga aactcatgct cgaccacatg acaaacacca ccaacgcgt 
2209 

<210> 4696 
<211> 302 
<212> PRT 

<213> Homo sapiens 
<400> 4696 

Cys Pro Phe Phe Pro Phe Gly Leu Pro His Ser Gly lie Ala Glu Gly 

15 10 15 

Arg Gly Val Lys lie Ala Arg Ala Leu Val Gly Thr Phe Met Ser Ala 

20 25 30 

Leu Glu Met Pro Gly lie Ser Leu Thr Leu Leu Leu Val Asp Glu Pro 

35 40 45 

Leu Leu Lys Leu lie Asp Ala Glu Thr Thr Ala Ala Ala Trp Pro Asn 

50 55 60 

Val Ala Ala Val Ser lie Thr Gly Arg Lys Arg Ser Arg Val Ala Pro 
65 70 75 80 

Ala Glu Pro Gin Glu Ala Pro Asp Ser Thr Ala Ala Xaa Glu Ala Gin 

85 90 95 

Pro Arg Ser Xaa Met Ala Leu Val Leu Glu Arg Val Cys Ser Thr Leu 

100 105 110 

Leu Gly Leu Glu Glu His Leu Asn Ala Leu Asp Arg Ala Ala Gly Asp 

115 120 125 

Gly Asp Cys Gly Thr Thr His Ser Arg Ala Ala Arg Ala lie Gin Glu 

130 135 140 

Trp Leu Lys Glu Gly Pro Pro Pro Ala Ser Pro Ala Gin Leu Leu Ser 
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145 






150 










155 




160 


Lys 


Leu 


Ser Val 


Leu Leu 


Leu 


Glu 


Lys 


Met 


Gly Gly Ser 


Ser Gly Ala 






165 








170 






175 


Leu 


Tyr 


Gly Leu 


Phe Leu 


Thr 


Ala 


Ala 


Ala 


Gin 


Pro Leu 


Lys Ala Lys 




180 








185 








190 


Thr 


Ser 


Leu Pro 


Ala Trp 


Ser 


Ala 


Ala 


Met 


Asp 


Ala Gly 


Leu Glu Ala 






195 






200 








205 




Met 


Gin 


Lys Tyr 


Gly Lys 


Ala 


Ala 


Pro 


Gly 


Asp 


Arg Thr 


Met Leu Asp 




210 






215 










220 




Ser 


Leu 


Trp Ala 


Ala Glu 


Gin 


Glu 


Leu 


Gin 


Ala 


Trp Lys 


Ser Pro Gly 


225 




230 










235 




240 


Ala 


Asp 


Leu Leu 


Gin Val 


Leu 


Thr 


Lys 


Ala 


Val 


Lys Ser 


Ala Glu Ala 






245 








250 






255 


Ala 


Ala 


Glu Ala 


Thr Lys 


Asn 


Met 


Glu 


Ala 


Gly Ala Gly 


Arg Ala Ser 






260 








265 








270 


Tyr 


He 


Ser Ser 


Ala Arg 


Leu 


Glu 


Gin 


Pro 


Asp 


Pro Gly 


Ala Val Ala 




275 






280 








285 




Ala 


Ala 


Ala He 


Leu Arg 


Ala 


He 


Leu 


Glu 


Val 


Leu Gin 


Ser 




290 






295 










300 





<210> 4697 
<211> 1047 
<212> DNA 

<213> Homo sapiens 
<400> 4697 

gctgaatatt gaaattgcct caggtacctc atttctgatt tgtccattat aattttgtat 
60 

tggaaagtga ttggtgacaa attttttata atgcatcatt gtgcgtccct gtatgcatac 
120 

taccttgtac tgaaaaatgg agtgctggca tacattggga attttcgcct gcttgcagag 
180 

catttccagc ccgtttgntg aatcagcgac caaaggctgt agtcactgga aacatggact 
240 

tgttttcatc tctaactctc cacctctcca cactcagcct gcagagcccg gccaacaatc 
300 

aagacagatg ggaccgtgtt cagaattcac acaaaagctg aaggatttat ggatgcggat 
360 

atacctctgg aattggtgtt ccatttgcca gtcaattatc cttcatgtct acctggtatc 
420 

tcgattaact ctgaacagtt gaccagggcc cagtgtgtga ctgtgaaaga gaagttactt 
480 

gagcaagcag agagcctttt gtcggagcct atggttcatg agctggttct ctggattcag 
540 

cagaatctca ggcatatcct cagccaacca gaaactggca gtggcagtga aaagtgtact 
600 

ttttcaacaa gcacgaccat ggatgatgga ttgtggataa ctcttttgca tttagatcac 
660 

atgagagcaa agactaaata tgtcaaaatt gtggagaagt gggcttcaga tttaaggctg 
720 

acaggaagac tgatgttcat gggtaaaata atactgattt tactacaggg agacagaaac 
780 

aacctcaagg tgccaaaaag ttaaatgttg agtatgaatc tggctatttt ctgctttaaa 
840 
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tggtgtgtct ttaagtgtgt tttataacaa tgggatagat taattattaa gatgtttctg 
900 

ctttcattat tacaacctta atggatcttc cttttctttt taaagaatgt ctgactgcta 
960 

attacaagta caaacttgca aagcttgaag aataagattg cattttaaaa atcatgtcac 
1020 

ttaataaagt gacaggttat ttaaaaa 
1047 

<210> 4698 
<211> 182 
<212> PRT 

<213> Homo sapiens 



<400> 4698 






















Leu Ser Thr 


Ser 


Pro 


His 


Ser 


Ala 


Cys Arg Ala Arg Pro 


Thr 


He 


Lys 


1 




5 










10 




15 




Thr Asp Gly Thr 


Val 


Phe 


Arg 


He 


His 


Thr Lys Ala Glu 


Gly 


Phe 


Met 




20 










25 




30 






Asp Ala Asp 


He 


Pro 


Leu 


Glu 


Leu 


Val 


Phe His Leu Pro 


Val 


Asn 


Tyr 


35 










40 




v 45 








Pro Ser Cys 


Leu 


Pro Gly 


He 


Ser 


He 


Asn Ser Glu Gin 


Leu 


Thr 


Arg 


50 








55 






60 








Ala Gin Cys 


Val 


Thr 


Val 


Lys 


Glu 


Lys 


Leu Leu Glu Gin 


Ala 


Glu 


Ser 


65 






70 








75 






80 


Leu Leu Ser 


Glu 


Pro 


Met 


Val 


His 


Glu 


Leu Val Leu Trp 


He 


Gin 


Gin 






85 










90 




95 




Asn Leu Arg 


His 


He 


Leu 


Ser 


Gin 


Pro Glu Thr Gly Ser Gly 


Ser 


Glu 


100 










105 




110 






Lys Cys Thr 


Phe 


Ser 


Thr 


Ser 


Thr 


Thr Met Asp Asp Gly 


Leu 


Trp 


He 


115 










120 




125 








Thr Leu Leu 


His 


Leu 


Asp 


His 


Met 


Arg 


Ala Lys Thr Lys 


Tyr 


Val 


Lys 


130 








135 






140 








He Val Glu 


Lys 


Trp 


Ala 


Ser 


Asp 


Leu 


Arg Leu Thr Gly Arg 


Leu 


Met 


145 




150 








155 






160 


Phe Met Gly 


Lys 


He 


He 


Leu 


He 


Leu 


Leu Gin Gly Asp Arg 


Asn 


Asn 




165 










170 




175 




Leu Lys Val 


Pro 


Lys 


Ser 

















180 

<210> 4699 
<211> 1441 
<212> DNA 

<213> Homo sapiens 
<400> 4699 

tctttttttt tttttttttt tacagtgatt tcaaacagtt taatgtaatt ccaagacaaa 
60 

gtgtgattac atttctacac atatacaata tgcatatgtg agtttacaaa ttttaattaa 
120 

taagtcattt cacctcggag accgaaaaaa tgatcaaaaa gaaactatga gtaacaagct 
180 

ataacatagt tcaccacaat gggacccccc cccccttttt ctcaccctac agttagtaat 
240 
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attacaatta aaataactat attcttctat attttttctg ttaaaatcat ctcataaatt 
300 

tacaatgcta ttattagttt ccaagactaa tataaattca ctccattttt ctacaacgaa 
360 

aatgattaat ttagaagcac acgacgtcat gatgaaaaac acaagcattt tagtagcaag 
420 

gacttgatca gttaagaatt agttttcttg taaaacattc taaagccaag taaaatatcc 
480 

attcttataa catacctata atatgagact aaggaatagg ttacatatag gtctacaaca 
540 

cattggtttg tctttaaaaa aacaaaagta gacatttata aataaaaaag agggacaatt 
600 

cacataggaa aaagaggtac acgagaaaat actgttgcac gcaataattt tcacacagat 
660 

taacatggat taacactctt tattacagaa accgtacggt gaaggaacac aacagaccag 
720 

ggctttcata gggttattga gattgagctg agatgacctg ggagagaaag atctaggtga 
780 

gatgaccctg gggagggagc cacgttcctt ggacctggtg acttagtgtc gccgggtctc 
840 

ctcttccctg ttctcatttt ggggagtgag tctttctatc cagtgtcctg aattcatgag 
900 

cagttgaaag gtaaacattt ctgcagatcc attctctttc tatcctaatg gataccattt 
960 

ttggaaacgt gacagagtat cagaggctgc agctcagtac acgtggtcaa agcaaaacgg 
1020 

gatggaaact tccagtcact ctgatttgtt gcccccgtca cccactgatg cgcttgaagc 
1080 

tgggacccag tgagacagca gcagcaccct acagggcctg ctggctctgc cgtggtgagg 
1140 

tggatgacaa gggcacgcgc cacgcctcag ccccatgtgt gcggagtggc ctgggacaca 
1200 

gcccatgcac gtccaagaca ccagtcttga ctccgacctc caaagagctc cttcccctca 
1260 

tctgtaaagc tatacttctc ctatccaatt tggtfctgata tatatacaca aacatatata 
1320 

tcaacatcta tctctataca gtgattctac taaattagaa attctgctgc cccaaagtat 
1380 

gactttcttg tctatttcat ttggttaaaa aaacgcacac acagaggatg aagagatgat 

1440 

t 

1441 

<210> 4700 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 4700 

Met Asp Thr lie Phe Gly Asn Val Thr Glu Tyr Gin Arg Leu Gin Leu 

15 10 15 

Ser Thr Arg Gly Gin Ser Lys Thr Gly Trp Lys Leu Pro Val Thr Leu 

20 25 30 

He Cys Cys Pro Arg His Pro Leu Met Arg Leu Lys Leu Gly Pro Ser 



3887 



WO 00/58473 PCT/US00/0862 1 



35 40 45 

Glu Thr Ala Ala Ala Pro Tyr Arg Ala Cys Trp Leu Cys Arg Gly Glu 

50 55 60 

Val Asp Asp Lys Gly Thr Arg His Ala Ser Ala Pro Cys Val Arg Ser 
65 70 75 80 

Gly Leu Gly His Ser Pro Cys Thr Ser Lys Thr Pro Val Leu Thr Pro 

85 90 95 

Thr Ser Lys Glu Leu Leu Leu Leu He Cys Lys Ala He Leu Leu Leu 

100 105 HO 

Ser Asn Leu Val 
115 

<210> 4701 

<211> 812 

<212> DNA 

<213> Homo sapiens 

<400> 4701 

nctttttttt agtagagaca gggtttcact cttaccagga tgatctcgat ctccggacct 
60 

cgtgatccgc ccacctccgc ctccgaaaat gctgggatta caggcctgag ccacntaccg 
120 

cctggccatt tttttcttga gacaaggtct tattctctcg ccaagaatgg agtgcagtgg 
180 

tgcaatgttg gctcactgca gcccaaacct cctgggctta agtgatcctc ctacctcagc 
240 

ctctcgagta gcnaggacca caggcgcnca ccatcacacc cagctaatgt tttattcttc 
300 

ngtagagatg gggtctcacc gtgtggccca ggctggcaac tgcatttttt tctcccagct 
360 

caaggaggga ggagcagccg agcccagcag gtacaacgtg ggtttgctct gtgctgggag 
420 

agctacaggg ctgtgcagag ccggcaggga caggacctgg ggctccagga ggcccccaca 
480 

tgctgcctct cagccacctg ccagccctgt tttatgaata tgtttaccgt ggctgtcact 
540 

ttgtcccggt ctgtcacaaa ggcacggaat ccttccccaa acaaggtgcc agccgtcctg 
600 

atggactcca agacggtctg acggtgctcg gacgccttca ggcggatctg ctcgcggatg 
660 

atgtctgcat tctcccgctc ggccttggcg cgcgcccggg cctcggtctc cactcgcagc 
720 

atctcattct tgtgccgcag ctccatctcc cgctccacgg tggctcgccg catggcttcc 
780 

tgcttctgca agaactcctc ctgcttccgt aa 
812 

<210> 4702 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 4702 

Arg Gin Gly Phe Thr Leu Thr Arg Met He Ser He Ser Gly Pro Arg 
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15 10 15 

Asp Pro Pro Thr Ser Ala Ser Glu Asn Ala Gly lie Thr Gly Leu Ser 

20 25 30 

His Xaa Pro Pro Gly His Phe Phe Leu- Glu Thr Arg Ser Tyr Ser Leu 

35 40 45 

Ala Lys Asn Gly Val Gin Trp Cys Asn Val Gly Ser Leu Gin Pro Lys 

50 55 60 

Pro Pro Gly Leu Lys 
65 

<210> 4703 

c211> 513 

<212> DNA 

<213> Homo sapiens 

<400> 4703 

nnctgtttcc ttctttgatt gacaacttgt gttaaccctc gcacatctct gggccaattt 
60 

ttgcttgtaa gtctttccgg agacccctgg aatttaaatc attagcaccg cgaccttccc 
120 

cgaagagtct tcgaagggtt gccgcttttc ggtggcgcag ttctcgcgag aaggaaaatg 
180 

gcagctcccg agcagccgct tgcgatatca aggggatgca cgagctcctc ctcgctttcc 
240 

ccgcctcggg ctgaccgaac ccttctggtc aggcacctgc cggctgagct tactgctgag 
300 

gagaaagagg acttgctgaa gtacttcggg gctcagtctg tgcgggtcct gtcagataag 
360 

gggcgactga aacatacagc ttttgccaca ttccctaatg aaaaagcagc tataaaggca 

420 / 
ttgacaagac tccatcaact gaaactttta ggtcatactt tagtcgttga atttgcaaaa ^ 
480 

gagcaagatc gagttcactc cccatgtccc act 
513 

<210> 4704 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 4704 



Met 


Ala 


Ala 


Pro 


Glu 


Gin 


Pro 


Leu 


Ala 


He 


Ser 


Arg 


Gly 


Cys 


Thr 


Ser 


1 








5 










10 










15 




Ser 


Ser 


Ser 


Leu 


Ser 


Pro 


Pro 


Arg 


Ala 


Asp 


Arg 


Thr 


Leu 


Leu 


Val 


Arg 








20 










25 










30 






His 


Leu 


Pro 


Ala 


Glu 


Leu 


Thr 


Ala 


Glu 


Glu 


Lys 


Glu 


ASp 


Leu 


Leu 


Lys 






35 










40 










45 








Tyr 


Phe Gly 


Ala 


Gin 


Ser 


val 


Arg 


Val 


Leu 


Ser 


Asp 


Lys 


Gly 


Arg 


Leu 




50 










55 










60 










Lys 


His. 


Thr 


Ala 


Phe 


Ala 


Thr 


Phe 


Pro 


Asn 


Glu 


Lys 


Ala 


Ala 


He 


Lys 


65 










70 










75 










80 


Ala 


Leu 


Thr 


Arg 


Leu 


His 


Gin 


Leu 


Lys 


Leu 


Leu Gly 


His 


Thr 


Leu 


Val 










85 










90 










95 




Val 


Glu 


Phe 


Ala 


Lys 


Glu 


Gin 


Asp 


Arg 


Val 


His 


Ser 


Pro 


Cys 


Pro 


Thr 
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100 105 H° 

<210> 4705 

<211> 569 

<212> DNA 

<213> Homo sapiens 

<400> 4705 

ncagacccat actgtgtggg cacggtgctg gccagcagac cgcacacgct agatggccga 
60 

aacattgacc cctagccatg cccaccccgg gggatgcagc cgtagagaac acggccgaag 
120 

gaaggatgga aaggacccag gagcgataac agtaaatcaa ataagatatt tgtcggtgga 

attcctcaca attgtggtga gacagagctc agggaatact tcaagaagtt cggagtggtc 

acggaggtag tcatgatcta tgacgccgag aagcagaggc cccgaggtaa gggcagatct 
300 

agtttgacct cggccttctc cctgctcctc cctcagatgg caaactatct cacccgccag 
360 

gcacacacag gtggcggctg tagcaaacag cctcaggaag ggacgatttg gagacaaatg 

actaaaacgt gggctcctca tgtgcacccc attcagcctg tctgtgcttc ccgaggtcag 
480 

acgtcacaca ttgttttttg gcttgttctt ttgaagtttt tacgacttgt catgagtctc 
540 

ggcctggctt ctgtttttca ctgtccgga 
569 

<210> 4706 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 4706 


















Ser 


Arg 
1 


Thr 


Arg 


Pro 


Lys 
5 


Glu 


Gly Trp 


Lys Gly Pro Arg Ser 
10 


Asp 


Asn 
15 


Lys 


Ser 


Asn 


Lys 


He 


Phe 


Val 


Gly 


Gly He Pro His Asn 


Cys 


Gly 


Glu 






20 










25 


30 






Thr 


Glu 


Leu 


Arg 


Glu 


Tyr 


Phe 


Lys 


Lys Phe Gly Val Val 


Thr 


Glu 


Val 






35 










40 


45 




Gly 




Val 


Met 


He 


Tyr Asp 


Ala 


Glu 


Lys 


Gin Arg Pro Arg Gly Lys 


Arg 




50 










55 




60 




Ala 




Ser 


Ser 


Leu 


Thr 


Ser 


Ala 


Phe 


Ser 


Leu Leu Leu Pro Gin 


Met 


Asn 


65 










70 






75 






80 


Tyr 


Leu 


Thr 


Arg 


Gin 


Ala 


His 


Thr 


Gly Gly Gly Cys Ser 


Lys 


Gin 


Pro 








85 








90 




95 




Gin 


Glu 


Gly 


Thr 


He 


Trp 


Arg 


Gin 


Met Thr Lys Thr Trp 


Ala 


Pro 


His 






100 










105 


110 




His 


Val 


His 


Pro 


He 


Gin 


Pro 


Val 


Cys 


Ala Ser Arg Gly Gin 


Thr 


Ser 




115 










120 


125 


val 






He 


val 


Phe 


Trp 


Leu 


Val 


Leu 


Leu 


Lys Phe Leu Arg Leu 


Met 


Ser 


130 








135 




140 








Leu Gly Leu 


Ala 


Ser 


Val 


Phe 


His 


Cys Pro 
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145 ISO 

<210> 4707 

<2ll> 748 

<212> DNA 

<213> Homo sapiens 

<400> 4707 

ngtcctcttg tccttgagcg tcaaccttct ttccctgaag tggctggggt tcctgtttcc 
60 

ttctttgatt gacaacttgt gttaaccctc gcacatctct gggccaattt ttgcttgtaa 
120 

gtctttccgg agacccctgg aatttaaatc attagcaccg cgcccttccc cgaagagtct 
180 

tcgaagggtt gccgcttttc ggtggcgcag ttctcgcgag aaggtgactt tctttctcgg 
240 

tatttcctgg tttccagaat ccttagcgcg aggcggaaaa aatatttctc ccagcttgtg 
300 

ttgatgccgc gattttgact gagacctctt cccacgattt ctgtttttgc ttctccaagg 
360 

aaaatggcag ctcccgagca gccgcttgcg atatcaaggg gatgcacgag ctcctcctcg 
420 

ctttccccgc ctcggggcga ccgaaccctt ctggtcaggc acctgccggc tgagcttact 
4S0 

gctgaggaga aagaggactt gctgaagtac ttcggggctc agtctgtgcg ggtcctgtca 
540 

gataaggggc gactgaaaca tacagctttt gccacattcc ctaatgaaaa agcagctata 
600 

aaggcattga caagactcca tcaactgaaa cttttaggtc atactttagt cgttgaattt 
660 

gcaaaagagc aagatcgagt tcactcccca tgtcccactt caggctctga aaaaaaaaaa 
720 

atgtctgatg accctgtcga agatgata 
748 

<210> 4708 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<400> 4708 

Met Ala Ala Pro Glu Gin Pro Leu Ala He Ser Arg Gly Cys Thr Ser 

1 5 10 15 

Ser Ser Ser Leu Ser Pro Pro Arg Gly Asp Arg Thr Leu Leu Val Arg 

20 25 30 

His Leu Pro Ala Glu Leu Thr Ala Glu Glu Lys Glu Asp Leu Leu Lys 

35 40 45 

Tyr Phe Gly Ala Gin Ser Val Arg Val Leu Ser Asp Lys Gly Arg Leu 

50 55 60 

Lys His Thr Ala Phe Ala Thr Phe Pro Asn Glu Lys Ala Ala He Lys 
65 70 75 30 

Ala Leu Thr Arg Leu His Gin Leu Lys Leu Leu Gly His Thr Leu Val 

85 90 95 

Val Glu Phe Ala Lys Glu Gin Asp Arg Val His Ser Pro Cys Pro Thr 
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100 105 HO 

Ser Gly Ser Glu Lys Lys Lys Met Ser Asp Asp Pro Val Glu Asp Asp 
115 120 125 



<210> 4709 
<211> 1351 
<212> DNA 

<213> Homo sapiens 
<400> 4709 

cgcagatccg ggccgcggct gtggggaggg cgacggagcg ggtgaccttc cggaggcggg 
60 

agcgagcgag gaggcccggg agcgccgagc gtcgccgccg ccgccgccat gaacaactcg 
120 

ggcgccgacg agatcgggaa gctcttcgtg ggcggtcttg actggagcac gacccaagag 
180 

actctgcgca gctacttttc ccaatatgga gaagtcgtag attgtgttat catgaaagat 
240 

aaaaccacca accagtctcg aggctttggg tttgtcaaat ttaaagaccc aaactgtgtg 
300 

gggacggtgc tggccagcag accgcacacg ctagatggcc gaaacatcga ccccaagcca 
360 

tgcacacccc gggggatgca gccggagaga acacggccga aggaaggatg gcagaaagga 
420 

cccaggagcg ataacagtaa atcaaataag atatttgtcg gtggaattcc tcacaattgt 
480 

ggtgagacag agctcaggga atacttcaag aagttcggag tggtcacgga ggtagtcatg 
540 

atctatgacg ccgagaagca gaggccccga ggttttggat ttattacttt cgaggacgaa 
600 

caatcagtgg accaggctgt caacatgcat tttcacgaca tcatgggcaa aaaagtggaa 
660 

gttaaacgag ctgagcctcg ggacagcaag agccaagcgc cgggacagcc aggtgccagc 
720 

cagtggggga gccgggttgt gcccaacgct gccaatggct gggcaggcca gcccccgccc 
780 

acgtggcagc aaggatatgg cccgcaagga atgtgggtgc cggcaggaca ggcgattggt 
840 

ggctatggac cgccccctgc aggaagagga gcccccccgc cacccccacc gttcacctcc 
900 

tacatcgtgt ccacccctcc tggaggcttt ccccctcccc agggcttccc tcagggctac 
960 

ggtgccccgc cacagttcag ttttggctac gggcctccac ctccaccgcc aggcagccgc 
1020 

tgacccgcac tcctaagggc ccacagcgga caccagaggg gcttttgtct gcagagcgtc 
1080 

ttccaccagc agagcctttg gaagctcccc cagggagccc cacccaggac cctttggggg 
1140 

atgcctcagt cagggccagg ctgaccctga cccctgctta ccctagtccc ctcaacctcc 
1200 

tgacactgga ggaatacttt tctcctaagt ctaccctgga cactttttag ggcacctgga 
1260 

gagaactttc ctctccactg tggcccctgc gtggtgaaga tcaaaagaag ttgtttggga 
1320 
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aaaaaaattt attaaaaaat tctattattt t 
1351 



<210> 4710 

<211> 304 

<212> PRT 

<213> Homo sapiens 



<400> 4710 




















Met Asn Asn Ser Gly Ala Asp Glu 


He 


Gly Lys 


Leu Phe 


Val 


Gly 


Gly 


1 




5 








10 








15 




Leu 


Asp 


Trp Ser Thr 


Thr Gin 


Glu 


Thr 


Leu 


Arg 


Ser Tyr 


Phe 


Ser 


Gin 






20 






25 








30 






Tyr 


Gly Glu Val Val 


Asp Cys 


Val 


He 


Met 


Lys 


Asp Lys 


Thr 


Thr 


Asn 






35 




40 








45 








Gin 


Ser Arg Gly Phe 


Gly Phe 


Val 


Lys 


Phe 


Lys 


Asp Pro 


Asn 


Cys 


Val 




50 




55 










60 








Gly 


Thr 


Val Leu Ala 


Ser Arg 


Pro 


His 


Thr 


Leu Asp Gly Arg 


Asn 


He 


65 






70 








75 








80 


Asp 


Pro 


Lys Pro Cys 


Thr Pro 


Arg 


Gly 


Met 


Gin 


Pro Glu 


Arg 


Thr 


Arg 






85 








90 








95 




Pro 


Lys 


Glu Gly Trp 


Gin Lys 


Gly 


Pro 


Arg 


Ser 


Asp Asn 


Ser 


Lys 


Ser 






100 






105 








110 






Asn 


Lys 


He Phe Val Gly Gly 


He 


Pro 


His 


Asn 


Cys Gly 


Glu 


Thr 


Glu 






115 




120 








125 








Leu 


Arg 


Glu Tyr Phe 


Lys Lys 


Phe 


Gly Val 


Val 


Thr Glu 


Val 


Val 


Met 




130 




135 










140 








lie 


Tyr 


Asp Ala Glu 


Lys Gin Arg 


Pro Arg Gly Phe Gly 


Phe 


He 


Thr 


145 






150 








155 








ISO 


Phe 


Glu Asp Glu Gin 


Ser Val 


Asp 


Gin 


Ala 


Val 


Asn Met 


His 


Phe 


His 






165 








170 








175 




Asp 


He 


Met Gly Lys 


Lys Val 


Glu 


Val 


Lys 


Arg 


Ala Glu 


Pro 


Arg 


Asp 






180 






185 








190 






Ser 


Lys 


Ser Gin Ala 


Pro Gly Gin 


Pro 


Gly 


Ala 


Ser Gin 


Trp Gly 


Ser 






195 




200 








205 








Arg 


Val 


Val Pro Asn 


Ala Ala 


Asn 


Gly Trp 


Ala Gly Gin 


Pro 


Pro 


Pro 




210 




215 










220 








Thr 


Trp 


Gin Gin Gly Tyr Gly 


Pro 


Gin 


Gly 


Met 


Trp Val 


Pro 


Ala 


Gly 


225 






230 








235 








240 


Gin 


Ala 


He Gly Gly Tyr Gly 


Pro 


Pro 


Pro 


Ala 


Gly Arg 


Gly Ala 


Pro 






245 








250 








255 




Pro 


Pro 


Pro Pro Pro 


Phe Thr 


Ser 


Tyr 


He 


Val 


Ser Thr 


Pro 


Pro 


Gly 






260 






265 








270 






Gly Phe 


Pro Pro Pro Gin Gly 


Phe 


Pro Gin Gly Tyr Gly Ala 


Pro 


Pro 






275 




280 








285 








Gin 


Phe 


Ser Phe Gly Tyr Gly 


Pro 


Pro 


Pro 


Pro 


Pro Pro 


Gly Ser 


Arg 




290 




295 










300 









<210> 4711 

<211> 2061 

<212> DNA 

<213> Homo sapiens 



<400> 4711 
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ncgcacggcc gcgcagatct gtcttgctgg aagctttttc ctagaggttg agcggtttgc 
60 

acaatgtcgg aaatggctga gttgtccgag ctgtatgaag agagcagtga cctgcagatg 
120 

gatgtgatgc ctggcgaggg tgaccttccg cagatggagg taggcagcgg gagccgggag 
180 

ctatccctgc gtccctcccg cagcggggcc caacagctcg aggaggaagg cccaatggag 
240 

gaggaggagg cccagccaat ggcggcgcca gaggggaaac ggagccttgc taacgggccc 
300 

aacgctgggg agcagccagg ccaggtggcg ggcgcagact tcgagagcga ggacgagggc 
360 

gaggaatttg atgactggga ggacgactac gactatcccg aagaggagca gctcagtggt 
420 

gccggctaca gagtatcagc cgctcttgaa gaagccgaca agatgtttct gagaacaaga 
480 

gaaccagccc tggatggcgg gtttcagatg cattatgaga agaccccgtt tgatcagtta 
540 

gcttttatcg aagagctttt ttcactgatg gttgtcaatc gtctgaccga agaactcggc 
600 

tgtgatgaga ttattgatag agagtagtta gatgctgtta aaagaggagg aaactacttg 
660 

aggagggacc caactttccg ctatcttttg ggttcatccc aaatagtttt gtgccattga 
720 

aaaacttgac cttcaaaaaa atttgttttt cagaatagaa cacaatagga cagtgactgc 
780 

acagttgtga aaaaggaaga gaatcattaa agaaaaagaa aaaagatttt aagaccgttg 
840 

aaatcaatta tcaagaacgt cctaaaacac ctatggcttt gactttgtta ttgatccaga 
900 

ttattttcct tgcattgggg aaaatatctt tcatatttgt ttgctgtaaa gatggttttg 
960 

caagaataag tcatgaccaa gacaaactgc caatacaaaa gcccactgat actaattata 
1020 

taatgagaaa aaaatgtatc caactaggac acatatcttt tgagttattt ggactgaaag 
1080 

cttaagaaaa cttggaaaat tctattttgt gatctagtca agccacagtt atcaaaggct 
1140 

acattttcag tgtaagataa atggatgagt aaactcaaat atgtatcacg tgtgctttgt 
1200 

atcttaagat gtgtttccaa gagcatctga aattttgttt gtacatgtat cttgatcatt 
1260 

tataaagcca ctgtgatcta taaatcaaga aaatccattg tcataaccat ttttaaaagt 
1320 

caaaaattaa gacatcctta attaaaaagt ttcaaatcta gacactaaat gtgtgtgaat 
1380 

gtacaaagaa aacaaaccat tgcttatgct gttatatact agagaaattt tgttttgctt 
1440 

gctgttttaa cttgacagat gaaggacttt agttgaactt catattgtaa gaactgttaa 
1500 

taaaagttgt caagtaaaaa gcgctatatc taaaaagact ttatgaacag ttattctatc 
1560 

aacttttaaa ggttttaaac ctgcccagaa attaccttgg tatctgaagt ttccctctgt 
1620 
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ctcctcctct aattaagcct gttatttgtc atgcaccagc attggagata ataaaatttc 
1680 

ttgttctgtg tattttgttt ggccaatagt attgcataca tactttctct gtatactact 
1740 

ttctattgta tgtgttaacc agtattaagg gaaaatgatc cagcttcagc tatctaattc 
1800 

acaaattaat ttctggaaat taaactttgt aaattaagtt tttgcctata agaatttgct 
1860 

ggtctgggaa aacctgccct atcaatgagt atgttgccgt ggttacctta ctaagatgct 
1920 

gaagttctag gagagtaatg attacatcag aaggctaggt tcagcaaaat aagtgtatca 
1980 

gcaggtttta tcatgatcag taaaaatgtt ccaaatgctt ctgctccatt atagcagtaa 
2040 

agaacgaata tccaatgcaa a 
2061 

<210> 4712 

<211> 187 

<212> PRT 

<213> Homo sapiens 



<40O> 4712 



Met 


Ser Glu 


Met 


Ala 


Glu 


Leu Ser 


Glu 


Leu 


Tyr 


Glu 


Glu 


Ser 


Ser 


Asp 


1 






5 








10 










15 




Leu 


Gin Met 


Asp 


Val 


Met 


Pro Gly Glu 


Gly 


Asp 


Leu 


Pro 


Gin 


Met 


Glu 






20 








25 










30 






Val 


Gly Ser 


Gly 


Ser 


Arg 


Glu Leu 


Ser 


Leu 


Arg 


Pro 


Ser 


Arg 


Ser 


Gly 




35 








40 










45 








Ala 


Gin Gin 


Leu 


Glu 


Glu 


Glu Gly 


Pro 


Met 


Glu 


Glu 


Glu 


Glu 


Ala 


Gin 




50 








55 








60 










Pro 


Met Ala 


Ala 


Pro 


Glu 


Gly Lys 


Arg 


Ser 


Leu 


Ala 


Asn 


Gly 


Pro 


Asn 


65 








70 








75 










80 


Ala 


Gly Glu 


Gin 


Pro Gly 


Gin Val 


Ala 


Gly 


Ala 


Asp 


Phe 


Glu 


Ser 


Glu 








85 








90 










95 




Asp 


Glu Gly 


Glu 


Glu 


Phe 


Asp Asp Trp 


Glu 


Asp Asp 


Tyr 


Asp 


Tyr 


Pro 






100 








105 










110 






Glu 


Glu Glu 


Gin 


Leu 


Ser 


Gly Ala 


Gly 


Tyr 


Arg 


Val 


Ser 


Ala 


Ala 


Leu 




115 








120 










125 








Glu 


Glu Ala 


Asp 


Lys 


Met 


Phe Leu 


Arg 


Thr 


Arg 


Glu 


Pro 


Ala 


Leu 


Asp 




130 








135 








140 










Gly Gly Phe 


Gin 


Met 


His 


Tyr Glu 


Lys 


Thr 


Pro 


Phe 


Asp 


Gin 


Leu 


Ala 


145 








150 








155 










160 


Phe 


He Glu 


Glu 


Leu 


Phe 


Ser Leu 


Met 


Val 


Val 


Asn 


Arg 


Leu 


Thr 


Glu 








165 








170 










175 




Glu Leu Gly 


Cys 


Asp Glu 


He He 


Asp 


Arg 


Glu 













180 185 

<210> 4713 

<211> 1324 

<212> DNA 

<213> Homo sapiens 

<400> 4713 
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aattcggcac agcacggaac cccctcctct cacagaaccc cctcctctca cacagaaccc 
60 

cctcctctca cacagaaccc cctcctctca cggaaccccc tcctctcacg gaaccccctc 
120 

ctctcacgga acgccctcct ctcacacaga accccctcct ctcaccgaat cccatctcag 
1B0 

tcttgagttt tccctcgact ctgttgcttc cgctcacatc ttagtgagtc cccagggcct 
240 

ctgcggggca tggaatcaca cgtgcagtgt tccggcatgt tcagcctggt gtgtgacagt 
3O0 

ggggttccct gccaggccag cagtgtgctc tgactcgggg cagggaccag gttctgtgta 
360 

gctttgtgct caagtgctga gcagagtaga ctctcagcag atgtttgaat gaatgggtga 
420 

accaatggct gcacaaatga acgagcctga ctctccctca tgatttggtc catagtgtgt 
480 

ttaaataccc tcctagtggg cttttagctc cttgaagatg gaaacaggtt tgcatagtaa 
540 

gtttgtttta ttgaatggaa tggacttaaa gtcttcggac ttgggagaat taggacagat 
600 

ctgtttcccc gttggtaaag taaaggttgg gcctgatgat ctcagaaact caggaagagt 
660 

gatggtcggc cccagggtcg agagtgagtt actgccaggt ccagggctgt ccctgtgttc 
720 

tggctcccag accacagtgt ttcttcctga agccggtggt tgcagccact ttgccttgct 
780 

cctctacgcc tttcctgaag gatgaggtgg ggccagtctg cctctgggag ctcggtcaag 
840 

ttcacccgcc tgcctgcctg tccagccaag tacctggccc agatcattgt gatgggcgtg 
900 

caggtggtgg gcagggcctt tgcacgggcc ttgcggcagg agtttgcagc cagccgggcc 
960 

gcagctgatg cccgaggacg cgctggacac cggtctgcag ccgcttccaa cctctccggc 
1020 

ctcagcctcc aggaggcaca gcagattctc aacgtgtcca agctgagccc tgaggaggtc 
1080 

cagaagaact atgaacactt atttaaggtg aatgataaat ccgtgggtgg ctccttctac 
1140 

ctgcagtcaa aggtggtccg cgcaaaggag cgcctggatg aggaactcaa aatccaggcc 
1200 

caggaggaca gagaaaaagg gcagatgccc catacgtgac tgctcggctc cccccgccca 
1260 

ccccgccgcc tctaatttat agcttggtaa taaatttctt ttctgcaaaa aaaaaaaaaa 

1320 

aaaa 

1324 

<210> 4714 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 4714 

Met Arg Trp Gly Gin Ser Ala Ser Gly Ser Ser Val Lys Phe Thr Arg 
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1 








5 








10 






15 




Leu 


Pro 


Ala 




Pro 


Ala Lys 


Tvr 


Leu 


Ala 


Gin He 


He Val 


Met 


Gly 








20 








25 






30 






Val 


Gin 


Val 


Val 


Gly Arg Ala 


Phe 


Ala 


Arg 


Ala Leu 


Arg Gin 


Glu 


Phe 






35 








40 








45 






Ala 


Ala 


Ser 


Arg 


Ala 


Ala Ala 


Asp 


Ala 


Arg 


Gly Arg 


Ala Gly 


His 


Arg 




50 








55 








60 








Ser 


Ala 


Ala 


Ala 


Ser 


Asn Leu 


Ser 


Gly 


Leu 


Ser Leu 


Gin Glu 


Ala 


Gin 


65 










70 








75 






80 


Gin 


lie 


Leu 


Asn 


val 


Ser Lys 


Leu 


Ser 


Pro 


Glu Glu 


Val Gin 


Lys 


Asn 










85 








90 






95 




Tyr Glu His 


Leu 


Phe 


Lys Val 


Asn 


Asp 


Lys 


Ser Val 


Gly Gly Ser 


Phe 








100 








105 






110 






Tyr 


Leu 


Gin 


Ser 


Lys 


Val Val 


Arg 


Ala 


Lys 


Glu Arg 


Leu Asp 


Glu 


Glu 




115 








120 








125 






Leu 


Lys 


lie 


Gin 


Ala 


Gin Glu Asp 


Arg 


Glu 


Lys Gly 


Gin Met 


Pro 


His 




130 








135 








140 









Thr 
145 

<210> 4715 

<211> 2051 

<212> DNA 

<213> Homo sapiens 

<400> 4715 

nngggtttcg acagcctaga aggaacaaaa cggcatttcc gggaagatgc gcgacaagtc 
60 

aggtccggca catgttccgc gggcccagca atgacggatg atatcacctc ttcttctctg 
120 

gtgagagtct gaggatagag acttttttct caccatgaat gtcaccccag aggtcaagag 
180 

tcgtgggatg aagtttgctg aggagcagct gctaaagcat ggatggactc aaggcaaagg 
240 

cctcggcgga aggagaatgg tatcactcag gctctcaggg tgacactgaa gcaagacact 
300 

catggggtag gacatgaccc tgccaaggag ttcacaaacc actggtggaa tgagctcttc 
360 

aacaagactg cggccaactt ggtagtggaa actgggcagg atggagtaca gataaggagc 
420 

ctttctaagg agaccacccg ttataatcat cccaagccca acttgctgta tcagaagttt 
480 

gtgaagatgg ctacattgac ttcaggtgga gagaagccaa acaaagactt ggagagctgc 
540 

agtgatgacg acaaccaggg gtccaagtcc ccaaagattc tgactgatga gatgctgctc 
600 

caagcctgtg aggggcgaac agcacacaag gctgcccgtc ttgggatcac aatgaaggcc 
660 

aagcttgctc gcctagaggc ccaggagcag gccttcctgg ctcgtctcaa aggccaggac 
720 

cctggggccc ctcaactgca gtcagagagc aagcccccca aaaaaaagaa aaagaaaagg 
780 

aggcagaaag aggaggaaga agctacagca tctgaaagga atgatgcaga tgagaagcac 
840 
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ccagaacatg ctgagcagaa catcagaaaa agcaagaaga agaaaaggcg acatcaagaa 
900 

ggaaaggtct cagatgaaag agagggtaca actaaagaat gagaaggagg acgctgcagg 
960 

aacaagtggg cttggggaat tgaatagcag agagcaaacc aatcagtccc tcaggaaagg 
1020 

gaagaaaaag aagaggtgng caccatgaag aggagaagat gggggtcttg gaggaaggag 
1080 

gaaaaggcaa ggaggctgca gagtgtcagg acagaggagg tagagagcag ggcatatgct 
1140 

gacccatgca gccgaagaaa gaagaggcag caacaggagg aggaggactt gaacctagaa 
1200 

gatagaggtg aggaaactgt tttaggtggt ggaaccaggg aagcagagag cagagcatgc 
1260 

agtgatggaa gaagcaggaa aagcaagaag aaaagacagc agcatcaaga ggaggaggac 
1320 

atcttggatg taagggatga gaaggatggc ggggctaggg aagcagagag cagagcacac 
1380 

actggctcaa gcagcnagag gtaagaggaa gaggcagcag catcccaaga aggaaagagc 
1440 

tggagtcagc actgtccaga aagccaaaaa gaaacagaag aagagagact aaaggtctgg 
1500 

taaaggtagg gctcaattga ttgattttca ggagttgaag cctcaaagac cagggttgat 
1560 

gcaggtctgc aggtcttctg cacccccctc aatgaggagt ccctcccaga aaggaaactg 
1620 

atctctggga cgtcagctgc tgagaggagc aagcggtagt accacccctt agttgaggga 
1680 

gtcagcacag tcctttctgc agcttctaac ccaggaccat gaactcaggt gcctagagaa 
1740 

gccaggcagc taaaggacaa ggaatgctgg gggctgtggg aacaggaatg cagataccct 
1600 

tcgaaggagc attcctgcta aaagaagctg aaaatgtaga cctatgtgaa gtgctctgat 
1860 

ttctaaatat tgtgaaggtt aagaaaaaca taaatttagg tctatgggct agatttagcc 
1920 

cacagttgcc agtttctagc gctaccaaat gaatgaataa acatgcttgc gctcctagcc 
1980 

tagagataaa tcctgactgg catctctgtt cccagcctgg gaaggtcctg aatacaaatt 

2040 

agaagatatt c 
2051 

<210> 4716 
<211> 239 
<212> PRT 

<213> Homo sapiens 
<400> 4716 

Met Asp Ser Arg Gin Arg Pro Arg Arg Lys Glu Asn Gly He Thr Gin 

1 5 10 15 

Ala Leu Arg Val Thr Leu Lys Gin Asp Thr His Gly Val Gly His Asp 

20 25 30 

Pro Ala Lys Glu Phe Thr Asn His Trp Trp Asn Glu Leu Phe Asn Lys 
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35 40 45 



Thr Ala Ala 


Asn 


Leu 


Val 


Val 


Glu 


Thr Gly Gin Asp 


Gly 


Val 


Gin 


He 


50 








55 








60 










Arg Ser Leu 


Ser 


Lys 


Glu 


Thr 


Thr 


Arg 


Tyr 


Aqri til & 


Pro 


Lys 


Pro 


Asn 


65 






70 










75 








80 


Leu Leu Tyx 


Gin 


Lys 


Phe 


Val 


Lys 


Met 


Ala 


Thr Leu 


Thr 


Ser Gly Gly 




a o 










90 








95 




Glu Lys Pro 


Asn 


Lys 


Asp 


Leu 


Glu 


Ser 


Cys 


Ser Asp 


Asp 


Asp 


Asn 


Gin 


100 










105 








110 






Gly Ser Lys 


Ser 


Pro 


Lys 


He 


Leu 


Thr 


Asp 


Glu Met 


Leu 


Leu 


Gin 


Ala 


115 










120 








125 








Cys Glu Gly Arg 


Thr 


Ala 


His 


Lys 


Ala 


Ala 


Arg Leu 


Gly 


lie 


Thr 


Met 


130 








135 








140 










Lys Ala Lys 


Leu 


Ala 


Arg 


Leu 


Glu 


Ala 


Gin 


Glu Gin 


Ala 


Phe 


Leu 


Ala 


145 






150 










155 








160 


Arg Leu Lys 


Gly 


Gin 


ASp 


Pro Gly 


Ala 


Pro 


Gin Leu 


Gin 


Ser 


Glu 


Ser 




165 










170 








175 




Lys Pro Pro 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Arg 


Arg Gin 


Lys 


Glu 


Glu 


Glu 


180 










185 








190 






Glu Ala Thr 


Ala 


Ser 


Glu Arg 


Asn 


Asp Ala Asp Glu 


Lys 


His 


Pro 


Glu 


195 










200 








205 








His Ala Glu 


Gin 


Asn 


lie 


Arg 


Lys 


Ser 


Lys 


Lys Lys 


Lys 


Arg Arg 


His 


210 








215 








220 










Gin Glu Gly 


Lys 


Val 


Ser 


Asp 


Glu 


Arg Glu Gly Thr 


Thr 


Lys 


Glu 




225 






230 










235 











<210> 4717 

<211> 2753 

<212> DNA 

<213> Homo sapiens 

<400> 4717 

nggtacccgg tgtgatgggc cgcccactgg tctgcagagc ttcccaggct gcctgcaggc 
60 

cctgcacgtc cccggagttg gggctgtagc cctgcccata cactgcaatc cagcccacag 
120 

gctctgagtt gggtgaaccg gggtccccat agcgggtaac ttgggatggt gggtacttgg 
180 

ccagccaggc atccagctta gtggcaggcg ttgtgcgggc atcaaacact agccaggggt 
240 

ccatgtcagc tgccatggcc tctgcagcca ggtgctcggc ggtgaagcca tcctcacggc 
300 

cacctggaga gccctcctct tccagctcct cacctggttc catcctgctc cggccttcgc 
360 

tgcgttcgac gccggcccag ccccgggccc ggctccgctc ctgccgtggc tccgcgcagc 
420 

atcctgggcc tccccccgct ttctgaggac agcatcaaag tgattcgcaa catgagagca 
480 

gcctctccac cagcatctgc ttcagacttg attgagcagc agcagaaacg gggccgccga 
540 

gagcacaagg ctctgataaa gcaggacaac ctagatgcct tcaacgagcg ggatccctac 
600 

aaggctgatg actctcgaga agaggaagag gagaatgatg atgacaacag tctggagggg 
660 
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gagacgtttc ccctggaacg ggatgaagtg 
720 

gacaggctga cttgccccaa agggctcccg 
780 

gagatgttcc ttgagtccag ccgcagcaaa 
840 

aacacagtgg tggggctgcc caggccaatc 
900 

aagtacacgt cgattgcaga ggtccaggca 
960 

ctctcagggg gagaagaaga agttgagcaa 
1020 

ctccccagcc tgcctcagta tatgattgcc 
1080 

acctcaaaag ccaaaacaga ctcaatcaac 
1140 

cccaccacag tgttgcagag catgaagctg 
1200 

attgttaaag ccatttctgc tgccctgctg 
1260 

ttctaccagt ttgaatacat ggcccagcac 
1320 

ctaaagttct tcaatcaaaa catcatgtcc 
1380 

ctggattacc ctcactgcgt ggtgcatgag 
1440 

gcaggtgaca gtaaccaatt ttgctggagg 
1500 

atcttgaaca agctgacaaa gtggaagcat 
1560 

tcagccccca tcttgaagcg ggccctaaag 
1620 

ctgaagctgc tcaaggtaca gaccaaatac 
1680 

aagaccatgt ctgccatcta ccagaaggtg 
1740 

ggcaatgatc ttgatgcccg gccttgggac 
1800 

aacattgaac gcttcaacgc ccggcgctat 
1860 

ccagtggaca actgcctgca gagtgtcctg 
1920 

cagatgaact atgacctctg gttagaaagg 
1980 

gagctgctgc agtgaggctg ttggttaggg 
2040 

ggtacctgtg ggactgtcct agttcattgc 
2100 

gcacagcccc actgtgtctt ccgcagtctg 
2160 

ccccttggtt cccagggtcc tgctccgaag 
2220 

tttacttccc ccaccctcct ctcttggata 
2280 



atgcctcccc cgctacagca cccacagact 
tgggctccca aggtcagaga gaaagacatt 
tttataggtt acactctagg cagtgacacg 
cacgaaagca tcaagactct gaaacagcac 
cagatgaagg aggaatacct ccgctcccct 
gtccctgcag aaaccctcta ccaaggcttg 
ctcctgaaga tcctgttggc tgcagcaccc 
atcctagcgg acgtcttgcc tgaggagatg 
ggggtggatg taaaccgcca caaagaggtc 
ctgctgctta agcactttxa agtgaaccat 
ctggtgtttg ccaactgcat tcctttgatc 
tacatcactg ccaagaacag catttctgtc 
ctgccagagc tgacggcgga gagtttggaa 
aacctctttt cttgtatcaa tctgcttcgg 
tcaaggacaa tgatgctggt ggtgttcaag 
gtgaaacaag ccatgatgca gctctatgtg 
ttggggcggc agtggcgaaa gagcaacatg 
cggcatcggc tgaacgacga ctgggcatac 
ttccaggcag aggagtgtgc ccttcgtgcc 
gaccgggccc acagcaaccc tgacttcctg 
ggccaacggg tggacctccc tgaggacttt 
gaggtcttct ccaagcccat ttcctgggaa 
gactgaaatg gagagaaaag atgatctgaa 
tgcagtgctc ccatccccca ccaggtggca 
tcctgggctt gggtgagccc agcttgacct 
cagtcatctc tgcctgagat ccattcttcc 
cggttggttt tggctcattt cacaatcagc 
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ccaaggctgg gaaagctgga atgggatggg aacccctccg ccgtgcatct gaatttcagg 
2340 

ggtcatgctg atgcctctcg agacatacaa atccttgctt tgtcagcttg caaaggagga 
2400 

gagtttagga ttagggccag ggccagaaag tcggtatctt ggttgtgctc tggggtgggg 
2460 

gtggggtgtt tctgatgtta ttccagcctc ctgctacatt atatccagaa gtaattgcgg 
2520 

aggctccttc agctgcctca gcactttgat tttggacagg gacaaggtag gaagagaagc 
2580 

ttcccttaac cagaggggcc atttttcctt ttggctttcg agggcctgta aatatctata 
2640 

tataattctg tgtgtattct gtgtcatgtt ggggttttta atgtgattgt gtattctgtt 
2700 

tacattaaaa agaagcaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
2753 

<210:> 4718 
<211> 259 
<212> PRT 

<213> Homo sapiens 
<400> 4718 

Met Arg Ala Ala Ser Pro Pro Ala Ser Ala Ser Asp Leu lie Glu Gin 

15 10 15 

Gin Gin Lys Arg Gly Arg Arg Glu His Lys Ala Leu lie Lys Gin Asp 

20 25 30 

Asn Leu Asp Ala Phe Asn Glu Arg Asp Pro Tyr Lys Ala Asp Asp Ser 

35 40 45 

Arg Glu Glu Glu Glu Glu Asn Asp Asp Asp Asn Ser Leu Glu Gly Glu 

50 55 60 

Thr Phe Pro Leu Glu Arg Asp Glu Val Met Pro Pro Pro Leu Gin His 
65 70 75 80 

Pro Gin Thr Asp Arg Leu Thr Cys Pro Lys Gly Leu Pro Trp Ala Pro 

85 90 95 

Lys Val Arg Glu Lys Asp lie Glu Met Phe Leu Glu Ser Ser Arg Ser 

100 105 110 

Lys Phe lie Gly Tyr Thr Leu Gly Ser Asp Thr Asn Thr Val Val Gly 

115 120 125 

Leu Pro Arg Pro He His Glu Ser He Lys Thr Leu Lys Gin His Lys 

130 135 140 

Tyr Thr Ser lie Ala Glu Val Gin Ala Gin Met Lys Glu Glu Tyr Leu 
145 150 155 160 

Arg Ser Pro Leu Ser Gly Gly Glu Glu Glu Val Glu Gin Val Pro Ala 

165 170 175 

Glu Thr Leu Tyr Gin Gly Leu Leu Pro Ser Leu Pro Gin Tyr Met He 

180 185 190 

Ala Leu Leu Lys He Leu Leu Ala Ala Ala Pro Thr Ser Lys Ala Lys 

195 200 205 

Thr Asp Ser He Asn He Leu Ala Asp Val Leu Pro Glu Glu Met Pro 

210 215 220 

Thr Thr Val Leu Gin Ser Met Lys Leu Gly Val Asp Val Asn Arg His 
225 230 235 240 

Lys Glu Val He Val Lys Ala He Ser Ala Ala Leu Leu Leu Leu Leu 
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245 250 255 

Lys His Phe 



<210> 4719 

<211> 589 

<212> DNA 

<213> Homo sapiens 

<400> 4719 

cgaaccatgg ccggcatggt ggacttccag gatgaggagc aggtcaagtc ctttttggag 
60 

aacatggagg tggagtgcaa ctaccactgc taccacgaga aggacccgga cggttgctat 
120 

cggctggtgg actatttgga agggatccgg aagaattttg atgaggctgc caaggtgttg 
180 

aagtttaact gtgaagagaa ccagcacagt gatagctgct acaaactggg ggcctactat 
240 

gtgactggaa aaggtggtct gacccaggac ctgaaagctg ccgccaggtg ctttttgatg 
300 

gcgtgtgaga agcctggaaa gaagtcaata gcagcatgtc acaacgttgg cctcctggca 
360 

catgatggac aggttaatga ggatggccag cctgacttgg gaaaggccag ggactactac 
420 

acaagggcct gtgatggtgg ctatacttcc agttgcttca acctcagtgc catgttcctg 
480 

cagggtgccc caggctttcc caaggacatg gacctggcat gtaaatactc catgaaagcc 
540 

tgtgacctgg gtcatatctg ggcctgtgcc aatgccagtc gcatgtaca 
589 

<210> 4720 

<211> 196 

<212> PRT 

<213> Homo sapiens 



<400> 4720 



Arg 


Thr 


Met 


Ala 


Gly 


Met 


Val 


Asp 


Phe 


Gin 


Asp Glu 


Glu 


Gin 


Val 


Lys 


1 








5 










10 








15 




Ser 


Phe 


Leu 


Glu 


Asn 


Met 


Glu 


Val 


Glu 


Cys 


Asn Tyr 


His 


Cys 


Tyr 


His 








20 










25 








30 






Glu 


Lys 


Asp 


Pro 


Asp 


Gly 


Cys 


Tyr 


Arg 


Leu 


Val Asp 


Tyr 


Leu 


Glu 


Gly 






35 










40 








45 








He 


Arg 


Lys 


Asn 


Phe 


ASp 


Glu 


Ala 


Ala 


Lys 


Val Leu 


Lys 


Phe 


Asn 


Cys 




50 










55 








60 










Glu 


Glu 


Asn 


Gin 


His 


Ser 


Asp 


Ser 


Cys 


Tyr 


Lys Leu 


Gly 


Ala 


Tyr 


Tyr 


65 










70 










75 








80 


Val 


Thr 


Gly 


Lys 


Gly 


Gly 


Leu 


Thr 


Gin 


Asp 


Leu Lys 


Ala 


Ala 


Ala 


Arg 










85 










90 








95 




Cys 


Phe 


Leu 


Met 


Ala 


Cys 


Glu 


Lys 


Pro 


Gly 


Lys Lys 


Ser 


He 


Ala 


Ala 








100 










105 








110 






Cys 


His 


Asn 


Val 


Gly 


Leu 


Leu 


Ala 


His 


Asp 


Gly Gin 


val 


Asn 


Glu 


Asp 




115 










120 








125 








Gly Gin 


Pro 


Asp 


Leu 


Gly 


Lys 


Ala 


Arg 


Asp 


Tyr Tyr 


Thr 


Arg 


Ala 


Cys 
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130 135 140 

Asp Gly Gly Tyr TKr Ser Ser Cys Phe Asn Leu Ser Ala Met Phe Leu 
145 150 155 160 

Gin Gly Ala Pro Gly Phe Pro Lys Asp Met Asp Leu Ala Cys Lys Tyr 

165 170 175 

Ser Met Lys Ala Cys Asp Leu Gly His He Trp Ala Cys Ala Asn Ala 

180 185 190 

Ser Arg Met Tyr 
195 

<210> 4721 
<211> 1385 
<212> DNA 

<213> Homo sapiens 
<400> 4721 

nncaacagct ccgacaaggt actacgatga tatatatttt gattctgatt ccgaggatga 
60 

agacagagtt tagggactgg acttgcagtg taaacagaga cgctgcaaat tgcttgtgga 
120 

cggtgtaggc cgctgcaggc caccatgaac cggcttccgg atgactacga cccctacgcg 
180 

gttgaagagc ctagcgacga ggagccggct ttgagcagct ctgaggatga agtggatgtg 
240 

cttttacatg gaactcctga ccaaaaacga aaactcatca gagaatgtct taccggagaa 
300 

agtgaatcat ctagtgaaga tgaatttgaa aaggagatgg aagctgaatt aaattctacc 
360 

atgaaaacaa tggaggacaa gttatcctct ctgggaactg gatcttcctc aggaaatgga 
420 

aaagttgcaa cagctccgac aaggtactac gatgatatat attttgattc tgattccgag 
480 

gatgaagaca gagcagtaca ggtgaccaag aaaaaaaaga agaaacaaca caagattcca 
540 

acaaatgacg aattactgta tgatcctgaa aaagataaca gagatcaggc ctgggttgat 
600 

gcacagagaa ggggttacca tggtttggga ccacagagat cacgtcaaca acagcctgtt 
660 

ccaaatagtg atgctgtctt gaattgtcct gcctgcatga ccacactttg ccttgattgc 
720 

caaaggcatg aatcatacaa aactcaatat agagcaatgt ttgtaatgaa ttgttctatt 
780 

aacaaagagg aggttctaag atataaagcc tcagagaaca ggaagaaaag gcgggtccat 
840 

aagaagatga ggtctaaccg ggaagatgct gctgagaagg cagagacaga tgtggaagaa 
900 

atctatcacc cagtcatgtg cactgaatgt tccactgaag tggcagtcta cgacaaggat 
960 

gaagtctttc attttttcaa tgttttagca agccattcct aaacagccca actggcattt 
1020 

aattacccaa tactgtatat aaggcaaata tggacagtta ctttcctctt gcctgttcat 
1080 

atccttcagt gacattgagg aagcagtgtt tctcttttta aaggagaata gttgtcaacc 
1140 
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ttcattcatc tcttacatct ctcaccctct cctttttttt ttctttgatt ttccccctta 
1200 

ttgatgggac tgatattcat tctgtttttg atgaacattt ggaaactgtc gggcttttta 
1260 

ttaaagctct gtagaattaa aatgttctgg aattataagc aatctttgtt tctgagtgtt 
1320 

atttttattt tggatatagc tttgatgtaa ttaaactgga aactctttcc tcaaaaaaaa 

1380 

agctt 

13B5 

<210> 4722 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<400> 4722 

Met Asn Arg Leu Pro Asp Asp Tyr Asp Pro Tyr Ala Val Glu Glu Pro 

1 5 10 15 

Ser Asp Glu Glu Pro Ala Leu Ser Ser Ser Glu Asp Glu Val Asp Val 

20 25 30 

Leu Leu His Gly Thr Pro Asp Gin Lys Arg Lys Leu He Arg Glu Cys 

35 40 45 

Leu Thr Gly Glu Ser Glu Ser Ser Ser Glu Asp Glu Phe Glu Lys Glu 

50 55 60 

Met Glu Ala Glu Leu Asn Ser Thr Met Lys Thr Met Glu Asp Lys Leu 
65 70 75 80 

Ser Ser Leu Gly Thr Gly Ser Ser Ser Gly Asn Gly Lys Val Ala Thr 

85 90 95 

Ala Pro Thr Arg Tyr Tyr Asp Asp He Tyr Phe Asp Ser Asp Ser Glu 

100 105 HO 

Asp Glu Asp Arg Ala Val Gin Val Thr Lys Lys Lys Lys Lys Lys Gin 

115 120 125 

His Lys He Pro Thr Asn Asp Glu Leu Leu Tyr Asp Pro Glu Lys Asp 

130 135 140 

Asn Arg Asp Gin Ala Trp Val Asp Ala Gin Arg Arg Gly Tyr His Gly 
145 150 155 160 

Leu Gly Pro Gin Arg Ser Arg Gin Gin Gin Pro Val Pro Asn Ser Asp 

165 170 175 

Ala Val Leu Asn Cys Pro Ala Cys Met Thr Thr Leu Cys Leu Asp Cys 

180 185 190 

Gin Arg His Glu Ser Tyr Lys Thr Gin Tyr Arg Ala Met Phe Val Met 

195 200 205 

Asn Cys Ser He Asn Lys Glu Glu Val Leu Arg Tyr Lys Ala Ser Glu 

210 215 220 

Asn Arg Lys Lys Arg Arg Val His Lys Lys Met Arg Ser Asn Arg Glu 
225 230 235 240 

Asp Ala Ala Glu Lys Ala Glu Thr Asp Val Glu Glu He Tyr His Pro 

245 250 255 

Val Met Cys Thr Glu Cys Ser Thr Glu Val Ala Val Tyr Asp Lys Asp 

260 265 270 

Glu Val Phe His Phe Phe Asn Val Leu Ala Ser His Ser 
275 280 285 
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<210> 4723 

<211> 1213 

<212> DNA 

<213> Homo sapiens 

<400> 4723 

tttttttttt tttttttttt tttttttttt ttttccggta tccactggaa gttttatttc 
60 

tttagggttc tatcccaacc agtcgcttaa aaaccaagta acacagacct gaggggtggg 
120 

ggctggggac tgcacctccc tcctactcat ggtggacagc agtggggact agggaggggc 
180 

aggagaggtg gctgacgcca ggcagcagca gcagtgatgg ggccacgacg ccacagagca 
240 

agctccatcc tcccccagac cctggtggga gtccctgtgg gttggggtgg ggagtgggga 
300 

gaacccaccc caggccctcc ctctcccttc cccagacagt ctcctttcgg gctcaaccca 
360 

tttcttccgg caggagactg aggcacacag agaggaggaa gtgggagagg aggacgaggg 
420 

aggggcaggn gtggcagcac aaatgaaggc agaggtgaga ggcgtgggca aggccactcc 
480 

acccccacac ccaccccaga gaggggcgag gaagccacac catcacgcag catgtcgggg 
540 

ggacaaggcg gggttcaagg ctgagggggc ccggggcagg cgggcctcgg gcctcagtca 
600 

aagccgtgcc cagtcgctgt gctctgagtc gtattccagc tcggcgccca cacacttgac 
660 

accatccagc agcatgggcg tgccgtggtg ccggtccatg acgcgggcct gcaccgtcac 
720 

gcgcacacag gtgccagtgc caccttcgca ggctagcagt atctcctctt tgaggacgcc 
780 

ctctttgtgc gccgagtact cacacttgac actataacct tcagggacgg gcaccacgct 
840 

gaggagcttg aggtgcaggc tggggacagg tgcctcgcgg acatccttgc tcagcctgtg 
900 

cactgggggc agagtgaagg taatctcata cctgtgcagg atcttcagga agccaacctt 
960 

gaccagaaag ctgctgtcac tctcctgggt gaccatgacc accgagtcat gcagcttctc 
1020 

atcaaagtgg acgtggctgt gggatccttc tgcatcgtgg cctgccgcaa agcggatact 
1080 

ccggactctg ggcttgttgc ccttgttggc tgcagccatg gacgccctcc ctgccacgca 
1140 

gctcctgcca gacaccgcca ctcacgctca gcagcctccc atgctccagg gacaccagcg 
1200 

ggagccttgc tgt 
1213 

<210> 4724 

<211> 54 

<212> PRT 

<213> Homo sapiens 
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<400> 4724 

Met Gly Pro Arg Arg His Arg Ala Ser Ser He Leu Pro Gin Thr Leu 

15 10 15 

Val Gly Val Pro Val Gly Trp Gly Gly Glu Trp Gly Glu Pro Thr Pro 

20 25 30 

Gly Pro Pro Ser Pro Phe Pro Arg Gin Ser Pro Phe Gly Leu Asn Pro 

35 40 45 

Phe Leu Pro Ala Gly Asp 
50 

<210> 4725 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 4725 

nnctttcttg aaggtgaatt aggtagaagc cgtaggaccc ctgcaggggg gagaggggcc 
60 

atgcttgcaa tagacacggc ttcagacatc ctggcacatg tccacgtgta ctctcgcctg 
120 

tgcgcatgtg cacgtgtgta tatgcatatg tgcacaggtg cctgtgcctg tgtgaacaca 
180 

tgttctcacg tgtgtacctg cntctcttgc ccatgcntgt acgtgcacac gtgcctctgt 
240 

atgcatgcat gtatagctgt gtgcccatac cctcacgtga gaatacatat gcgcttgtgc 
300 

cttcacctct gcatgcatgc tagtgtgctc ctgcgtgcat gggtgtgcat ctgtgcctgc 
360 

acgcgt 
366 

<r210> 4726 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 4726 

Xaa Phe Leu Glu Gly Glu Leu Gly Arg Ser Arg Arg Thr Pro Ala Gly 

15 10 15 

Gly Arg Gly Ala Met Leu Ala He Asp Thr Ala Ser Asp He Leu Ala 

20 25 30 

His Val His Val Tyr Ser Arg Leu Cys Ala Cys Ala Arg Val Tyr Met 

35 40 45 

His Met Cys Thr Gly Ala Cys Ala Cys Val Asn Thr Cys Ser His Val 

50 55 60 

Cys Thr Cys Xaa Ser Cys Pro Cys Xaa Tyr Val His Thr Cys Leu Cys 
65 70 75 80 

Met His Ala Cys lie Ala Val Cys Pro Tyr Pro His Val Arg He His 

85 90 95 

Met Arg Leu Cys Leu His Leu Cys Met His Ala Ser Val Leu Leu Arg 

100 105 HO 

Ala Trp Val Cys He Cys Ala Cys Thr Arg 
115 120 
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<210> 4727 
<211> 2031 
<212> DNA 

<213> Homo sapiens 
<400> 4727 

tttttttttt gagacggagt ccacacccgt cacctgggct ggagtgcaat ggtgtgatct 
60 

cagctcactg caacctctgt ctcctgggtt cacatgattc tcctgcctca gcctcccaag 
120 

tagctgggat tacagggacc caccaccaca cccggctaat tttttttgta tttttactag 
180 

agacggggtt tcactatgtt ggccagactg gtctcgaact cctaacctca tgatccgctc 
240 

actttggcct cccaaagtgc tgggattaca gccgtgagcc accgcacctg gtctgcgttc 
300 

acttacttct tcacttcctc gatggcctcc ggcaaccggc ggcaggtggt aagtagcagg 
360 

gagactgcga gttcggcggt ggtatctgtc aggacatctg gggtgtagcc aactcggatc 
420 

ccacgcttct tgatttcatc caaagccaag tggtcgatgc ccacagacat ggtgctgatg 
480 

actttgagat tggccccggc ccagctacat tcccgggcca gcttctgtac tgccaggtcc 
540 

gggtcggcgg ctgcactgcg gatgagaccg gtgcgactca tgaaggtgtt cgtcacccgc 
600 

aggatacccg ccgagggtag ggtcgcgctc gcccgggcgg cagactgtga ggtggagcag 
660 

tgggactcgg atgagcccat ccctgccaag gagctagagc gaggtgtggc gggggcccac 
720 

ggcctgctct gcctcctctc cgaccacgtg gacaagagga tcctggatgc tgcaggggcc 
780 

aatctcaaag tcatcagcac catgtctgtg ggcatcgacc acttggcttt ggatgaaatc 
840 

aagaagcgtg ggatccgagt tggctacacc ccagatgtcc tgacagatac caccgccgaa 
900 

ctcgcagtct ccctgctact taccacctgc cgccggttgc cggaggccat cgaggaagtg 
9S0 

aagaatggtg gctggacctc gtggaagccc ctctggctgt gtggctatgg actcacgcag 
1020 

agcactgtcg gcatcatcgg gctggggcgc ataggccagg ccattgctcg gcgtctgaaa 
1080 

ccattcggtg tccagagatt tctgtacaca gggcgccagc ccaggcctga ggaagcagcg 
1140 

gaattccagg cagagtttgt gtctacccct gagctggctg cccaatctga tttcatcgtc 
1200 

gtggcctgct ccttaacacc tgcaaccgag ggactctgca acaaggactt cttccagaag 
1260 

atgaaggaaa cagctgtgtt catcaacatc agcaggggcg acgtcgtaaa ccaggacgac 
1320 

ctgtaccagg ccttggccag tggtaagatt gcagcCgctg gactggatgt gacgagccca 
1380 

gaaccactgc ctacaaacca ccctctcctg accctgaaga actgtgtgat tctgccccac 

1440 
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attggcagtg ccacccacag aacccgcaac 
1500 

ctggctggcc tgagagggga gccgatgcct 
1560 

gatggagggc cgggaagcaa accgtgccct 
1620 

ggatccacag gcagagccaa gggaaggtgt 
1680 

atgtacttgg cgcaaatgtg tccaacacca 
1740 

tcacaacaac tcacgtggac tgtcctccct 
1800 

gggcaagccc tagcccaaga ccttgcctcc 
1860 

tatctagatg acctccttct ctgtagcccc 
1920 

acccttctga atttccttac taataaaggc 
1980 

ccacccctac cgggacctac ttaggagttc 
2031 



accatgtcct tgttggcagc taacaacttg 
agtgaactca agctgtagcc aaacagtaga 
ggtattgtca gacacaccca ggcttgattt 
gattctctga ggaaagagtg attctgatat 
atgtgacaga ctgaccccaa caccctccag 
cagggcttcc aggatagcct tcttttcttc 
ttggatcttt cccccagccg ccttcttcaa 
tccctaaaaa actcccaaac tcacactgcc 
tatagggtct cccctttaaa gaacagcttt 
aaccttcccc cgggtctcga g 



<210> 4728 

<211> 328 

<212> PRT 

<213> Homo sapiens 



<400> 4728 

Met Arg Pro Val Arg Leu Met Lys Val Phe Val Thr Arg Arg He Pro 

1 5 10 15 

Ala Glu Gly Arg Val Ala Leu Ala Arg Ala Ala Asp Cys Glu Val Glu 

20 25 30 

Gin Trp Asp Ser Asp Glu Pro Tie Pro Ala Lys Glu Leu Glu Arg Gly 

35 40 45 

Val Ala Gly Ala His Gly Leu Leu Cys Leu Leu Ser Asp His Val Asp 

50 55 60 

Lvs Arq He Leu Asp Ala Ala Gly Ala Asn Leu Lys Val He Ser Thr 
6 5 70 75 80 

Met Ser Val Gly He Asp His Leu Ala Leu Asp Glu He Lys Lys Arg 

85 90 95 

Gly He Arg Val Gly Tyr Thr Pro Asp Val Leu Thr Asp Thr Thr Ala 

100 105 HO 

Glu Leu Ala Val Ser Leu Leu Leu Thr Thr Cys Arg Arg Leu Pro Glu 

115 120 125 

Ala He Glu Glu Val Lys Asn Gly Gly Trp Thr Ser Trp Lys Pro Leu 

130 135 140 

Trp Leu Cys Gly Tyr Gly Leu Thr Gin Ser Thr Val Gly He lie Gly 
145 150 155 160 

Leu Gly Arg He Gly Gin Ala He Ala Arg Arg Leu Lys Pro Phe Gly 

165 170 175 

Val Gin Arg Phe Leu Tyr Thr Gly Arg Gin Pro Arg Pro Glu Glu Ala 

180 185 190 

Ala Glu Phe Gin Ala Glu Phe Val Ser Thr Pro Glu Leu Ala Ala Gin 

195 200 205 

Ser Asp Phe He Val Val Ala Cys Ser Leu Thr Pro Ala Thr Glu Gly 
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210 








215 








220 






Leu 


Cys 


Asn 


Lys 


Asp 


Phe Phe 


Gin Lys 


Met 


Lys Glu Thr Ala 


Val 


Phe 


225 








230 








235 




240 


He 


Asn 


He 


Ser 


Arg 


Gly Asp 


Val 


Val 


Asn 


Gin Asp Asp Leu 


Tyr 


Gin 










245 








250 




255 




Ala 


Leu 


Ala 


Ser 


Gly 


Lys He 


Ala 


Ala 


Ala 


Gly Leu Asp Val 


Thr 


Ser 








260 








265 




270 






Pro 


Glu 


Pro 


Leu 


Pro 


Thr Asn 


His 


Pro 


Leu 


Leu Thr Leu Lys 


Asn 


Cys 






275 








280 






285 






Val 


He 


Leu 


Pro 


His 


He Gly 


Ser 


Ala 


Thr 


His Arg Thr Arg 


Asn 


Thr 




290 








295 








300 






Met 


Ser 


Leu 


Leu 


Ala 


Ala Asn 


Asn 


Leu 


Leu 


Ala Gly Leu Arg Gly Glu 


305 










310 








315 




320 


Pro 


Met 


Pro 


Ser 


Glu 


Leu Lys 


Leu 













325 



<210> 4729 

<211> 753 

<212> DNA 

<213> Homo sapiens 

<400> 4729 

ngctagcagc agcccgacca cgcgttaccg cacgctcgcg cctttccctt gacacggcgg 
60 

acgccggagg attggggcgg caatttgtct tttccttttt tattaaaatt atttttcctg 
120 

cctgttgttg gatttgggga aattttttgt ttgtttttta tgatttgtat ttgactgaga 
180 

gaaacccact gaagacgtct gcgtgagaat agagaccacc gaggccgact cgcgggccgc 
240 

tgcacccacc gccaaggaca aaaggagccc agcgctacta gctgcacccg attcctccca 
300 

gtgcttagca tgaagaaggc cgaaatggga cgattcagta tttccccgga tgaagacagc 
360 

agcagctaca gttccaacag cgacttcaac tactcctacc ccaccaagca agctgctctg 
420 

aaaagccatt atgcagatgt agatcctgaa aaccagaact ttttacttga atcgaatttg 
480 

gggaagaaga agtatgaaac agaatttcat ccaggtacta cttcctttgg aatgtcagta 
540 

tttaatctga gcaatgcgat tgtgggcagt ggaatccttg ggctttctta tgccatggct 
600 

aatactggaa ttgctctttt tataattctc ttgacatttg tgtcaatatt ttccctgtat 
660 

tctgttcatc tccttttgaa gactgccaat gaaggagggt ctttattata tgaacaattg 
720 

ggatataagg catctggatt agttggaaag ctt 
753 

<210> 4730 
<211> 148 
<212> PRT 

<213> Homo sapiens 
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<400> 4730 


















Met 


Lys 


Lys 


Ala 


Glu 


Met 


Gly Arg Phe Ser He 


Ser 


Pro 


Asp Glu 


Asp 


1 




5 




10 






15 




Ser 


Ser 


Ser 


Tyr 


Ser 


Ser 


Asn Ser Asp Phe Asn 


Tyr 


Ser 


Tyr Pro 


Thr 








20 






25 






30 




Lys 


Gin 


Ala 


Ala 


Leu 


Lys 


Ser His Tyr Ala Asp 


Val 


Asp 


Pro Glu 


Asn 




35 








40 




45 






Gin 


Asn 


Phe 


Leu 


Leu 


Glu 


Ser Asn Leu Gly Lys 


Lys 


Lys 


Tyr Glu 


Thr 




50 










55 


60 








Glu 


Phe 


His 


Pro Gly Thr 


Thr Ser Phe Gly Met 


Ser 


Val 


Phe Asn 


Leu 


65 










70 


75 








80 


Ser 


Asn 


Ala 


He 


Val 


Gly 


Ser Gly He Leu Gly Leu 


Ser Tyr Ala 


Met 










85 




90 






95 




Ala 


Asn 


Thr 


Gly 


He 


Ala 


Leu Phe He He Leu 


Leu 


Thr 


Phe Val 


Ser 








100 






105 






110 




He 


Phe 


Ser 


Leu 


Tyr 


Ser 


Val His Leu Leu Leu 


Lys 


Thr 


Ala Asn 


Glu 






115 








120 




125 






Gly Gly 


Ser 


Leu 


Leu 


Tyr 


Glu Gin Leu Gly Tyr 


Lys 


Ala 


Ser Gly 


Leu 




130 










135 


140 








Val 


Gly Lys 


Leu 

















145 

<210> 4731 

<211> 2417 

<212> DNA 

<213> Homo sapiens 

<400> 4731 

tttttttttt tttttcagac aaggtaccat tttattcctt ataaaatata tttcatattg 
60 

ttgctgtaaa aacattacat ttcacatttt taaaaaattt tttaacagta aaaataatac 
120 

ttggaagaca gctgaggaaa aaggcgccaa taagacaaac tcacagatgg gatttatctc 
180 

cctcttgctt tttttttttt tttttgcccc tggtaaaagt cagaacctgg gatgaccaga 
240 

aagtaacagg acagatttct cccagcaaat cagtctccac aaccaaatga atattgttct 
300 

ccaaggagtc aagctataga ctcacaatga caacgtggcc atggctcaaa acactctctg 
360 

aaattacaaa attgctttct gagccaattt aaaagtcaca tgattgaatc caagctattt 
420 

tactttaaat ggtccttttg ctttgcacct gagacctcgc ttggccacag acgtcattcg 
480 

ctggactccc tgggcactaa atgagtgtct agcatcctta aggctgctca acacacagcc 
540 

ccagactctg aatatgattc caagaaatat tctgaaaaaa gtcacatcgc tggaataaac 
600 

agtttcccaa gataactgct ttgaaaacca gtcccgttag tttctaaaag cccacctacg 
660 

gcaccttcct tccatcagag tctgctgccc gggtgggctg ggaaggaggg agatacaaag 
720 

aagaaagtag gcatgatcac tgggtcggtt cccaagccac cctcaccctc caagaaggca 
780 
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tgaatggaac aaccccgaga acagagcacg tgtgaagaac caacacgaca ggcacgggat 
840 

ggcagcactg gtggaaggga ggcaaggagg ccgccagcgc caaggaggag agggggcaca 
900 

agcgcaggca gggaaggtgg caccaaaacc tagtaagaac aaagcaaaac caccgtggtt 
960 

tccacactgc tctctccctt tattcctctc tttcctgccc tgtataccaa cggcataaga 
1020 

agcctgcaca aagagaaaaa tccgtatatc cagttatatc tacacggtcc aaactggggg 
1080 

cggggggaat tcaaacagct ttctaaagac gagacggcag tgaaaactct gagggagagg 
1140 

ggaaggggag gccctcctga gcgaagttcc catgtgtcaa gaacgtgccc tcccctcccc 
1200 

atgaggacct gaagctgggg gttgtcttgg gaagtgaggg gggttgggaa acaccatcag 
1260 

cagctgccag ctcttaattc tcaaggagat cgaagggaca ggaaggagag ccctgcgcca 
1320 

cctcaggcta gcctggcttt gagctttacc aagagacaga attccacata catttttttt 
1380 

tttttactaa gttataaaaa aaaaaacccc atcaccaaag acacctgtgc acaagtgtct 
1440 

gtcccttctg tcaccaacct agggcactac acccttccca acatcatgac cctactgcca 
1500 

ggtctacaga ttttgtaaca ctcaaagtgt cctgcattaa aaagcacgtg tctatttcct 
1560 

acgtgaaggg gccaagggag ccctggtggc ccaaatatct tcacccagga ctgggagggc 
1620 

ggcctcgatg acaaccaagg ggtggatgct gacactccat cccaggacag gtggctgggt 
1680 

aggattccct gagcccctga cagctgggac atagggccag gacttgtacc cgaggcagct 
1740 

gggcagtggg cagtcacatt ccagtaggcc ctgaggaatc cccaaataag tcacgctggg 
1800 

aggaaagtga gacaccaaaa cagaaacatg ccctgccatc cgggcgtggc tcactctgtc 
1860 

ttcgcgcagg gctggttggc atggtgctac actcccgaga cctccctcct tctccccaag 
1920 

aacagctctg cttatcgaca tgcacgcagc ccaggctccc ctagatccct ggaggctcca 
1980 

gaaacaccaa gggccaaaac gccagcagcc actaacccaa acccacgtct tcctcctgtc 
2040 

atttcctcat cctgacgctc acgggtgcaa ggactctcct tggccttcct catcctgctt 
2100 

tcaggcagca aacagaaatg gggaaatccc tggtggggcc aggagacaga aaggaacctc 
2160 

cagaacctcc ctgggtctct cccggccacc caaataaaag aaaactttaa tcagtaaagg 
2220 

cttctgaata catcgtaaaa gaaaacaaag catttctgag gcgtcctttc aataaccgga 
2280 

ggaaggcggc gtcaggaggg tgcttcctcg ggtcagagca gagagtttcc agacgctcaa 
2340 

accctccagg agttcctcga ggaaagagga gagaatgatc aaggtagtgt ttaactgcca 
2400 
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cattccaaaa agtgaat 
2417 

<210> 4732 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 4732 



Met 


Ser 


He 


Ser 


Arg Ala Val Leu Gly Glu Lys Glu Gly Gly Leu Gly 


l 








5 






10 


15 


Ser 


Val 


Ala 


Pro 


Cys Gin Pro 


Ala 


Leu 


Arg Glu Asp 


Arg Val Ser His 








20 






25 




30 


Ala 


Arg 


Met 


Ala 


Gly His Val 


Ser 


Val 


Leu Val Ser 


His Phe Pro Pro 






35 






40 






45 


Ser 


Val 


Thr 


Tyr 


Leu Gly He 


Pro 


Gin 


Gly Leu Leu 


Glu Cys Asp Cys 




50 






55 






60 




Pro 


Leu 


Pro 


Ser 


Cys Leu Gly 


Tyr 


Lys 


Ser Trp Pro 


Tyr Val Pro Ala 


65 








70 






75 


80 


Val 


Arg Gly 


Ser 


Gly Asn Pro 


Thr 


Gin 


Pro Pro Val 


Leu Gly Trp Ser 










85 






90 


95 


Val 


Ser 


He 


His 


Pro Leu Val 


Val 


He 


Glu Ala Ala 


Leu Pro Val Leu 








100 






105 




110 


Gly 


Glu 


Asp 


He 


Trp Ala Thr Arg Ala 


Pro Leu Ala 


Pro Ser Arg Arg 






115 






120 






125 



Lys 



<210> 4733 

<211> 543 

<212> DNA 

<213> Homo sapiens 

<400> 4733 

nntccggagc tgctggtact 
60 

agcggccgcc gtgaccctct 
120 

tccattccca ataacgtgaa 
180 

gcatgcggtg gtgaagatgg 
240 

gcaaaattga ggggccttgc 
300 

catagtggtt ctgttcaagt 
360 

gatgaaaacg ggcttatcat 
420 

atcaacaatc gaaataaatc 
480 

atctgcattg tatatgaaga 

540 

tgg 

543 



cccgattgga gacgtagaac 
cggggatccc acgatgttct 
gctgcagtgt gtatcctgga 
attactgaaa gttttgaaat 
agcccccagt aacctttcta 
tgtaacatgg aatgagcagt 
tgtgtggatg ttatataaag 
agttgttcgc agtatgagct 
tggggctgtg atagttggtt 



cgttacttgt cgagggcctt 
tctacctgag caagaaaatt 
acaaggaaca agggttcata 
tagagacgca gacagatgat 
tgaatcagac tcttgaaggt 
atcagaagtt gactaccagt 
gctcttggat tgaggagatg 
ggaatgctga cggacagaag 
cagtggatgg caatcgtatt 
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<210> 4734 
<211> 181 
<212> PRT 

<213> Homo sapiens 



<400> 4734 

Xaa Pro Glu Leu Leu Val Leu Pro He Gly Asp Val Glu Pro Leu Leu 

15 10 IS 

Val Glu Gly Leu Ser Gly Arg Arg Asp Pro Leu Gly Asp Pro Thr Met 

20 25 30 

Phe Phe Tyr Leu Ser Lys Lys He Ser He Pro Asn Asn Val Lys Leu 

35 40 45 

Gin Cys Val Ser Trp Asn Lys Glu Gin Gly Phe He Ala Cys Gly Gly 

50 55 60 

Glu Asp Gly Leu Leu Lys Val Leu Lys Leu Glu Thr Gin Thr Asp Asp 
65 70 75 80 

Ala Lys Leu Arg Gly Leu Ala Ala Pro Ser Asn Leu Ser Met Asn Gin 

85 90 95 

Thr Leu Glu Gly His Ser Gly Ser Val Gin Val Val Thr Trp Asn Glu 

100 105 HO 

Gin Tyr Gin Lys Leu Thr Thr Ser Asp Glu Asn Gly Leu He He Val 

115 120 125 

Trp Met Leu Tyr Lys Gly Ser Trp He Glu Glu Met He Asn Asn Arg 

130 135 140 

Asn Lys Ser Val Val Arg Ser Met Ser Trp Asn Ala Asp Gly Gin Lys 
145 150 155 160 

He Cys He Val Tyr Glu Asp Gly Ala Val He Val Gly Ser Val Asp 

165 170 175 

Gly Asn Arg He Trp 
180 

<210> 4735 
<211> 300 
<212> DNA 

<213> Homo sapiens 
<400> 4735 

ntggtcttct cagtacagca tggtggctgg ggcaggccga gagaatggca tggagacgcc 
60 

gatgcacgag aacccggagt gggagaaggc ccgtcaggcc ctggccagca tcagcaagtc 
120 

aggagctgcc ggcggctctg ccaagtccag cagcaatggg cctgtggcca gtgcacagta 
180 

cgtgtcccag gcaaaagcct cagctttgca gcagcagcag tactaccagt ggtaccagca 
240 

ggacaactat gcctacccct acagctacta ctatcccatg cccccaggcc ccggcatgga 
300 



<210> 4736 

<211> 93 

<212> PRT 

<213> Homo sapiens 
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<400> 4736 

Met val Ala Gly Ala Gly Arg Glu Asn Gly Met Glu Thr Pro Met His 

! 5 1° 15 

Glu Asn Pro Glu Trp Glu Lys Ala Arg Gin Ala Leu Ala Ser He Ser 

20 25 30 

Lys Ser Gly Ala Ala Gly Gly Ser Ala Lys Ser Ser Ser Asn Gly Pro 

35 40 45 

Val Ala Ser Ala Gin Tyr Val Ser Gin Ala Lys Ala Ser Ala Leu Gin 

50 55 60 

Gin Gin Gin Tyr Tyr Gin Trp Tyr Gin Gin Asp Asn Tyr Ala Tyr Pro 

65 ™ 75 80 

Tyr Ser Tyr Tyr Tyr Pro Met Pro Pro Gly Pro Gly Met 

85 90 

<210> 4737 
<211> 2602 
<212> DNA 

<213> Homo sapiens 
<400> 4737 

cctagggggc tctcgcggtt ggggaacata gatggctgaa gacagaatct agagccttca 

aataatgtgg agatgtttcc accttcaggt tccactgggc tgattccccc ctcccacttt 
120 

caagctcggc ccctttcaac tctgccaaga atggctccca cctggctctc agacattccc 
180 

ctggtccaac ccccaggcca tcaagatgtc tcagagaggc ggctagacac ccagagacct 

caagtgacca tgtgggaacg ggatgtttcc agtgacaggc aggagccagg gcggagaggc 

aggtcctggg ggctggaggg gtcacaggcc ctgagccagc aggctgaggt gatcgttcgg 

cagctgcaag agctgcggcg gctggaggag gaggtccggc tcctgcggga gacctcgctg 
420 

cagcagaaga tgaggctaga ggcccaggcc atggagctag aggctctggc acgggcggag 

aaggccggcc gagctgaggc tgagggcctg cgtgctgctt tggctggggc tgaggttgtc 
540 

cggaagaact tggaagaggg gaggcagcgg gagctggaag aggttcagag gctgcaccaa 
600 

gagcagctgt cctctttgac acaggctcac gaggaggctc tttccagttt gaccagcaag 
gctgagggct tggagaagtc tctgagtagt ctggaaacca gaagagcagg ggaagccaag 

720 

gagctggccg aggctcagag ggaggccgag ctgcttcgga agcagctgag caagacccag 
780 

gaagacttgg aggctcaggt gaccctggtt gagaatctaa gaaaatatgt tggggaacaa 
840 

gtcccttctg aggtccacag ccagacatgg gaactggagc gacagaagct tctggaaacc 
900 

atgcagctct tgcaggagga ccgggacagc ctgcatgcca ccgcggagct gctgcaggtg 
960 

cgggtgcaga gcctcacaca catcctcgcc ctgcaggagg aggagctgac caggaaggtt 
1020 
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caaccttcag attccctgga gcctgagttt 
1080 

tggcgggaga aggtgtttgc cctcatggtg 
1140 

gactctgtta agcagctgaa gggacaggtg 
1200 

agccaggagc aggccatcct gcagcgatcc 
1260 

gagcgtatgg gtgccaaggg cctgcagttg 
1320 

tggtggcagc agcagacagc ctcagccgag 
1380 

agcagctctc agatctggct cgagaccacc 
1440 

cttcccagcc tcaacaaccg actcagctat 
1500 

ctgattgctc gaaagcttgc ccttgctcag 
1560 

ccggtcacag atgtgagcct tgagttgcag 
1620 

gcagaactgc agctgagtgc ccgcctcatc 
1680 

ggggaggcag agcggcagca gctgagcaag 
1740 

cagacccagg agtccctggc tagcttgggg 
1800 

caggagagca cagaggaggc tgccagtctg 
1860 

tacgggcaag ccctgcaaga aaaggtggct 
1920 

tcagacacag agaggaggct gaacgaggct 
1980 

ttgcgccaga ttcagcgcag agccgcccag 
2040 

ctgcaggagg aggcccggaa ggaggagggg 
2100 

gagagggata agaacctcat gctggccacc 
2160 

aagcagcagc gactgttgac agttcttcct 
2220 

tccagcccca ggcctccaga gtgttcagca 
2280 

agggagtcca taaaagggtc cctctctgtc 
2340 

gccatttcca aagaggaagc tgtttgtcaa 
2400 

aatccccaga tgagcagcta agcagctgac 
2460 

gaggatcctg gagaagtggg tggggacaga 
2520 

ggggatacca gctgagtctg aattctgctc 
2580 

aaaaaaaaaa aaaaaaaaaa aa 
2602 



accaggaagt gccagtccct gctgaaccgc 
cagctaaagg cccaggagct ggaacacagt 
gcctcactcc aggaaaaagt gacatcccag 
ctgcaggaca aagccgcaga ggtggaggtg 
gagctgagcc gtgctcagga ggccaggcgt 
gagcagctga ggcttgtggt caatgctgtc 
atggctaagg tggaaggggc tgccgcccag 
gctgtccgca aggtccacac cattcggggc 
ctgcgccagg agagctgtcc cctaccacca 
cagttgcggg aagaacggaa ccgcctggat 
cagcaggagg tgggccgggc tcgggagcaa 
gtggcccagc agctggagca ggagctgcag 
ctgcagctgg aggtagcacg ccagggccag 
cggcaggagc tgacccagca gcaggaactc 
gaagtggaaa ctcggctgcg ggagcaactc 
cggagggagc atgccaaggc cgtggtctcc 
gaaaaggagc ggagccagga actcaggcgt 
cagcgactgg cccggcgctt gcaggagcta 
ttgcagcagg aaggtctcct ctcccgttac 
tccctactgg ataagaagaa atctgtggtg 
tctgcacctg tagcagcagc agtgcccacc 
ctgctcgatg acctgcagga cctgagtgaa 
ggagacaacc ttgacagatg ctccagctcc 
agttggaggg aaagccagcc tgggggctgg 
ccagcccttc cccatcctgg ggttgccctg 
taaataaaga cgactacaga aggaaaaaaa 
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<210> 4738 
<211> 756 
<212> PRT 

<213> Homo sapiens 



<400> 4738 

Met Ala Pro Thr Trp Leu Ser Asp lie Pro Leu Val Gin Pro Pro Gly 

15 10 15 

His Gin Asp Val Ser Glu Arg Arg Leu Asp Thr Gin Arg Pro Gin Val 

20 25 30 

Thr Met: Trp Glu Arg Asp Val Ser Ser Asp Arg Gin Glu Pro Gly Arg 

35 40 45 

Arg Gly Arg Ser Trp Gly Leu Glu Gly Ser Gin Ala Leu Ser Gin Gin 

50 55 60 

Ala Glu Val He Val Arg Gin Leu Gin Glu Leu Arg Arg Leu Glu Glu 
65 70 75 80 

Glu Val Arg Leu Leu Arg Glu Thr Ser Leu Gin Gin Lys Met Arg Leu 

85 90 95 

Glu Ala Gin Ala Met GlUv Leu Glu Ala Leu Ala Arg Ala Glu Lys Ala 

100 105 HO 

Gly Arg Ala Glu Ala Glu Gly Leu Arg Ala Ala Leu Ala Gly Ala Glu 

115 120 125 

Val Val Arg Lys Asn Leu Glu Glu Gly Arg Gin Arg Glu Leu Glu Glu 

130 135 140 

Val Gin Arg Leu His Gin Glu Gin Leu Ser Ser Leu Thr Gin Ala His 
145 150 155 160 

Glu Glu Ala Leu Ser Ser Leu Thr Ser Lys Ala Glu Gly Leu Glu Lys 

165 170 175 

Ser Leu Ser Ser Leu Glu Thr Arg Arg Ala Gly Glu Ala Lys Glu Leu 

180 185 190 

Ala Glu Ala Gin Arg Glu Ala Glu Leu Leu Arg Lys Gin Leu Ser Lys 

195 200 205 

Thr Gin Glu Asp Leu Glu Ala Gin Val Thr Leu Val Glu Asn Leu Arg 

2io 215 220 

Lys Tyr Val Gly Glu Gin Val Pro Ser Glu Val His Ser Gin Thr Trp 
225 230 235 240 

Glu Leu Glu Arg Gin Lys Leu Leu Glu Thr Met Gin Leu Leu Gin Glu 

245 250 255 

Asp Arg Asp Ser Leu His Ala Thr Ala Glu Leu Leu Gin Val Arg Val 

260 255 270 

Gin Ser Leu Thr His He Leu Ala Leu Gin Glu Glu Glu Leu Thr Arg 

275 280 285 

Lys val Gin Pro Ser Asp Ser Leu Glu Pro Glu Phe Thr Arg Lys Cys 

290 295 300 

Gin Ser Leu Leu Asn Arg Trp Arg Glu Lys Val Phe Ala Leu Met Val 
305 , 310 315 320 

Gin Leu Lys Ala Gin Glu Leu Glu His Ser Asp Ser Val Lys Gin Leu 

325 330 335 

Lys Gly Gin Val Ala Ser Leu Gin Glu Lys Val Thr Ser Gin Ser Gin 

340 345 350 

Glu Gin Ala He Leu Gin Arg Ser Leu Gin Asp Lys Ala Ala Glu Val 

355 360 365 

Glu Val Glu Arg Met Gly Ala Lys Gly Leu Gin Leu Glu Leu Ser Arg 
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370 375 380 

Ala Gin Glu Ala Arg Arg Trp Trp Gin Gin Gin Thr Ala Ser Ala Glu 
385 390 395 400 

Glu Gin Leu Arg Leu Val Val Asn Ala Val Ser Ser Ser Gin He Trp 

405 410 415 

Leu Glu Thr Thr Met Ala Lys Val Glu Gly Ala Ala Ala Gin Leu Pro 

420 425 430 

Ser Leu Asn Asn Arg Leu Ser Tyr Ala Val Arg Lys Val His Thr He 

435 440 445 

Arg Gly Leu He Ala Arg Lys Leu Ala Leu Ala Gin Leu Arg Gin Glu 

450 455 460 

Ser Cys Pro Leu Pro Pro Pro Val Thr Asp Val Ser Leu Glu Leu Gin 
465 470 475 480 

Gin Leu Arg Glu Glu Arg Asn Arg Leu Asp Ala Glu Leu Gin Leu Ser 

485 490 495 

Ala Arg Leu He Gin Gin Glu Val Gly Arg Ala Arg Glu Gin Gly Glu 

500 505 510 

Ala Glu Arg Gin Gin Leu Ser Lys Val Ala Gin Gin Leu Glu Gin Glu 

515 520 525 

Leu Gin Gin Thr Gin Glu Ser Leu Ala Ser Leu Gly Leu Gin Leu Glu 

530 535 540 

Val Ala Arg Gin Gly Gin Gin Glu Ser Thr Glu Glu Ala Ala Ser Leu 
545 550 555 560 

Arg Gin Glu Leu Thr Gin Gin Gin Glu Leu Tyr Gly Gin Ala Leu Gin 

565 570 575 

Glu Lys Val Ala Glu Val Glu Thr Arg Leu Arg Glu Gin Leu Ser Asp 

580 585 590 

Thr Glu Arg Arg Leu Asn Glu Ala Arg Arg Glu His Ala Lys Ala Val 

595 600 605. 

Val Ser Leu Arg Gin lie Gin Arg Arg Ala Ala Gin Glu Lys Glu Arg 

610 615 620 

Ser Gin Glu Leu Arg Arg Leu Gin Glu Glu Ala Arg Lys Glu Glu Gly 
625 630 635 640 

Gin Arg Leu Ala Arg Arg Leu Gin Glu Leu Glu Arg Asp Lys Asn Leu 

645 650 655 

Met Leu Ala Thr Leu Gin Gin Glu Gly Leu Leu Ser Arg Tyr Lys Gin 

660 665 670 

Gin Arg Leu Leu Thr Val Leu Pro Ser Leu Leu Asp Lys Lys Lys Ser 

675 680 685 

Val Val Ser Ser Pro Arg Pro Pro Glu Cys Ser Ala Ser Ala Pro Val 

690 695 700 

Ala Ala Ala Val Pro Thr Arg Glu Ser lie Lys Gly Ser Leu Ser Val 
70S 710 715 720 

Leu Leu Asp Asp Leu Gin Asp Leu Ser Glu Ala He Ser Lys Glu Glu 

725 730 735 

Ala Val Cys Gin Gly Asp Asn Leu Asp Arg Cys Ser Ser Ser Asn Pro 

740 745 750 

Gin Met Ser Ser 
755 

<210> 4739 

<211> 684 

<212> DNA 

<213=» Homo sapiens 
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<400> 4739 

gtgcacatgg ggtgcattag gcttgatttg 
60 

ggaagacttg accagtcttg gtgatgagaa 
120 

tagccctctc tcctgctcct ttaaactctg 
180 

gcaggttgag attcatagtg aaatcgggtc 
240 

gttcattact ataccatggc tgaggtcttc 
300 

gctcagtctg caccttggac cctgccagag 
360 

tgtgtgttgc tggccagacg ccttctgacc 
420 

ccaagcagga gggaaccatt agcagcctga 
480 

gcccagcctt gctcccagct cacccacaag 
540 

ttctccttgt ccttatctga aagccatgcg 
600 

tgtgtgactg ctggatgggc ccacggtggc 
660 

atctgcaaac ccaggccaac gcgt 
684 



tactctgcag actatggggg aagctgagga 
ggccttcacc ctatgaacac aaccaagtct 
aacttctagg atgggagaat gggaactttt 
aagaagtgat cagatgcaaa gcacagggca 
ctgggcacca ggccctgggc tcagcacttg 
ccctccacag caggtgctct caggcaaggc 
agcgtgcttt cttgaccaca gatcccttgg 
ggagctggct ggctgggagc ctcggggacc 
atgtggacag ctcttgtgct catttggatt 
gcatccaacg atccacgtaa gtgagaaagc 
cacaaagcat gctgagccct tgaaagcagc 



<210> 4740 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 4740 
Met Leu Leu Ser 
1 

Pro Ala Val Thr 
20 

Trp Leu Ser Asp 
35 

Val His He Leu 
50 

Ala Pro Ser Gin 
65 

Gly Gin Gly He 

Ala Ser Asn Thr 
100 

Gly Arg Val Gin 
115 



Arg Ala Gin His 
5 

Gin Leu Ser His 

Lys Asp Lys Glu 
40 

Trp Val Ser Trp 
55 

Pro Ala Pro Gin 
70 

Cys Gly Gin Glu 
85 

Gin Pro Cys Leu 
Gly Ala Asp 



Ala Leu Trp Pro 
10 

Leu Arg Gly Ser 
25 

Lys He Gin Met 

Glu Gin Gly Trp 
60 

Ala Ala Asn Gly 
75 

Ser Thr Leu Val 
90 

Arg Ala Pro Ala 
105 



Pro Trp Ala His 
15 

Leu Asp Ala Ala 
30 

Ser Thr Arg Ala 
45 

Ala Val Pro Glu 

Ser Leu Leu Leu 
80 

Arg Arg Arg Leu 
95 

Val Glu Gly Ser 
110 



<210> 4741 

<211> 411 

<212> DNA 

<213> Homo sapiens 
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<A00> 4741 

aaatttactt ctctcaggtc aacaggtgtt 
60 

ttttttctta aaaaaaaaaa aggggttttt 
120 

ttccgaaaaa aagaggggaa ttttttaaaa 
180 

aaagataaaa tttggttttt tgggggggaa 
240 

tccccacccc aaaaaatttt aaaagggggc 
300 

ataaaaaaaa aatggggttc caaaatcatt 
360 

ttttcccaag ggggaccact aaaatttacc 
411 



tttctttctt tttttttttt tttttccctt 
ctttgccccc cccgttcccc ccccttcccc 
aacccgaaag gggggaaggg ggggggtata 
aatttggaca ccccaccctc gggttttttt 
cctaaaaaaa attttttctt taatttccaa 
gaaaaatagg ggggactcca aaaccttgaa 
ccttttttgg ggttttgggg g 



<210> 4742 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 4742 
Met lie Leu Glu 
1 

Phe Phe Leu Gly 
20 

Pro Glu Gly Gly 
35 

Ser Phe He Pro 
50 

Pro Ser Phe Phe 
65 

Lys Thr Pro Phe 

Lys Glu Arg Lys 
100 



Pro His Phe Phe 
5 

Pro Pro Phe Lys 

Val Ser Lys Phe 
40 

Pro Pro Phe Pro 
55 

Arg Lys Gly Lys 
70 

Phe Phe Leu Arg 
85 

Thr Pro Val Asp 



Phe He Trp Lys 
10 

He Phe Trp Gly 
25 

Ser Pro Pro Lys 

Pro Phe Gly Phe 
60 

Gly Gly Glu Arg 
75 

Lys Lys Arg Glu 
90 

Leu Arg Glu Val 
105 



Leu Lys Lys Lys 
15 

Gly Glu Lys Lys 
30 

Asn Gin He Leu 
45 

Phe Lys Lys Phe 

Gly Gly Gin Arg 
80 

Lys Lys Lys Lys 
95 

Asn 



<210> 4743 
<211> 473 
<212> DNA 

<213> Homo sapiens 



<400> 4743 

gccttgaggt ggaaggcggg 
60 

caaccggccc cacaaattct 
120 

gagtgattga gtcccggtat 
1B0 

gagatgggtc acagacccga 
240 

agaaaagcaa agcagatagc 
300 



aaaatggcgg attcctcggg 
agcagtgcca agaagaagga 
ctgcagtatg aaaagaagac 
gggaagatgt ctgaaggtgg 
agtggggtcg gaaagggtga 



gcgaggcgct gggaagcctg 
taaaagagtt caaggtggaa 
aacccaaaag gctcctgcag 
aaggaaatcc agcctgctcc 
cctgcagtcc acgttgctgg 
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aagggcatgg cacagctcca cctgacctgg atctctctgc tattaatgac aaaagcatcg 
tcaaaaagac gccacagtta gcaaaaacaa tatcaaagaa acctgagtca acatcatttt 
ctgcccctcg gaaaaagagc ccggatttat ctgaagcgaa tggaatgatg gag 



<210> 4744 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 4744 

Met Ala Asp Ser Ser Gly Arg Gly Ala Gly Lys Pro Ala Thr Gly Pro 

5 3-0 15 

Thr Asn Ser Ser Ser Ala Lys Lys Lys Asp Lys Arg Val Gin Gly Gly 

20 25 ^O 

Arg Val lie Glu Ser Arg Tyr Leu Gin Tyr Glu Lys Lys Thr Thr Gin 

35 40 45 

Lys Ala Pro Ala Gly Asp Gly Ser Gin Thr Arg Gly Lys Met Ser Glu 

50 55 60 

Gly Gly Arg Lys Ser Ser Leu Leu Gin Lys Ser Lys Ala Asp Ser Ser 
65 70 75 

Gly val Gly Lys Gly Asp Leu Gin Ser Thr Leu Leu Glu Gly His Gly 

85 90 95 

Thr Ala Pro Pro Asp Leu Asp Leu Ser Ala He Asn Asp Lys Ser lie 

100 105 HO 

Val Lys Lys Thr Pro Gin Leu Ala Lys Thr He Ser Lys Lys Pro Glu 

115 120 125 

Ser Thr Ser Phe Ser Ala Pro Arg Lys Lys Ser Pro Asp Leu Ser Glu 

130 135 140 

Ala Asn Gly Met Met Glu 



145 



150 



<210> 4745 

<211> 666 

<212> DNA 

<213> Homo sapiens 



<400> 4745 

gcatggagag aatatgataa gttagaatac gatgcaactg ttaccaggaa ccagatgcaa 

gagcagctgg atcaccttgg tgaagttcag acggaatcag caggaattca gcgtgcacag 

attcagaaag aaccttggcg aattcaggat gtcatggaag ggctgagtaa acataagcag 
180 

caaagaggta ctacagaaat aggtatgaca ggatcaaagc ctttctcaac agttaagtac 

aaaaatgagg gtccagatta tagactctac aagagtgaac cagagtcaac aacagtggca 

gaagttgatg aatctaacgg agaagaaaaa ccagaacctg tttcagagat agaaacttca 
360 

gttgttaaag gttcccactt tcctgttgga gtagcccctc caagagcaaa atcaccaaca 
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cccgaatctt cgacaatagc ttcctatgta accttgagga aaactaagaa gatgatggat 



480 



ctaagaacgg aaagaccaag aagtgcagtg gaacagctct gtttggctga aagtactcga 



540 ^ 
ccaaggatga ctgtggaaga gcaaatggaa agaataagaa gatatcaaca agcgtgcctg 

600 

agggagaaga aaaaagggtt aaatgttatc ggtgcttcag accagtcacc cttacaaagc 
660 

ccttaa 
666 

<210> 4746 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 4746 

Ala Trp Arg Glu Tyr Asp Lys Leu Glu Tyr Asp Val Thr Val Thr Arg 

15 10 15 

Asn Gin Met Gin Glu Gin Leu Asp His Leu Gly Glu Val Gin Thr Glu 

20 25 30 

Ser Ala Gly He Gin Arg Ala Gin He Gin Lys Glu Leu Trp Arg He 

35 40 45 

Gin Asp Val Met Glu Gly Leu Ser Lys His Lys Gin Gin Arg Gly Thr 

50 55 60 

Thr Glu He Gly Met He Gly Ser Lys Pro Phe Ser Thr Val Lys Tyr 
65 70 75 80 

Lys Asn Glu Gly Pro Asp Tyr Arg Leu Tyr Lys Ser Glu Pro Glu Leu 

85 90 95 

Thr Thr Val Ala Glu Val Asp Glu Ser Asn Gly Glu Glu Lys Ser Glu 

100 105 HO 

Pro Val Ser Glu He Glu Thr Ser Val Val Lys Gly Ser His Phe Pro 

115 120 125 

Val Gly Val Val Pro Pro Arg Ala Lys Ser Pro Thr Pro Glu Ser Ser 

130 135 140 

Thr He Ala Ser Tyr Val Thr Leu Arg Lys Thr Lys Lys Met Met Asp 
145 150 155 160 

Leu Arg Thr Glu Arg Pro Arg Ser Ala Val Glu Gin Leu Cys Leu Ala 

165 170 175 

Glu Ser Thr Arg Pro Arg Met Thr Val Glu Glu Gin Met Glu Arg He 

180 185 190 

Arg Arg Tyr Gin Gin Ala Cys Leu Arg Glu Lys Lys Lys Gly Leu Asn 

195 200 205 

Val He Gly Ala Ser Asp Gin Ser Pro Leu Gin Ser Pro 
210 215 220 

<210> 4747 

<211> 1091 

<212> DNA 

<213> Homo sapiens 

<400> 4747 

ncatgccagg cggaagtcac aactgcatcc gcacgtgggc tcggcgcgat ggaggaggag 
60 
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acgcatactg acgccaaaat ccgtgctgaa aatggaacag ggtccagccc tcggggtcct 
120 

ggctgcagcc tccggcactt tgcctgcgaa cagaacctgc tgtcgcggcc agatggctct 
180 

gcttccttcc tgcaaggtga cacctctgtc ctggcgggtg tgtacgggcc ggccgaggtg 
240 

aaggtcagca aagagatttt caacaaggcc acactcgaag tgatcctgag gccgaagatt 
300 

gggctgcctg caggggtcag tggatggcag tcaggccttg ccttcttccc actggaatct 
360 

tccatcatcc ctgcaggtgt tgcagagaag agccgggagc ggctgatcag gaacacgtgc 
420 

gaggcggtgg tgctgggcac gttgcacccc cgcacctcca tcaccgtggt gctgcaggtt 
480 

gtcagcgatg ccggctctct cctggcctgt tgtctgaatg ccgcctgcat ggcattggtg 
540 

gatgcaggtg tgcccatgcg ggctctcttc tgtggggtcg cctgcgccct ggactctgat 
600 

gggaccctcg tgctggatcc tacatccaag caagaaaagg aggcccgggc agtcctgacc 
660 

tttgccctgg acagcgtgga acggaagctg ctgatgtcca gcaccaaggg gctctactca 
720 

gacactgagc tccagcagtg cctggctgcg gcccaggccg cttcgcaaca cgtcttccgt 
780 

ttctaccggg aatcgctgca gaggcgttac tccaagagct gaggcaagct ggggcaaggg 
840 

gccgctccca ttgcctccac ccactcaccc cctacagcct gaagcaaacc agcagcccag 
900 

ccttgcctct ctgacccatg ggctccttga gcctgcagct ctgtaaccac agggctcctg 
960 

tggggaggcc ttggcctgtg acagccccca ggcctggggg cacagatccc cccagcaagg 
1020 

ataacattca aaggagctca catttatgga atggatgaac caataaatta attcacttta 
10B0 

aaaaaaaaaa a 
1091 

<210> 4748 

<211> 273 

<212> PRT 

<213> Homo sapiens 

<400> 4748 

Xaa Cys Gin Ala Glu Val Thr Thr Ala Ser Ala Arg Gly Leu Gly Ala 

15 10 15 

Met Glu Glu Glu Thr His Thr Asp Ala Lys lie Arg Ala Glu Asn Gly 

20 25 30 

Thr Gly Ser Ser Pro Arg Gly Pro Gly Cys Ser Leu Arg His Phe Ala 

35 40 45 

Cys Glu Gin Asn Leu Leu Ser Arg Pro Asp Gly Ser Ala Ser Phe Leu 

50 55 60 

Gin Gly Asp Thr Ser Val Leu Ala Gly Val Tyr Gly Pro Ala Glu Val 
65 70 75 80 

Lys Val Ser Lys Glu lie Phe Asn Lys Ala Thr Leu Glu Val He Leu 
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85 90 95 

Arg Pro Lys lie Gly Leu Pro Ala Gly Val Ser Gly Trp Gin Ser Gly 

100 105 110 

Leu Ala Phe Phe Pro Leu Glu Ser Ser lie lie Pro Ala Gly Val Ala 

115 120 125 

Glu Lys Ser Arg Glu Arg Leu lie Arg Asn Thr Cys Glu Ala Val Val 

130 135 140 

Leu Gly Thr Leu His Pro Arg Thr Ser lie Thr Val Val Leu Gin Val 
14S 150 155 160 

Val Ser Asp Ala Gly Ser Leu Leu Ala Cys Cys Leu Asn Ala Ala Cys 

165 170 175 

Met Ala Leu Val Asp Ala Gly Val Pro Met Arg Ala Leu Phe Cys Gly 

180 185 190 

Val Ala Cys Ala Leu Asp Ser Asp Gly Thr Leu Val Leu Asp Pro Thr 

195 200 205 

Ser Lys Gin Glu Lys Glu Ala Arg Ala Val Leu Thr Phe Ala Leu Asp 

210 215 220 

Ser Val Glu Arg Lys Leu Leu Met Ser Ser Thr Lys Gly Leu Tyr Ser 
225 230 235 240 

Asp Thr Glu Leu Gin Gin Cys Leu Ala Ala Ala Gin Ala Ala Ser Gin 

245 250 255 

His Val Phe Arg Phe Tyr Arg Glu Ser Leu Gin Arg Arg Tyr Ser Lys 
260 265 270 

Ser 



<210> 4749 
<211> 2196 
<212> DNA 

<213> Homo sapiens 
<400> 4749 

nnacgcgtct catccatggc ttccgcggac tcgcgccggc tggcagatgg cggcggtgcc 
60 

gggggcacct tccagcccta cctagacacc ttgcggcagg agctgcagca gacggaccca 
12 0 

acgctgttgt cagtagtggt ggcggttctt gcggtgctgc tgacgctagt cttctggaag 
180 

ttaatccgga gcagaaggag cagtcagaga gctgttcttc ttgttggcct ttgtgattcc 
240 

gggaaaacgt tgctctttgt caggttgtta acaggccttt atagagacac tcagacgtcc 
300 

attactgaca gctgtgctgt atacagagtc aacaataaca ggggcaatag tctgaccttg 
360 

attgaccttc ccggccatga gagtttgagg cttcagttct tagagcggtt taagtcttca 
420 

gccagggcta ttgtgtttgt tgtggatagt gcagcattcc agcgagaggt gaaagatgtg 
480 

gctgagtttc tgtatcaagt cctcattgac agtatgggtc tgaagaatac accatcattc 
54 0 

ttaatagcct gcaataagca agatattgca atggcaaaat cagcaaagtt aattcaacag 
600 

cagctggaga aagaactcaa caccttacga gttacccgtt ctgctgcccc cagcacactg 
660 
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gacagttcca gcactgcccc tgctcagctg gggaagaaag gcaaagagtt tgaattctca 



720 



cagttgcccc tcaaagtgga gttcctggag tgcagtgcca agggtggaag aggggacgtg 



780 



ggctctgctg acatccagga cttggagaaa tggctggcta aaattgcctg agaggcagct 



840 



ctaaagcaca agacctggat gtgtgacaca cagttttgga aaaaggtctg tggtagtctg 



900 



^ u w 

gagttgatga ggaaggggta caagatgtgg ttagaaacat ttctttgttc tggaaacaaa 



960 



gtactgttga aaccagcttg gaattttttt tttttttttt ttaagttcag ttctccctta 



1020 



tggctgcctt tcaaacaagt accttttatc tgatgcctgt atcttccctt tgttaaggtg 



1080 



taacttgatg tagggtcaag gtttttgtga caacaggcag actccacaca gagaggatat 



1140 



gatgagaata tggccatcac ctgaaaagtt tccttatctt ctgtgctttt ggtccctgga 



1200 



aacaaatccg cctatgtatg aagctagttg atttccagtt gcactatttc cagttgcctc 



1260 



cgaagttcac aggcaataca ttgtctagtc ctttgcgaat ttctctgatt tgtgggcaca 



1320 



gttatgaagt ttccccacac gtgaagacag gtacaaaata gcagagccaa gcagacagtg 



1380 



ggtctattct tcattagctc agtgacttgt ccacactcgt cttagcactt acgtttcaaa 



1440 



agcttgccac aaacccttgg agtcattccc agataataga actggaaatg ataaatcccc 



1500 



taatgccaag ggtctagtgt gttcttagtg gttatactgg gaagtgtgtg gagatttagg 



1560 



tgctgctctg ctgccctgga tggctgaagg ctcctgggcc atcttcatgt gctgcttgaa 



1620 



gagctcctat tttgtactcc tggctagaat gccgtggaac aaatacaaag tgaaaaaagt 



1680 



tctctgtaga tttctgaagt gcatattcat tgatgccaag aaaaaaaaaa aagttgcctt 



1740 



tttgaagtga tgttttttgc tgtcttctta aacacaaggc ttttttgaat gattagtata 



1800 



tttcatggta aagaaaacag cctgtctggc tcaaagcaat taaatagaat gtaatggtga 



1860 



gtacaaatga gtgcacatgt caggactcag gtctaactcc ttgtctcctg agcctaaaga 



1920 



-L *- W 

ttgcaacata cacaagaaca cactcctatt cctaccccac acactcaggg acaagcccaa 



1980 



1 v 

ctaaagctta caaggagacc agggtggctc tgtccagggg agaagccagt tatggaacag 



2040 

tgcattgaga gccatggtag gagaggccca cagttctctg gagcatgcag caggggcacc 
2100 

ccacctggcc ttgaggatca gggggagtca aaggataaag catggggctg atgacgtctg 
2160 

agggagtgtg atcctccatg tatggcctct gcctgc 
2196 

<210> 4750 
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<211> 276 
<212> PRT 

<213> Homo sapiens 



<400> 4750 

Xaa Arg Val Ser Ser Met Ala Ser Ala Asp Ser Arg Arg Leu Ala Asp 

1 5 10 15 

Gly Gly Gly Ala Gly Gly Thr Phe Gin Pro Tyr Leu Asp Thr Leu Arg 

20 25 30 

Gin Glu Leu Gin Gin Thr Asp Pro Thr Leu Leu Ser Val Val Val Ala 

35 40 4 5 

Val Leu Ala Val Leu Leu Thr Leu Val Phe Trp Lys Leu lie Arg Ser 

50 55 60 

Arg Arg Ser Ser Gin Arg Ala Val Leu Leu Val Gly Leu Cys Asp Ser 
65 70 75 80 

Gly Lys Thr Leu Leu Phe Val Arg Leu Leu Thr Gly Leu Tyr Arg Asp 

85 90 95 

Thr Gin Thr Ser lie Thr Asp Ser Cys Ala Val Tyr Arg Val Asn Asn 

100 105 HO 

Asn Arg Gly Asn Ser Leu Thr Leu He Asp Leu Pro Gly HisJGlu Ser 

115 120 125 

Leu Arg Leu Gin Phe Leu Glu Arg Phe Lys Ser Ser Ala Arg Ala He 

130 135 140 

Val Phe Val Val Asp Ser Ala Ala Phe Gin Arg Glu Val Lys Asp Val 
145 150 155 160 

Ala Glu Phe Leu Tyr Gin Val Leu He Asp Ser Met Gly Leu Lys Asn 

165 170 175 

Thr Pro Ser Phe Leu He Ala Cys Asn Lys Gin Asp He Ala Met Ala 

180 185 190 

Lys Ser Ala Lys Leu He Gin Gin Gin Leu Glu Lys Glu Leu Asn Thr 

195 200 205 

Leu Arg Val Thr Arg Ser Ala Ala Pro Ser Thr Leu Asp Ser Ser Ser 

210 215 220 

Thr Ala Pro Ala Gin Leu Gly Lys Lys Gly Lys Glu Phe Glu Phe Ser 
225 230 235 240 

Gin Leu Pro Leu Lys Val Glu Phe Leu Glu Cys Ser Ala Lys Gly Gly 

245 250 255 

Arg Gly Asp Val Gly Ser Ala Asp He Gin Asp Leu Glu Lys Trp Leu 

260 265 270 

Ala Lys He Ala 
275 

<210> 4751 

<211> 2777 

<212> DNA 

<213> Homo sapiens 

<400> 4751 

gccagaggcc tgcccaaatg ggggcaaaaa acacagtcac tctgcaggtt caggcaacac 
60 

ctcctcagcc catcaaagta ccacagttta tcccccctcc tagactcact ccacgtccaa 
120 

actttcttcc acaggttcga cccaagcctg tggcccagaa taacattcct attgccccca 
180 
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gcaccacctc ccatgctcgc agctcctcag cttatccaga ggcccgtcat gctgaccaag 



240 



ttcaccccca caacccttcc cacatcccag aattccatcc accccgtccg tgtcgtcaat 



300 



gggcagactg caaccatagc caaaacgttc cccatggccc agctcaccag cattgtgata 



360 



gctactccag ggaccagact cgctggacct caaactgtac agcttagcaa gccaagtctt 



420 

gaaaaacaga cagttaaatc tcacacagaa acagatgaga aacaaacaga gagccgcacc 
430 

atcaccccac ctgctgcacc caaaccaaaa cgggaggaga accctcagaa acttgccttc 
540 

atggtgtctc tagggttggt aacacatgac catctagaag aaatccaaag caagaggcaa 
600 

gagcgaaaaa gaagaacaac agcaaatccg gtctacagtg gagcagtctt tgagccagag 
660 

cgtaagaaga gtgcagtgac atacctaaac agcacaatgc accctgggac ccggaagaga 
72 0 

gccaatgagg aacactggcc aaagggtgat attcatgagg atttttgcag cgtttgcaga 
780 

aaaagtggcc agttactgat gtgcgacaca tgttcccgtg tatatcattt ggactgctta 
840 

gacccccctc tgaaaacaat tcccaagggc atgtggatct gtcccagatg tcaggaccag 
900 

atgctgaaga aggaagaagc aattccatgg ncctggaact ttagcaattg ttcattccta 
960 

tattgcctac aaagcagcaa aagaagaaga gaaacagaag ttacttaaat ggagttcaga 
1020 

tttaaaacaa gaacgagaac aactagagca aaaggtgaaa cagctcagca attccataag 
1080 

taaatgcatg gaaatgaaga acaccatcct ggcccggcag aaggagatgc acagctccct 
1140 

ggagaaggta aaacagctga ttcgcctcat ccacggcatc gacctctcca aacctgtaga 
1200 

ctctgaggcc actgtggggg gccatctcca atggcccgga ctgcaccccc cctgccaatg 
1260 

ccgccacctc cacgccggcc ccttccccct cctcccagag ctgcacagcg aactgtaacc 
1320 

agggggaaga gactaaataa cagagcccct ctaggagaag ccacgggatc ccggcggcaa 
1380 

ggagaacaga acactgaaga ctctagaaaa gcaaagccgg atttctggaa agtgcagaat 
1440 

tcttttggtt ctttggttcc agagagagag aagatgcttg tgccaggtgg caccagagtt 
1500 

tgccaattga tccttcttat tctgtgtgta catgcaaaga ttggaccatg ttacatgaaa 
1560 

tagtgccagc tggaggctct ttgccagcac catgccaagt gaaataatat atttactctc 
1620 

tctattatac accagtgtgt gcctgcagca gcctccacag ccacgatggg tttgtttctg 
1680 

ttttcttggg tggggagcag ggacgggcgg agggaggaga gcaggtttca gatccttact 
1740 

tgccgagccg tttgtttagg tagagaagac aagtccaaag agtgtgtggg ctttcctgtt 
1800 
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tctaaacttt cgctactata aaaccaaaaa 
1660 

ccagaagagg gaaggggagt ggctggaggg 
1920 

cagtatttaa tcacctctgg cgggggcctc 
1980 

cagtaggttc ttctcccctg cactctgctc 
2040 

ctgcccagtc tccttccttc cctgcttggt 
2100 

tctcctctcc aagaacaagc agagccgggc 
2160 

tgtgtgtgtc caggaaggaa aaaaaggtgg 
2220 

tcccttttct atatttataa gaagagaaga 
2280 

tgtgtgaatt gaatggagac gtttcttttc 
2340 

tttctttaag gaaagtttta ttttactgtt 
2400 

ataaggaata gaaaagctgt ttttcaggct 
2460 

gcatggtaga gtaggaatca tagtgtcagt 
2520 

gtcatcgttc gggcactgtt ttttttatgc 
2580 

aaaacttttt tttaaattaa aaaggaaaat 
2640 

taaattaaga tcaaggtaag aaacattgta 
2700 

ctaaaaacag tgatttctat taaaaaggtg 
2760 

aaaaaaaaaa aaaaaaa 
2777 



aaggaattga gatttcacca accccagtgc 
agcagggggt tggacagtgt atcaaataag 
gtgcaagggg agactgacac caagaacagc 
cctgcgcggt aaccccacca ctcctgaagc 
gagtcgcgca tctccgtggt tatcccgctg 
cactagcttg cccaaggcag ggaagaagga 
atcagtgatt ttacttgaaa tcaagctcca 
tcttgagtga agcagcacgc gacccaggtg 
tctttcttta atttttgttt ttgttctttt 
cattttactt tcttggtaac aaaaactaaa 
gacagtccaa ttaagggtag ccaagacctt 
gaggtcccgt gagtctttgt gagtccttgt 
aagggcaaaa atctttgtat ctggggaaaa 
aaaagatatt gaggtcttcc tagtgttact 
aaaaaaaatt acaaaagtgc tatttgtttc 
tcagaactgg aaaaaaaaaa aaaaaaaaaa 



<210> 4752 
<211> 335 
<212> PRT 

<213> Homo sapiens 



<400> 4752 






















Ala 


Arg 


Gly 


Leu 


Pro Lys Trp Gly Gin 


Lys 


Thr 


Gin 


Ser 


Leu 


Cys 


Arg 


1 




5 




10 










15 




Phe 


Arg 


Gin 


His 


Leu Leu Ser Pro 


Ser 


Lys 


Tyr 


His 


Ser 


Leu 


Ser 


Pro 






20 




25 










30 






Leu 


Leu 


ASp 


Ser 


Leu His Val Gin 


Thr 


Phe 


Phe 


His 


Arg 


Phe 


Asp 


Pro 






35 




40 










45 








Ser 


Leu 


Trp 


Pro Arg He Thr Phe 


Leu 


Leu 


Pro 


Pro 


Ala 


Pro 


Pro 


Pro 




50 




55 








60 










Met 


Leu 


Ala 


Ala 


Pro Gin Leu lie 


Gin 


Arg 


Pro 


Val 


Met 


Leu 


Thr 


Lys 


65 








70 






75 










80 


Phe 


Thr 


Pro 


Thr 


Thr Leu Pro Thr 


Ser 


Gin 


Asn 


Ser 


lie 


His 


Pro 


Val 










85 




90 










95 




Arg 


val 


Val 


Asn 


Gly Gin Thr Ala 


Thr 


He 


Ala 


Lys 


Thr 


Phe 


Pro 


Met 
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100 










105 










110 






Ala 


Gin 


Leu 


Thr 


Ser 


He 


Val 


lie 


Ala 


Thr 


Pro 


Gly 


Thr 


Arg 


Leu 


Ala 






115 










120 










125 








Gly 


Pro 


Gin 


Thr 


Val 


Gin 


Leu 


Ser 


Lys 


Pro 


Ser 


Leu 


Glu 


Lys 


Gin 


Thr 


130 










135 










140 










Val 


Lys 


Ser 


His 


Thr 


Glu 


Thr 


Asp 


Glu 


Lys 


Gin 


Thr 


Glu 


Ser 


Arg 


Thr 


145 








150 










155 










160 


lie 


Thr 


Pro 


Pro 


Ala 


Ala 


Pro 


Lys 


Pro 


Lys 


Arg 


Glu 


Glu 


Asn 


Pro 


Gin 










165 










170 










175 




Lys 


Leu 


Ala 


Phe 


Met 


Val 


Ser 


Leu 


Gly 


Leu 


Val 


Thr 


His 


Asp 


His 


Leu 






180 










185 










190 






Glu 


Glu 


He 


Gin 


Ser 


Lys 


Arg 


Gin 


Glu 


Arg 


Lys 


Arg 


Arg 


Thr 


Thr 


Ala 






195 










200 










205 








Asn 


Pro 


Val 


Tyr 


Ser 


Gly 


Ala 


Val 


Phe 


Glu 


Pro 


Glu 


Arg 


Lys 


Lys 


Ser 




210 










215 










220 










Ala 


val 


Thr 


Tyr 


Leu 


Asn 


Ser 


Thr 


Met 


His 


Pro Gly 


Thr 


Arg 


Lys 


Arg 


225 










230 










235 










240 


Ala 


Asn 


Glu 


Glu 


His 


Trp 


Pro 


Lys 


Gly 


Asp 


lie 


His 


Glu 


Asp 


Phe 


Cys 










245 










250 










255 




Ser 


Val 


Cys 


Arg 


Lys 


Ser 


Gly 


Gin 


Leu 


Leu 


Met 


Cys 


Asp 


Thr 


Cys 


Ser 








260 










265 










270 






Arg 


Val 


Tyr 


His 


Leu 


Asp 


Cys 


Leu 


Asp 


Pro 


Pro 


Leu 


Lys 


Thr 


He 


Pro 






275 










230 










2B5 








Lys Gly 


Met 


Trp 


He 


Cys 


Pro 


Arg 


Cys 


Gin 


Asp 


Gin 


Met 


Leu 


Lys 


Lys 




290 










295 










300 










Glu 


Glu 


Ala 


He 


Pro 


Trp 


Xaa 


Trp 


Asn 


Phe 


Ser 


Asn 


Cys 


Ser 


Phe 


Leu 


305 










310 










315 










320 


Tyr Cys 


Leu 


Gin 


Ser 


Ser 


Lys 


Arg 


Arg 


Arg 


Glu 


Thr 


Glu 


Val 


Thr 












325 










330 










335 





<210> 4753 
<211> 5298 
<212> DMA 

<213> Homo sapiens 
<400> 4753 

ntccggagtg aggagctcgg tcgccgaagc ggagggagac tcttgagctt catcttgccg 
60 

ccgccacggc caccgcctgg acctttgccc ggagggagct gcagagggtc catcgccgcc 
120 

gtcctctgga gggcagcgcg attgggggcc cggacctcca gtccgggggg gatttttcgt 
180 

cgtccccctc ccccccacca gggagcccga gcggnncgcc aaacaaaggt accagtcgcc 
240 

gccgcgggag gaggaggagc cggagcctct gcctcagcag ccgctggacc cgccgccctt 
300 

cttccccatc tctcccccgg gcctgctggt tttggggggg agaaggagag aggggactct 
360 

ggacgtgcca gggtcagatc tcgcctccga ggaaggtgca gctgaacctg gtgttttaga 
420 

ggataccttg gtcccagagt catcatgaag gcccttgatg agcctcccta tttgacagtg 
480 

ggcactgatg tgagtgctaa atacagagga gccttttgtg aagccaagat caagacagca 
540 
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aaaagacttg tcaaagtcaa ggtgacattt agacatgatt cttcaacagt ggaagttcag 
600 

gatgaccaca taaagggccc actaaaggta ggagctattg tggaagtgaa gaatcttgat 
660 

ggtgcatatc aggaagctgt tatcaataaa ctaacagatg cgagttggta caccgtagtt 
720 

tttgatgacg gagatgagaa gacactgaga cgatcttcac tgtgcctgaa aggagagagg 
780 

cattttgctg aaagtgaaac attagaccag ctcccactca ccaaccctga gcattttggc 
840 

actccagtca taggaaagaa aacaaataga ggaagaagat ctaatcatat accagaggaa 
900 

gagtcttcat catcctccag tgatgaagat gaggatgata ggaaacagat tgatgagcta 
960 

ctaggcaaag ttgtatgtgt agattacatt agtttggata aaaagaaagc actgtggttt 
1020 

cctgcattgg tggtttgtcc tgattgtagt gatgagattg ctgtaaaaaa ggacaatatt 
1080 

cttgttcgat ctttcaaaga tggaaaattt acttcagttc caagaaaaga tgtccatgaa 
1140 

attactagtg acactgcacc aaagcctgat gctgttttaa agcaagcctn tgaacaggca 
1200 

cttgaatttc acaaaagtag aactattcct gctaactgga agactgaatt gaaagaagat 
1260 

agctctagca gtgaagcaga ggaagaagag gaggaggaag atgatgaaaa agaaaaggag 
1320 

gataatagca gtgaagaaga agaagaaata gaaccatttc cagaagaaag ggagaacttt 
1380 

cttcagcaat tgtacaaatt tatggaagat agaggtacac ctattaacaa acgacctgta 
1440 

cttggatatc gaaatttgaa tctctttaag ttattcagac ttgcacacaa acttggagga 
1500 

tttgataata ttgaaagcgg agctgtttgg aaacaagtct accaagatct cggaatccct 
1560 

gtcttaaatt cagctgcagg atacaatgtt aaatgtgctt ataaaaaata cttatatggt 
1620 

tttgaggagt actgtagatc agccaacatt gaatttcaga tggcattgcc agagaaagtt 
1680 

gttaacaagc aatgtaagga gtgtgaaaat gtaaaagaaa taaaagttaa ggaggaaaat 
1740 

gaaacagaga tcaaagaaat aaagatggag gaggagagga atataatacc aagagaagaa 
1800 

aagcctattg aggatgaaat tgaaagaaaa gaaaatatta agccctctct gggaagtaaa 
1860 

aagaatttat tagaatctat acctacacat tctgatcagg aaaaagaagt taacattaaa 
1920 

aaaccagaag acaatgaaaa tctggacgac aaagatgatg acacaactag ggtagatgaa 
1980 

tccctcaaca taaaggtaga agctgaggaa gaaaaagcaa aatctggaga tgaaacgaat 
2040 

aaagaagaag atgaagatga tgaagaagca gaagaggagg aggaggagga agaagaagaa 
2100 

gaggatgaag atgatgatga caacaatgag gaagaggagt ttgagtgcta tccaccaggc 
2160 
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atgaaagtcc aagtgcggta tggacgaggg 
2220 

aaagattctg atgtcgaagg tggagaggtc 
2280 

gtgagatacg atgaatggat taaagcagat 
2340 

ccaaagataa aacatcggaa gaaaataaag 
2400 

gaaaaatact ctccaaaaaa ctgtaaactt 
2460 

aatccatctc ctgaaatggt atccaaactg 
2520 

gctcatatta agtccataga aattacttcg 
2580 

tctgctgaag acagtgagca ggaagatgag 
2640 

aaagaggaat ctaagattga tcatttgacc 
2700 

gaacagaaca gttcatcttt gctagaagaa 
2760 

aaaccagtgt caaaatctcc agaaagatta 
2820 

actgattatg aagaagatga agtcacaaaa 
2880 

gataaatctt caaaaccaca aataaaacgt 
2940 

tgtctaaaaa ctggatcacc tggcaaaaag 
3000 

tgcatggaaa acagtagcac agctcttcag 
3060 

acaccaacta agaaatacaa tggtttggag 
3120 

ttctattcag gattttcaga agtggcagaa 
3180 

gaaagacttc aaaacagcag ggccaaagat 
3240 

cagtggccta aaaaaacgct gaaagagctt 
3300 

tccccaccgc atcctgcccc agaggagggg 

3360 

gaagaggaga gttgttcacc cagtgtagaa 
3420 

agtaaaccca ttgaagaaaa aacagtagag 
3480 

agtggcagta attcagtgct aaatacccct 
3540 

actgtaacag aaggcagccg gcagcagtct 
3600 

aaccaagaag aggttcgaag tatcaagagt 
3660 

gttgctgggg agctccaaga cctccagtct 
3720 

gccagtgtga gctcaagcag tagtaatcag 
3780 



aaaaatcaaa aaatgtatga agctagtatt 
ctttacttgg tgcattactg cggatggaat 
aaaatagtaa gacctgctga taaaaatgtg 
aataaattag acaaagaaaa agacaaagat 
cggcgcttgt ccaaaccacc atttcagaca 
gatctcactg atgccaaaaa ctctgatact 
atccttaatg gacttcaagc ttctgaaagt 
agaggtgctc aagacatgga taataatggc 
aacaacagaa atgatcttat ttcaaaggag 
aacaaagttc atgcagattt ggtaatatcc 
aggaaagata tagaagtatt atccgaagat 
aagagaaagg atgtcaagaa ggacacaaca 
ggtaaaagaa ggtattgcaa tacagaagag 
gaagagaagg ccaagaacaa agaatcactt 
atgaagatga agaagaacaa agcaaagatg 
gaaaaaagaa aatctctacg gacaactggt 
aaaaggatta aacttttaaa taactctgat 
cgaaaagatg tctggtcaag tattcaggga 
ttttcagact ctgatactga ggctgcagct 
gtggcagagg agtcactgca gactgtggct 
ctagaaaaac cacctccagt caatgtcgat 
gtcaatgaca gaaaagcaga atttccaagt 
cctactacac ctgaatcgcc ttcatcagtc 
tctgtaacag tatcagaacc actggctcca 
gaaactgata gcacaattga ggtggatagt 
gaagggaata gctcgccagc aggttttgat 
ccagaaccag aacatcctga aaaagcctgt 
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agtcgtttca ttttgcctaa atgaatatga gagatatctt ccatttttcc atcccaattc 
120 

cctatccgcc tgtctgagcc tcaggaaact agcctcatga cttcctccac acacttccct 
180 

gccctctggt ttctgagtgg gacgtggaga gagggaggag atggaagttg gggtctttat 
240 

tcccacagca ccccacccct acccccgcag acttaactaa ggctggcagt ggccttcaac 
300 

caaaggccat agtgtctggt gtacacagcc ctcttgttcc aagtcccggt aaccactgcc 
360 

tccccttgtc ctagcccctc cgtcttacgc taaccattgt aatttttcta catcctgccc 
420 

acaccattat aaataagtta atgatttatt gtgtcgtctt caaattactg aagtggggag 
480 

tgtgccttct gtttcctgtt gtgacgctgc agataatagc aagtaagtta aacagtaagt 
540 

aaatatttcc tatttcagag gaatataaaa catcacactt agtgcttgct tcagcagcat 
600 

atatactaaa attggaacga tacagagaag attagcatga cccctgcgca aggatggcac 
660 

gcaaattcgt gaagcgttcc atatttttcc cctgcagagc caggcaccct caagaccagt 
720 

ctggtggcta ctccaggcat tgacaagctg accgagaagt cccaggtgtc agaggatggc 
780 

accttgcggt ccctggaacc tgagccccag cagagcttgg aggatggcag cccggctaag 
840 

ggggagccca gccaggcatg gagggagcag cggcgaccgt ccacctcatc agccagtggg 
900 

cagtggagcc caacgccaga gtgggtcctc tcctggaagt cgaagctgcc gctgcagacc 
960 

atcatgaggc tgctgcaggt gctggttccg caggtggaga agatctgcat cgacaagggc 
1020 

ctgacggatg agtctgagat cctgcggttc ctgcagcatg gcaccctggt ggggctgctg 
1080 

cccgtgcccc accccatcct catccgcaag taccaggcca actcgggcac tgccatgtgg 
1140 

ttccgcacct acatgtgggg cgtcatctat ctgaggaatg tggacccccc tgtctggtac 
1200 

gacaccgacg tgaagctgtt tgagatacag cgggtgtgag gatgaagccg acgaggggct 
1260 

cagtctaggg gaaggcaggg ccttggtccc tgaggcttcc cccatccacc attctgagct 
1320 

ttaaattacc acgatcaggg cctggaacag gcagagtggc cctgagtgtc atgccctaga 
1380 

gacccctgtg gccaggacaa tgtgaactgg ctcagatccc cctcaacccc taggctggac 
1440 

tcacaggagc cccatctctg gggctatgcc cccaccagag accactgccc ccaacactcg 
1500 

gactccctct ttaagacctg gctcagtgct ggcccctcag tgcccaccca ctcctgtgct 
1560 

acccagcccc agaggcagaa gccaaaatgg gtcactgtgc cctaaggggt ttgaccaggg 
1620 

aaccacgggc tgtcccttga ggtgcctgga cagggtaagg gggtgcttcc agcctcctaa 
1680 



3934 



WO 00/58473 



PCT/USOO/08621 



cccaaagcca gctgttccag gctccagggg aaaaaggtgt ggccaggctg ctcctcgagg 
1740 

aggctgggag ctggccgact gcaaaagcca gactggggca cctcccgtat ccttggggca 
1800 

tggtgtgggg tggtgagggt ctcctgctat attctcctgg atccatggaa atagcctggc 
1860 

tccctcttac ccagtaatga ggggcaggga agggaactgg gaggcagccg tttagtcctc 
1920 

cctgccctgc ccactgcctg gatggggcga tgccacccct catccttcac ccagctctgg 
I960 

cctctgggtc ccaccaccca gccccccgtg tcagaacaat ctttgctctg tacaatcggc 
2040 

ctctttacaa taaaacctcc tgctccacaa aaaaaaaaaa aaaaaaaaaa aaa 
2093 

<210> 4756 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<400> 47B6 



Ser 


Val Pro Tyr 


Phe 


Ser 


Pro 


Ala Glu 


Pro 


Gly 


Thr 


Leu 


Lys 


Thr 


Ser 


1 




5 








10 










15 




Leu 


Val Ala Thr 


Pro 


Gly 


He 


Asp Lys 


Leu 


Thr 


Glu 


Lys 


Ser 


Gin 


val 




20 








25 










30 






Ser Glu Asp Gly 


Thr 


Leu 


Arg 


Ser Leu 


Glu 


Pro 


Glu 


Pro 


Gin 


Gin 


Ser 




35 








40 








45 








Leu 


Glu Asp Gly 


Ser 


Pro 


Ala 


Lys Gly 


Glu 


Pro 


Ser 


Gin 


Ala 


Trp 


Arg 




50 






55 








60 










Glu 


Gin Arg Arg 


Pro 


Ser 


Thr 


Ser Ser 


Ala 


Ser Gly 


Gin 


Trp 


Ser 


Pro 


65 






70 








75 










80 


Thr 


Pro Glu Trp 


Val 


Leu 


Ser 


Trp Lys 


Ser 


Lys 


Leu 


Pro 


Leu 


Gin 


Thr 






85 








90 










95 




He 


Met Arg Leu 


Leu 


Gin 


val 


Leu Val 


Pro 


Gin 


Val 


Glu 


Lys 


He 


Cys 




100 








105 










110 






He 


Asp Lys Gly 


Leu 


Thr 


Asp 


Glu Ser 


Glu 


He 


Leu 


Arg 


Phe 


Leu 


Gin 




115 








120 








125 








His 


Gly Thr Leu 


Val 


Gly Leu 


Leu Pro 


Val 


Pro 


His 


Pro 


He 


Leu 


He 




130 






135 








140 










Arg 


Lys Tyr Gin 


Ala 


Asn Ser Gly Thr 


Ala 


Met 


Trp 


Phe 


Arg 


Thr 


Tyr 


145 






150 








155 










160 


Met 


Trp Gly Val 


He 


Tyr 


Leu 


Arg Asn 


Val 


Asp 


Pro 


Pro 


Val 


Trp 


Tyr 






165 








170 










175 




Asp 


Thr Asp Val 


Lys 


Leu 


Phe 


Glu He 


Gin 


Arg 


Val 











180 185 

<210> 4757 

<211> 272 

<212> DNA 

<213> Homo sapiens 

c400> 4757 

nccatggaag ccccaacccg gatccgggac actccggaag acatcgtgct ggaagctccg 
60 
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gctagtgggc tggcgttcca tccggcccgt gacctactgg ctgcagggga cgtggacggg 

gacgtattcg tcttttccta ctcttgccaa gagggagaaa ccaaggagct ggtcatcagg 
180 

tcacatctca aggcctgccg agctgtggcc ttctctgaag atgggcagaa gctcattact 
240 

gtctccaagg acaaagccat ccatgttcta ga 
272 



<210> 4758 
<211> 90 
<212> PRT 

<213> Homo sapiens 



<400> 4758 
Xaa Met Glu Ala 
1 

Leu Glu Ala Pro 
20 

Leu Ala Ala Gly 
35 

Cys Gin Glu Gly 
50 

Ala Cys Arg Ala 
65 

Val Ser Lys Asp 



Pro Thr Arg He 
5 

Ala Ser Gly Leu 

Asp Val Asp Gly 
40 

Glu Thr Lys Glu 
55 

Val Ala Phe Ser 
70 

Lys Ala He His 
85 



Arg Asp Thr Pro 
10 

Ala Phe His Pro 
25 

Asp Val Phe Val 

Leu Val He Arg 
60 

Glu Asp Gly Gin 
75 

Val Leu 
90 



Glu Asp He Val 
15 

Ala Arg Asp Leu 
30 

Phe Ser Tyr Ser 
45 

Ser His Leu Lys 

Lys Leu He Thr 
80 



<210> 4759 
<211> 1087 
<212> DNA 

<213> Homo sapiens 
<400> 4759 

nccgcccgct tcgttggcac 
60 

actgtcagcg tcccccagga 
120 

gaattcagct cctctcgagc 
180 

ggccagacga accaaaagtt 
240 

tgtccggggt gggagggacc 
300 

tttgaagcca ccgtattttt 
360 

tcatcacggt cagtcattcc 
420 

caagggtcca gcctcctctc 
480 

ccctccctcc ccacccaagc 
540 

taactcagag ctgatgaaca 
600 



caatggagag gagctgtctt 
tggctgccgg ctccggaaag 
gggatttctg cccctgtggg 
tgggtttgaa ctgggccccg 
gtgagggagc cccagaatgg 
cgttacctgt gactatggag 
ttctcctttc cagggtgctg 
accccattcc aggtggcata 
ctcacctccc caccccttga 
aaagcccccc cacccccaat 



tcaaccagac gacagcagcc 
gacagacgaa gacccttttc 
atgtggcggc cactgacttt 
tctgcttcag cagctgagag 
ggtgcatttg gtgctgaggc 
ccaatgggat gtgacttcgc 
ggggctgggg ttccctggcc 
ctgcagtctg gctctttctc 
acccccatgc aatgagcttc 
gcctgcctcc tcactcctcc 
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gtcgctgccc ttcacacctt 
660 

ctgatcccag gctgggaccc 
720 

aaggactgag gtcggactac 
780 

ttcctgcctc agcccagctc 
840 

ccttgccatg ccaggtggtx 
900 

ggtgctgccc tatttatacc 
960 

ttcatctgct tcctccttag 
1020 

gccccccacc gccaggccat 

1080 

aactgtg 

1087 



ttggtgctac ccctccccag 
ctacccccac cccctttgat 
agagggaaga gggacttccc 
tgcaaatccc ctccccctgc 
tggggaccaa gatgttgggg 
tgggtctgta ttaaaaggga 
ggaaggctgg gatatgatga 
agggcataat ttgcatctca 



agttaagcac tggatgtctc 
cctttctact tccacggtga 
ttgactgggt tgtgtttctt 
ccctcacctc cccaggctca 
gggtgaatca ggatcctaat 
aagtcccccc tgttgtagat 
gagattccag cccaagcccg 
aatctgagaa taaactgatg 



<210> 4760 

<211> 78 

<212> PRT 

<213> Homo sapiens 



<400> 4760 

Xaa Ala Arg Phe Val Gly Thr Asn 

1 5 
Thr Thr Ala Ala Thr Val Ser Val 
20 

Lys Gly Gin Thr Lys Thr Leu Phe 

35 40 
Phe Leu Pro Leu Trp Asp Val Ala 

50 55 
Gin Lys Phe Gly Phe Glu Leu Gly 
65 70 



Gly Glu Glu Leu Ser Phe Asn Gin 

10 15 
Pro Gin Asp Gly Cys Arg Leu Arg 
25 30 
Glu Phe Ser Ser Ser Arg Ala Gly 
45 

Ala Thr Asp Phe Gly Gin Thr Asn 
60 

Pro Val Cys Phe Ser Ser 
75 



<210> 4761 
<211> 3973 
<212> DNA 

<213> Homo sapiens 



<400> 4761 

nccagcccca gcatcgcgcg ccgcagccgc 
60 

ggccccgggc ccgctcgccc gccgccccgc 
120 

ttcgccgtgg agagcatccg gaagaagcgc 
180 

aagtggaaag gatggccccc aaagtacagc 
240 

ccccgcctcg tcatggccta cgaggagaag 
300 

aagagaggtc cgaaacccaa gcggcttctg 
360 



ggccccgcag ctccgccccc ggcccggccc 
atggagctgt cagccatcgg cgagcaggtg 
gtgcggaagg gtaaagtcga gtatctggtg 
acgtgggagc cagaagagca catcttggac 
gaggagagag accgagcatc ggggtatagg 
ctgcagcggc tgtacagcat ggacctgcgg 
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agctcccaca aggccaaggg caaggagaag ctctgcttct ccctgacgtg cccactcggc 
420 

agcgggagcc ctgagggggC ggtcaaggcg ggggcacctg agctggtgga caagggcccc 
480 

Ctggtgccca ccctgccctt cccgctccgc aagccccgaa aggcccacaa gtacctgcgg 
540 

ctctcgcgca agaagttccc gccccgcggg cccaacctgg agagccacag ccatcgacgg 
600 

gagctcttcc tgcaggagcc accggcccca gacgtcctgc aggcggctgg cgagtgggag 
660 

cctgctgcgc agccccctga agaggaggca gatgccgacc tggccgaggg gccccctccc 
720 

tggacacctg cgctcccctc aagtgaggtg accgtgaccg acatcaccgc caactccatc 
780 

accgtcacct tccgcgaggc ccaggcagct gagggcttct tccgagaccg cagtgggaag 
840 

ttctgaatca ccgtttttac tcttcttaaa ctgttttctt ttgggcttgg ggtgggactt 
900 

ccagagatag ggatgggttg ggggcggggt aattatttta tttaaaaaaa taccgagcag 
960 

caaaagggga gaagatccca ctactctccc accacctgcc ctttctctga gggacgttta 
1020 

ccacgaggcc tcaggctggg gatggagaga gttgctctgg gagttggggt accaccccca 
1080 

gggcaggatg gggacaggat cacctgcccg ggacaccacc attatcattc tcctctagtg 
1140 

acgcagcagc tggttctggg agttaaagga gcattggaag gcccaaaccc tctcccttga 
1200 

gtggccaccc cagcctggtt ggctggtttt ccccttttct cttgtttcaa ttgggtcttt 
1260 

accttgaact ctcctctctg gctttgcggt gggctgtgga ggctggtttt gaccaaaagt 
1320 

gagtggggcg ggaggaaggg gcaggaggaa gggttgaggt tacttggggc gagtcccttc 
1380 

cccttcagag aggcttctat ccttcccagg gaggaggcgc cgctgagacc cttctgctga 
1440 

gagctctgcc ctcccctcat cacctggcct gtgcagaaac gctcatgcac acctggctgc 
1500 

acaggtgtgc acgcattacc cttcgcgtgt acgttcccat gtgccccgtg aaagcatgtg 
1560 

tggctgcaga cgtgtccaca tgggccttgc gaacctgggt tagaaaccct ggccaggcga 
1620 

acgtggggtg attcacagca caaaagacct caccaccaca cctgcactca ccccaccttg 
1680 

catgcacctt gctacctgct tgcggctttc agtggagggc aggggtctgg cacaggtgcg 
1740 

atggcacccc atgctccagg catacagatg tggtttctcg gctgcaccgg gccaggctgc 
1800 

gggtgtgcag gcgtctgcta agttgtgtga tgtatcagca caggctttga gacgtctgga 
1860 

ccctgtcctt cctcccgtga ggggttcttg ttctttctga ctcaggtgac ttttcagccc 
1920 

ttccaattcc cctctttttc tgccctcccc tccaactcag ccaacccagg tgtgggcagt 
1980 
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cagggaggga gggagtgtcc caccacgttc 
2040 

cctccttcca ttctgcatcc cctccccatc 
2100 

gtattcctgt ggagggacct ctgccgtgcc 
2160 

gcaggctttg ccccagccca cccctggcaa 
2220 

gtcctggggg cccgtggctt ccctgccagt 
22B0 

tgtaggggag acaaaaccag attggggggc 
2340 

ctgtctttcc ttggctgtca gagtcagggt 
2400 

aagtttgaga cctgcccgcc ctcctcgcag 
2460 

gtctactgag gcaaggagag ggtgattctt 
2520 

accaaagaca gcctgcagcc ctttctgcat 
2580 

cctgagtctc tctttccttc ctcctcgatc 
2640 

cattgggggg acagtcccct ccgggatgac 
2700 

ctagaggaat acgtggggtg ggtctggaca 
2760 

gctgtggagc cctgtggagg ggaaggggaa 
2820 

gaggggtgcc cagcggaggt aaagatgata 
2880 

tttggcccat gactttggaa catggctggc 
2940 

cccagcggac atgggacctt tttcctgctt 
3000 

atctgtgggt ctgtggattc acggggcttt 
3060 

cagcagcagg acacatcttt cctcttactc 
3120 

ggctcaggga gagctgaact ccaggggtgt 
3180 

gctcagggca gccaggtggc tcatgggctg 
3240 

gtgggccgtt aggaccatcc tccaggacag 
3300 

gccgtgcagg cctccttcca gcccagagtg 
3360 

cacccccgca gccctcttaa aaggccagta 
3420 

catttgccca tctgcctttc tttcccccag 
3480 

gggcactttt ccttttgtgg tggggggtgc 
3540 

gcctggaatg caggactgtc actgctgttc 
3600 



tcagggcagc ccttgactcc taagcccctt 
caacctaaat gccacagctg gggctgagct 
tctctgaggt caggctgtgc tgtgtgatgg 
ggtgcacttg ttttctggtt tgtacaaggt 
gaggagtgac ttctccctct cttccagtcc 
ccaaggggag catggaaaag gccggctccc 
aacacacacc aagagtggag tgcggccagc 
ctctgctctg tgtcctcagg aagtcacaga 
tccccaaatc ccttcttccc tggttcccaa 
ggggtgctct gttgacaggc ttcccagatc 
tttagttgtc cacggtcaat tcagtgcttc 
ctgattcacc tccagcccag ggaatggaat 
aggagcggca ggaatcacca cccatctcca 
gcttggggtt cagaggggac tcttccagga 
gagggttgtg gggggtctct agttgaatgt 
agcttccagc agaagtcaag ctccccatcc 
cctggtcact ttcaaagaac tatttgcgca 
ctgtgtgggt gctgcagttg cttttgtctg 
aggcccttta tggcccatgg ggaactccgt 
gacctgggac gggtgggcct gaggtgccca 
tagtgagcca gctccctggg ggaaaaggct 
gtgacctcta tgaggtcacc tacggctgtg 
gcccagtaga gcaaggcaga cagtgacctc 
ctcttggggg tggggggagg gtttagaaag 
cccccacccg ctttgaatgt agagacccgt 
ggaggaggta cccccacccc tggcacagcc 
gggtgatgac ctcgttgcca agctcctcct 
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gtccccttgt tctgggggca ggcgctgtgc 
3660 

aagtggccag ctgcggccac caggtctcag 
3720 

cttcgagctt tgttcagact aaatgaatgt 
3780 

tccaagcaca tgcctttgct gagtgtgtgt 
3840 

gcggttttat ttttgtactg acattggtaa 
3900 

atttatctgg taaatgaggc aaaaaaatta 
3960 

aagaaaaaaa aaa 
3973 



ttctgtgagg tggtttagct tttgctttcg 
cacaagagcg cttcctttgc acagaatgag 
atctgggagg ggtcgggggc acgagttgat 
gtgctgggag agtcagagtg gatgtagagc 
gagactgtat agcatctatt tatttagatg 
ttaaaaatac attaaagatg atttaaaaaa 



<210> 4762 
<211> 251 
<212> PRT 

<213> Homo sapiens 



<400> 4762 
























Met 


Glu 


Leu 


Ser 


Ala 


He 


Gly Glu Gin 


Val 


Phe 


Ala 


Val Glu Ser 


He 


1 








5 










10 






15 




Arg 


Lys 


Lys 


Arg 


Val 


Arg 


Lys 


Gly 


Lys 


Val 


Glu 


Tyr 


Leu Val Lys 


Trp 








20 










25 








30 




Lys 


Gly 


Trp 


Pro 


Pro. 


Lys 


Tyr 


Ser 


Thr 


Trp 


Glu 


Pro 


Glu Glu His 


He 






35 










40 










45 




Leu 


Asp 


Pro 


Arg 


Leu 


Val 


Met 


Ala 


Tyr 


Glu 


Glu 


Lys 


Glu Glu Arg 


Asp 




50 










55 










60 






Arg 


Ala 


Ser 


Gly Tyr Arg 


Lys 


Arg 


Gly 


Pro 


Lys 


Pro 


Lys Arg Leu 


Leu 


65 










70 










75 






80 


Leu 


Gin 


Arg 


Leu 


Tyr 


Ser 


Met 


Asp 


Leu 


Arg 


Ser 


Ser 


His Lys Ala 


Lys 










85 










90 






95 




Gly Lys 


Glu 


Lys 


Leu Cys 


Phe 


Ser 


Leu 


Thr 


Cys 


Pro 


Leu Gly Ser 


Gly 








100 










105 








110 




Ser 


Pro 


Glu Gly Val 


Val 


Lys 


Ala Gly Ala 


Pro 


Glu 


Leu Val Asp 


Lys 






115 










120 










125 




Gly 


Pro 


Leu 


Val 


Pro 


Thr 


Leu 


Pro 


Phe 


Pro 


Leu 


Arg 


Lys Pro Arg 


Lys 


130 










135 










140 






Ala 


His 


Lys 


Tyr 


Leu Arg 


Leu 


Ser 


Arg 


Lys 


Lys 


Phe 


Pro Pro Arg 


Gly 


145 










150 










155 






160 


Pro 


Asn 


Leu 


Glu 


Ser 


His 


Ser 


His 


Arg Arg 


Glu 


Leu 


Phe Leu Gin 


Glu 










165 










170 






175 




Pro 


Pro 


Ala 


Pro 


Asp 


Val 


Leu Gin Ala Ala Gly Glu Trp Glu Pro 


Ala 








180 










185 








190 




Ala 


Gin 


Pro 


Pro 


Glu 


Glu 


Glu 


Ala 


Asp 


Ala 


Asp 


Leu Ala Glu Gly 


Pro 






195 










200 










205 




Pro 


Pro 


Trp 


Thr 


Pro 


Ala 


Leu 


Pro 


Ser 


Ser 


Glu 


Val 


Thr Val Thr 


Asp 




210 










215 










220 






He 


Thr 


Ala 


Asn 


Ser 


He 


Thr 


Val 


Thr 


Phe 


Arg 


Glu 


Ala Gin Ala 


Ala 


225 










230 










235 






240 


Glu 


Gly 


Phe 


Phe 


Arg 


Asp Arg 


Ser 


Gly 


Lys 


Phe 









245 250 
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<210> 4763 
<211> 2158 
<212> DNA 

<213> Homo sapiens 
<400> 4763 

nnatttggtg gcaatattaa atcttctcac gaaattactg agaaatctac tgaagaaact 
60 

gagaaactta aaaatgacca gcaggccaag ataccactaa aaaaacgaga aattaaactg 
120 

agtgatgatt ttgacagtcc agtcaaggga cctttgtgta aatcagttac tccaacaaaa 
180 

gagtttttga aagatgaaat aaaacaagag gaagagactt gtaaaaggat ctctacaatc 
240 

actgctttgg gtcatgaagg gaaacagctg gtaaatggag aagttagtga tgaaagggta 
300 

gctccaaatt ttaagacaga accaatagag acaaagtttt atgagacaaa ggaagagagc 
360 

tatagcccct ctaaggacag aaatatcatc acggagggaa atggaacaga gtccttaaat 
420 

tctgtcataa caagtatgaa aacaggtgag cttgagaaag aaacagcccc tttgaggaaa 
480 

gatgcagata gttcaatatc agtcttagag atccatagtc aaaaagcaca aatagaggaa 
540 

cccgatcctc cagaaatgga aacttctctt gattcttctg agatggcaaa agatctctct 
600 

tcaaaaactg ctttatcttc caccgagtcg tgtaccatga aaggtgaaga gaagtctccc 
660 

aaaactaaga aggataagcg cccaccaatc ctagaatgtc ttgaaaagtt agagaagtcc 
720 

aaaaagactt ttcttgataa ggacgcacaa agattgagtc caataccaga agaagttcca 
780 

aagagtactc tagagtcaga aaagcctggc tctcctgagg cagctgaaac ttctccacca 
840 

tctaatatca ttgaccactg tgagaaacta gcctcagaaa aagaagtggt agaatgccag 
900 

agtacaagta ctgttggtgg ccagtctgtg aaaaaagtag acctagaaac cctaaaagag 
960 

gattctgagt tcacaaaggt agaaatggat aatctggaca atgcccagac ctctggcata 
1020 

gaggagcctt ctgagacaaa gggttctatg caaaaaagca aattcaaata taagttggtt 
1080 

cctgaagaag aaaccactgc ctcagaaaat acagagataa cctctgaaag gcagaaagag 
1140 

ggcatcaaat taacaatcag gatatcaagt cggaaaaaga agcccgattc tccccccaaa 
1200 

gttctagaac cagaaaacaa gcaagagaag acagaaaagg aagaggagaa aacaaatgtg 
1260 

ggtcgtactt taagaagatc tccaagaata tctagaccca ctgcaaaagt ggctgagatc 
1320 

agagatcaga aagctgataa aaaaagaggg gaaggagaag atgaggtgga agaagagtca 
1380 

acagctttgc aaaaaactga caaaaaggaa attttgaaaa aaccagagaa agatacaaat 
1440 
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tctaaagtaa gcaaggtaaa acccnnaaag gcaaagttcg atggactggt tctcggacac 



1500 



gtggcagatg gaaatattcc agcaatgatg aaagtgaagg gtctggcagt gaaaaatcat 



1560 



ctgcagcttc agaagaggag gaagaaaagg aaagtgaaga agccatccnt agcagatgat 



1620 



gatgaaccat gcaaaaaatg tggccttcca aaccatcctg agctaattct tctgtgtgac 



1680 



tcttgcgata gtggatacca tactgcctgc cttcgccctc ctctgatgat catcccagat 



1740 



ggagaatggt tctgcccacc ttgccaacat aaactgctct gtgaaaaatt agaggaacag 



1800 



iOUV 

ttgcaggatt tggatgttgc cttaaagaag aaagagcgtg ccgaacgaag aaaagaacgc 



1860 



ttggtgtatg ttggtatcag tattgaaaac atcattcctc cacaagagcc agacttttct 



1920 



gaagatcaag aagaaaagaa aaaagattca aaaaaatcca aagcaaactt gcttgaaagg 



1980 



aggtcaacaa gaacaaggaa atgtataagc tacagatttg atgagtttga tgaagcaatt 



2040 



gatgaagcta ttgaagatga catcaaagaa gccgatggag gaggagttgg ccgaggaaaa 
2100 

gatatctcca ccatcacagg tcatcgtggg aaagacatct ctactatttt ggatgaaa 
2158 

<210> 4764 
<211> 719 
<212> PRT 

<213> Homo sapiens 
<400> 4764 

Xaa Phe Gly Gly Asn lie Lys Ser Ser His Glu He Thr Glu Lys Ser 

1 5 10 15 

Thr Glu Glu Thr Glu Lys Leu Lys Asn Asp Gin Gin Ala Lys He Pro 

20 25 30 

Leu Lys Lys Arg Glu He Lys Leu Ser Asp Asp Phe Asp Ser Pro Val 

35 40 45 

Lys Gly Pro Leu Cys Lys Ser Val Thr Pro Thr Lys Glu Phe Leu Lys 

50 55 60 

Asp Glu He Lys Gin Glu Glu Glu Thr Cys Lys Arg He Ser Thr He 
65 70 75 80 

Thr Ala Leu Gly His Glu Gly Lys Gin Leu Val Asn Gly Glu Val Ser 

85 90 95 

Asp Glu Arg Val Ala Pro Asn Phe Lys Thr Glu Pro He Glu Thr Lys 

100 105 HO 

Phe Tyr Glu Thr Lys Glu Glu Ser Tyr Ser Pro Ser Lys Asp Arg Asn 

115 120 125 

He He Thr Glu Gly Asn Gly Thr Glu Ser Leu Asn Ser Val He Thr 

130 135 140 

Ser Met Lys Thr Gly Glu Leu Glu Lys Glu Thr Ala Pro Leu Arg Lys 
145 150 155 160 

Asp Ala Asp Ser Ser He Ser Val Leu Glu He His Ser Gin Lys Ala 

165 170 175 

Gin He Glu Glu Pro Asp Pro Pro Glu Met Glu Thr Ser Leu Asp Ser 
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180 

Ser Glu Met Ala 
195 

Glu Ser Cys Thr 
210 

Asp Lys Arg Pro 
225 

Lys Lys Thr Phe 

Glu Glu Val Pro 
260 

Glu Ala Ala Glu 
275 

Lys Leu Ala Ser 
290 

Val Gly Gly Gin 
305 

Asp Ser. Glu Phe 

Thr Ser Gly He 
340 

Ser Lys Phe Lys 
355 

Glu Asn Thr Glu 
370 

Thr He Arg He 
385 

Val Leu Glu Pro 

Lys Thr Asn Val 
420 

Pro Thr Ala Lys 
435 

Arg Gly Glu Gly 
450 

Lys Thr Asp Lys 
465 

Ser Lys Val Ser 

Val Leu Gly His 
500 

Lys Gly Leu Ala 
515 

Lys Arg Lys Val 
530 

Lys Lys Cys Gly 
545 

Ser Cys Asp Ser 

He He Pro Asp 
580 

Leu Cys Glu Lys 
595 

Lys Lys Lys Glu 



Lys Asp Leu Ser 
200 

Met Lys Gly Glu 
215 

Pro He Leu Glu 
230 

Leu Asp Lys Asp 
245 

Lys Ser Thr Leu 

Thr Ser Pro Pro 
280 

Glu Lys Glu Val 
295 

Ser Val Lys Lys 
310 

Thr Lys Val Glu 
325 

Glu Glu Pro Ser 

Tyr Lys Leu Val 
360 

He Thr Ser Glu 
375 

Ser Ser Arg Lys 
390 

Glu Asn Lys Gin 
405 

Gly Arg Thr Leu 

Val Ala Glu He 
440 

Glu Asp Glu Val 
455 

Lys Glu He Leu 
470 

Lys Val Lys Pro 
485 

Val Ala Asp Gly 

Val Lys Asn His 
520 

Lys Lys Pro Ser 
535 

Leu Pro Asn His 
550 

Gly Tyr His Thr 
565 

Gly Glu Trp Phe 

Leu Glu Glu Gin 
600 

Arg Ala Glu Arg 



185 

Ser Lys Thr Ala 

Glu Lys Ser Pro 
220 

Cys Leu Glu Lys 
235 

Ala Gin Arg Leu 
250 

Glu Ser Glu Lys 
265 

Ser Asn He He 

Val Glu Cys Gin 
300 

Val Asp Leu Glu 
315 

Met Asp Asn Leu 
330 

Glu Thr Lys Gly 
345 

Pro Glu Glu Glu 

Arg Gin Lys Glu 
380 

Lys Lys Pro Asp 
395 

Glu Lys Thr Glu 
410 

Arg Arg Ser Pro 
425 

Arg Asp Gin Lys 

Glu Glu Glu Ser 
460 

Lys Lys Ser Glu 
475 

Xaa Lys Ala Lys 
490 

Asn He Pro Ala 
505 

Leu Gin Leu Gin 

Xaa Ala Asp Asp 
540 

Pro Glu Leu He 
555 

Ala Cys Leu Arg 
570 

Cys Pro Pro Cys 
585 

Leu Gin Asp Leu 
Arg Lys Glu Arg 



190 

Leu Ser Ser Thr 
205 

Lys Thr Lys Lys 

Leu Glu Lys Ser 
240 

Ser Pro He Pro 
255 

Pro Gly Ser Pro 
270 

Asp His Cys Glu 
285 

Ser Thr Ser Thr 

Thr Leu Lys Glu 
320 

Asp Asn Ala Gin 
335 

Ser Met Gin Lys 
350 

Thr Thr Ala Ser 
365 

Gly lie Lys Leu 

Ser Pro Pro Lys 
400 

Lys Glu Glu Glu 
415 

Arg He Ser Arg 
430 

Ala Asp Lys Lys 
445 

Thr Ala Leu Gin 

Lys Asp Thr Asn 
480 

Phe Asp Gly Leu 
495 

Met Met Lys Val 
510 

Lys Arg Arg Lys 
525 

Asp Glu Pro Cys 

Leu Leu Cys Asp 
560 

Pro Pro Leu Met 
575 

Gin His Lys Leu 
590 

Asp Val Ala Leu 
605 

Leu Val Tyr Val 
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610 615 620 

Glv He Ser He Glu Asn lie He Pro Pro Gin Glu Pro Asp Phe Ser 
625 630 635 640 

Glu Asp Gin Glu Glu Lys Lys Lys Asp Ser Lys Lys Ser Lys Ala Asn 

645 650 655 

Leu Leu Glu Arg Arg Ser Thr Arg Thr Arg Lys Cys He Ser Tyr Arg 

660 665 670 

Phe Asp Glu Phe Asp Glu Ala lie Asp Glu Ala He Glu Asp Asp He 

675 680 685 

Lys Glu Ala Asp Gly Gly Gly Val Gly Arg Gly Lys Asp He Ser Thr 

690 695 ™0 

He Thr Gly His Arg Gly Lys Asp He Ser Thr He Leu Asp Glu 
705 710 715 

<210> 4765 
<211> 1707 
c212> DNA 

<213> Homo sapiens 

*J°°aggcca agtacaacag cacgagggac atgctggatg atgatgggga caccaccatg 

agcctgcatt ctcaagcctc cgccacaact cggcatccag agccccggcg cacagagcac 
120 

agggctcccc cttcaacgtg gcgaccagtg gccctgaccc tgctgacttt gtgcttggtg 
180 

ctgctgatag ggctggcagc cctggggctt ttgttttttc agtactacca gctctccaat 

IJtggtcaag acaccatttc tcaaatggaa gaaagattag gaaatacgtc ccaagagttg 
300 

caatctcttc aagtccagaa tataaagctt gcaggaagtc tgcagcatgt ggctgaaaaa 

ctctgtcgtg agctgtataa caaagctgga gcacacaggt gcagcccttg tacagaacaa 

tggaaatggc atggagacaa ttgctaccag ttctataaag acagcaaaag ttgggaggac 

tgtaaatatt tctgccttag tgaaaactct accatgctga agataaacaa acaagaagac 

ctSggaatttg ccgcgtctca gagctactct gagtttttct actcttattg gacagggctt 
600 

ttgcgccctg acagtggcaa ggcctggctg tggatggatg gaaccccttt cacttctgaa 

ctgttccata ttataataga tgtcaccagc ccaagaagca gagactgtgt ggccatcctt 
720 

aatgggatga tcttctcaaa ggactgcaaa gaattgaagc gttgtgtctg tgagagaagg 

gcaggaatgg tgaagccaga gagcctccat gtcccccctg aaacattagg cgaaggtgac 

tgattcgccc tctgcaacta caaatagcag agtgagccag gcggtgccaa agcaagggct 
900 

agttgagaca ttgggaaatg gaacataatc aggaaagact atctctctga ctagtacaaa 
960 

atgggttctc gtgtttcctg ttcaggatca ccagcatttc tgagcttggg tttatgcacg 
1020 



3944 



WO 00/58473 



PCT/US00/08621 



tatttaacag tcacaagaag tcttatttac atgccaccaa ccaacctcag aaacccataa 
1080 

tgtcatctgc cttcttggct tagagataac ttttagctct ctttcttccc aatgtctaat 
1140 

atcacctccc tgttttcatg tcttccttac acttggtgga ataagaaact ttttgaagta 
1200 

gaggaaatac attgaggtaa catccttttc tctgacagtc aagtagtcca tcagaaattg 
1260 

gcagtcactt cccagattgt accagcaaat acacaaggaa ttctttttgt ttgtttcagt 
1320 

tcatactagt cccttcccaa tccatcagta aagaccccat ctgccttgtc catgccgttt 
1380 

cccaacaggg atgtcacttg atatgagaat ctcaaatctc aatgccttat aagcattcct 
1440 

tcctgtgtcc attaagactc tgataattgt ctcccctcca taggaatttc tcccaggaaa 
1500 

gaaatatatc cccatctccg tttcatatca gaactaccgt ccccgatatt cccttcagag 
1560 

agattaaaga ccagaaaaaa gtgagcctct tcatctgcac ctgtaatagt ttcagttcct 
1620 

attttcttcc attgacccat atttatacct ttcaggtact gaagatttaa taataataaa 
1680 

tgtaaatact gtgaaaaaaa aaaaaaa 
1707 

<210> 4766 
<211> 2B0 
<212> PRT 

<213> Homo sapiens 
<400> 4766 

Leu Gin Ala Lys Tyr Asn Ser 

1 5 
Asp Thr Thr Met Ser Leu His 
20 

Pro Glu Pro Arg Arg Thr Glu 
35 

Pro Val Ala Leu Thr Leu Leu 

50 55 
Leu Ala Ala Leu Gly Leu Leu 
65 70 
Thr Gly Gin Asp Thr lie Ser 
85 

Ser Gin Glu Leu Gin Ser Leu 
100 

Ser Leu Gin His Val Ala Glu 
115 

Ala Gly Ala His Arg Cys Ser 
. 130 135 
Gly Asp Asn Cys Tyr Gin Phe 
145 150 
Cys Lys Tyr Phe Cys Leu Ser 
165 

Lys Gin Glu Asp Leu Glu Phe 



3945 



Thr Arg 

Ser Gin 
25 

His Arg 
40 

Thr Leu 

Phe Phe 

Gin Met 

Gin Val 
105 
Lys Leu 
120 

Pro Cys 
Tyr Lys 
Glu Asn 
Ala Ala 



Asp Met 
10 

Ala Ser 

Ala Pro 

Cys Leu 

Gin Tyr 
75 

Glu Glu 
90 

Gin Asn 

Cys Arg 

Thr Glu 

Asp Ser 
155 
Ser Thr 
170 

Ser Gin 



Leu Asp Asp 

Ala Thr Thr 
30 

Ser Ser Thr 
45 

Val Leu Leu 
60 

Tyr Gin Leu 

Arg Leu Gly 

lie Lys Leu 
110 

Glu Leu Tyr 

125 
Gin Trp Lys 
140 

Lys Ser Trp 
Met Leu Lys 
Ser Tyr Ser 



Asp Gly 
15 

Arg His 

Trp Arg 

He Gly 

Ser Asn 

80 
Asn Thr 
95 

Ala Gly 

Asn Lys 

Trp His 

Glu Asp 
160 
He Asn 
175 

Glu Phe 
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180 




185 










190 






Phe 


Tyr 


Ser 


Tyr 


Trp Thr Gly Leu 


Leu 


Arg 


Pro Asp 


Ser 


Gly Lys 


Ala 






195 




200 










205 








Trp 


Leu 


Trp 


Met 


Asp Gly Thr Pro 


Phe 


Thr 


Ser 


Glu 


Leu 


Phe 


His 


He 




210 






215 








220 










He 


He 


Asp 


Val 


Thr Ser Pro Arg 


Ser 


Arg Asp 


Cys 


val 


Ala 


He 


Leu 


225 








230 






235 










240 


Asn 


Gly 


Met 


He 


Phe Ser Lys Asp 


Cys 


Lys 


Glu 


Leu 


Lys 


Arg 


Cys 


val 










245 




250 










255 




Cys 


Glu 


Arg 


Arg 


Ala Gly Met Val 


Lys 


Pro 


Glu 


Ser 


Leu 


His 


Val 


Pro 








260 




265 










270 






Pro 


Glu 


Thr 


Leu 


Gly Glu Gly Asp 



















275 280 



<210> 4767 

<211> 1380 

<212> DNA 

<213> Homo sapiens 

<400> 4767 

nngaggaggg gcgcggtagc gccgccagag aggggggtgg gcaatggccg ggccccggaa 
60 

gtggcccctg aggaggtaga tgaatccaag aaggaggact tctcggaggc ggacttggtg 
120 

gacgtgagcg cctacagtgg gctcggggag gactctgcgg gcagtgccct ggaggaggac 
180 

gacgaagacg acgaggggga tggggagccc ccctacgagc ccgagtcggg gtgcgtggag 
240 

atcccggggc tgtcggagga ggaggaccca gccccgagcc ggaagatcca tttcagcacg 
300 

gcgcccatcc aagtgttcag cacttactcc aacgaggatt acgatcgtcg caacgaggat 
360 

gtggatccca tggcagcctc tgctgagtac gagctggaga agcgtgtgga gaggttggag 
420 

ctgttccctg tggagctgga gaaggactcc gagggcctgg gcatcagcat catcggcatg 
480 

ggcgccgggg cagacatggg cctggagaag ctgggtatct tcgtcaagac cgtgacggag 
540 

ggtggtgcgg cccatcggga tggcaggatc caggtgaatg atctcctggt ggaggtggat 
600 

ggaacaagtc tggtgggagt gacccagagc ttcgcggcgt ctgtgctccg gaacaccaag 
660 

ggccgagtgc ggtttatgat tggccgggag cggccgggag agcagagcga agtggcccag 
720 

ctaattcagc agactttgga acaggagcga tggcagcggg agatgatgga gcagagatac 
780 

gcccagtatg gggaggatga cgaggagacg ggagagtatg ccactgacga ggatgaggag 
840 

ctgagcccca cgttcccggg tggtgagatg gccatcgagg tgtttgagct agcggagaac 
900 

gaggatgcac tgtcccctgt ggacatggag cccgagaagc tggtgcacaa gttcaaggag 
960 

ctccagatca agcatgcggt cactgaggca gagatccagc agctgaaaag aaagctgcag 
1020 
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agcctggagc aggagaaggg gcgctggcgg gtggagaagg cgcagttgga gcagagtgtg 
1080 

gaggagaaca aggagcgcat ggagaaactg gaaggctact ggggtgaggc ccagagcctg 
1140 

tgccaggctg tggacgagca cctgcgggag actcaggcgc agtaccaggc cctggagcgc 
1200 

aagtacagca aggccaagcg cctcatcaag gactaccagc agaaggagat cgagttcctg 
1260 

aaaaaggaga ctgcacagcg tcgggttctg gaggagtcgg agctggccag aaaggaggag 
1320 

atggacaagc tcctggacaa gatctcagaa ctggaaggaa acttgcaaac actgaggaat 
1380 

<210> 4768 
<211> 460 
<212> PRT 

<213> Homo sapiens 
<400> 4768 

Xaa Arg Arg Gly Ala Val Ala Pro Pro Glu Arg Gly Val Gly Asn Gly 

15 10 15 

Arg Ala Pro Glu Val Ala Pro Glu Glu Val Asp Glu Ser Lys Lys Glu 

20 25 30 

Asp Phe Ser Glu Ala Asp Leu Val Asp Val Ser Ala Tyr Ser Gly Leu 

35 40 45 

Gly Glu Asp Ser Ala Gly Ser Ala Leu Glu Glu Asp Asp Glu Asp Asp 

50 55 60 

Glu Gly Asp Gly Glu Pro Pro Tyr Glu Pro Glu Ser Gly Cys Val Glu 
65 70 75 80 

lie Pro Gly Leu Ser Glu Glu Glu Asp Pro Ala Pro Ser Arg Lys He 

85 90 95 

His Phe Ser Thr Ala Pro He Gin Val Phe Ser Thr Tyr Ser Asn Glu 

100 105 HO 

Asp Tyr Asp Arg Arg Asn Glu Asp Val Asp Pro Met Ala Ala Ser Ala 

115 120 125 

Glu Tyr Glu Leu Glu Lys Arg Val Glu Arg Leu Glu Leu Phe Pro Val 

130 135 140 

Glu Leu Glu Lys Asp Ser Glu Gly Leu Gly He Ser He He Gly Met 
145 150 155 160 

Gly Ala Gly Ala Asp Met Gly Leu Glu Lys Leu Gly He Phe Val Lys 

165 170 175 

Thr Val Thr Glu Gly Gly Ala Ala His Arg Asp Gly Arg He Gin Val 

180 185 190 

Asn Asp Leu Leu Val Glu Val Asp Gly Thr Ser Leu Val Gly Val Thr 

195 200 205 

Gin Ser Phe Ala Ala Ser Val Leu Arg Asn Thr Lys Gly Arg Val Arg 

210 215 220 

Phe Met He Gly Arg Glu Arg Pro Gly Glu Gin Ser Glu Val Ala Gin 
225 230 235 240 

Leu He Gin Gin Thr Leu Glu Gin Glu Arg Trp Gin Arg Glu Met Met 

245 250 255 

Glu Gin Arg Tyr Ala Gin Tyr Gly Glu Asp Asp Glu Glu Thr Gly Glu 

260 265 270 

Tyr Ala Thr Asp Glu Asp Glu Glu Leu Ser Pro Thr Phe Pro Gly Gly 
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275 










280 










285 








Glu 


Met 


Ala 


lie 


Glu 


Val 


Phe 


Glu 


Leu 


Ala 


Glu 


Asn 


Glu 


Asp 


Ala 


Leu 




290 










295 










300 








Glu 


Ser 


Pro 


Val Asp 


Met 


Glu. 


Pro 


Glu 


Lys 


Leu 


val 


His 


Lys 


Phe 


Lys 


305 










310 










315 










320 


Leu 


Gin 


lie 


Lys 


His 


Ala 


Val 


Thr 


Glu 


Ala 


GlU 


He 


Gin 


Gin 


Leu 


Lys 








325 










330 










335 




Arg 


Lys 


Leu 


Gin 


Ser 


Leu 


Glu 


Gin 


Glu 


Lys 


Gly Arg 


Trp Arg 


Val 


Glu 




340 










345 










350 






Lys 


Ala 


Gin 


Leu 


Glu 


Gin 


Ser 


val 


Glu 


Glu 


Asn 


Lys 


Glu 


Arg 


Met 


Glu 




355 










360 










365 








Lys 


Leu Glu Gly 


Tyr Trp Gly Glu Ala 


Gin 


Ser 


Leu 


Cys 


Gin 


Ala 


Val 


370 










375 










380 










Asp 


Glu 


His 


Leu 


Arg 


Glu 


Thr 


Gin 


Ala 


Gin 


Tyr 


Gin 


Ala 


Leu 


Glu 


Arg 


385 










390 










395 










400 


Lys 


Tyr 


Ser 


Lys 


Ala 


Lys 


Arg 


Leu 


He 


Lys 


Asp 


Tyr 


Gin 


Gin 


Lys 


Glu 






405 










410 










415 




lie 


Glu 


Phe 


Leu 
420 


Lys 


Lys 


Glu 


Thr 


Ala 
425 


Gin 


Arg 


Arg 


Val 


Leu 
430 


Glu 


Glu 


Ser 


Glu 


Leu 


Ala 


Arg 


Lys 


Glu 


Glu 


Met 


Asp 


Lys 


Leu 


Leu Asp 


Lys 


He 






435 










440 










445 








Ser 


Glu 
450 


Leu 


Glu 


Gly 


Asn 


Leu 
455 


Gin 


Thr 


Leu 


Arg 


Asn 
460 











<210> 4769 
<211> 1533 
<212> DNA 

<213> Homo sapiens 
<400> 4769 

tttttttttt tttttttttt tttttttttt tttttttttt ttttttgtcc aaaactcttc 
60 

tttatttcaa gatgatgttt ctgtggctat gtgtggtatg tggtataaat ctcaatctat 
120 

ggtcacacga ggggcatttt ccttgttgta agtgtagtct aaaccagtag gaaggaggtt 
180 

taattgccaa aaccagcgag aactcgggca ctgtggatac tacagtgggc agctgaacga 
240 

ggaccaagga gaatgtctaa gaggcctcca gccctgcgct cagtgaagac aggacaggaa 
300 

caacagagca tacatacctt ggaagggtgt gttctgatat actcgtatgg aaagttctga 
360 

caggttttct ccctgggaag tgcagcacat accccaacac actggctctg ccagtgtgcc 

420 

aatcccagat ggtgcttgct ttgtgtgcac ccacacccaa acccctgccc tcccatatgc 
480 

tcttctgtgt gcccaggtag gccctgccct caggcagcag cttctgaaca cattcctctt 
540 

ggcgcagaca aaagaaagta cttcgtctgt ggaattcgag gctgagcctg agttctagca 
600 

caagaagacc gttgcagtcc agagatgaga aactggacca gaggcaaatc atgaacagaa 
660 

cgggagtcaa gagaaggggt ttctaagatg gagaagtggg ggcgggtgtg gatccagtgg 
720 
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gatgtggctt ccccaggttg caaccccaag gaagtctctg gaagcagcac cagtcctgat 
780 

gggggagcag aagagctgcc atcctcagtc agggtccgag tcagggtccg aggagagctg 
840 

ctgctccata gtctcgcaca tggcatcctg cagggacgta agatgacccc ggggactcat 
900 

ccccattggc tggatgactc tgttcctgtt ggggaaaggt gcagtggggc tggagagctt 
960 

gtcaaacatg gtcaccagct tcatggcctc gtgctccttc tgctcctctg tcatgccctc 
1020 

catagggtta ggcggcttct cctccaccct cccggtcaca gggtttatgc tggctttggc. 
1080 

ttccttgtac tcatctgtgt ctgtgtcctc atcctctgag tactggccct cgggccggcc 
1140 

tcctgccatg aggcccctgg cagccagaag gccagcagca ttcccatagc ctgtgtactt 
1200 

gatgaatcgg ggcacactct cagagcacag gacaaacaag aactcggcag ccaccctctt 
1260 

cacatctgtg tccaggtgtg tcatgaggcg gacaagcttg tttcggagca ggtcccccac 
1320 

ctcaggccga gtcctcacat cccgcagagg gggcaggacc tgggccttca ggaacttcct 
1380 

ggcaggacgg tgcatgcggg cacattctgt caacacgctc agcaccggtg ccacacaccc 
1440 

cttcagcctg tgggtctggt gcagacgctt ctctaggaag gcaaggaggg cattgatcac 
1500 

atccatatta actcccataa actctaagga tec 
1533 

<210> 4770 
<211> 237 
<212> PRT 

<213> Homo sapiens 



<400> 4770 



Met 


Gly 


Val 


Asn 


Met 


Asp 


Val 


He 


Asn 


Ala Leu 


Leu 


Ala 


Phe 


Leu 


Glu 


1 






5 










10 








15 




Lys 


Arg 


Leu 


His 


Gin 


Thr 


His 


Arg 


Leu 


Lys Glu 


Cys 


Val 


Ala 


Pro 


Val 






20 










25 








30 






Leu 


Ser 


Val 


Leu 


Thr 


Glu 


Cys 


Ala 


Arg 


Met His 


Arg 


Pro 


Ala 


Arg 


Lys 






35 










40 








45 








Phe 


Leu 


Lys 


Ala 


Gin 


Val 


Leu 


Pro 


Pro 


Leu Arg 


Asp 


Val 


Arg 


Thr 


Arg 




50 










55 








60 










Pro 


Glu 


Val 


Gly 


Asp 


Leu 


Leu 


Arg 


Asn 


Lys Leu 


val 


Arg 


Leu 


Met 


Thr 


65 










70 








75 










80 


His 


Leu 


Asp 


Thr 


Asp 


Val 


Lys 


Arg 


Val 


Ala Ala 


Glu 


Phe 


Leu 


Phe 


Val 










85 










90 








95 




Leu 


Cys 


Ser 


Glu 


Ser 


Val 


Pro 


Arg 


Phe 


He Lys 


Tyr 


Thr 


Gly 


Tyr 


Gly 






100 










105 








110 






Asn 


Ala 


Ala 


Gly 


Leu 


Leu 


Ala 


Ala 


Arg 


Gly Leu 


"Met 


Ala 


Gly 


Gly 


Arg 






115 










120 








125 








Pro 


Glu 


Gly 


Gin 


Tyr 


Ser 


Glu 


Asp 


Glu 


Asp Thr 


Asp 


Thr 


Asp 


Glu 


Tyr 




130 










135 








140 










Lys 


Glu 


Ala 


Lys 


Ala 


Ser 


lie 


Asn 


Pro 


Val Thr 


Gly 


Arg 


Val 


Glu 


Glu 
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145 




150 








155 










160 


Lys Pro Pro Asn 


Pro 


Met 


Glu 


Gly Met 


Thr 


Glu 


Glu 


Gin 


Lys 


Glu 


His 


165 








170 










175 




Glu Ala Met Lys 


Leu 


val 


Thr 


Met Phe 


Asp 


Lys 


Leu 


Ser 


Ser 


Pro 


Thr 


180 








185 










190 






Ala Pro Phe Pro 


Asn 


Arg 


Asn 


Arg Val 


lie 


Gin 


Pro 


Met 


Gly 


Met 


Ser 


195 








200 








205 








Pro Arg Gly His 


Leu 


Thr 


Ser 


Leu Gin 


Asp 


Ala 


Met 


Cys 


Glu 


Thr 


Met 


210 






215 








220 










Glu Gin Gin Leu 


Ser 


Ser 


Asp 


Pro Asp 


Ser 


Asp 


Pro 


Asp 








225 




230 








235 













<210> 4771 
<211> 2653 
<212> DNA 

<213> Homo sapiens 
<400> 4771 

nttttttttt ttttttatgg cttctttgag tctttatttc cttggtgagg cagggcccca 
60 

gggtggggtg ggctgcctgg ctgaggctec tgtagaccca ccaacctagg ggcacttttc 
120 

tgggcaccac aggtaaggca ctgcctgggg gctggaggag gctggaggag gatgcccaag 

180 

ctccccacac tcctcacccc agaccgggga agctggatat cctccgtgtt gtcctctccc 
240 

catagctggt ctgaggctgt ggtttacacg caggcacagg taggcgattc tgagcatcaa 
300 

cgcagatgga ggggagggtg agccgtcgtg ggagaactgg cccaagacca gcacctggct 
360 

ggtgtcgcca gccccggctg cattggtggg tgaggcaggt ctggctggag tctgggtctg 
420 

caggcctggc cggggcaggt tgtgggggac caaggagccc tgggtgtgaa ccccactgtg 
480 

gaggcagcag gcacctagtg gtgccactgg gacacccggc tccaggactc cggatgtcac 
540 

acatgcgtga gtcttggcgt ctacaccccc ctcggggcca gtgggtgagc agtggcccgt 
600 

ggtccccgcc agagctcccc cagagtggac ttggctccgc cggacacagt gccctgctct 
660 

gagctgccgc tggctgctcc acgtctgaga ccacgcgacg ttgcctcatg aactgacgtg 
720 

gacagcagca ggggagacgc tgggtggttc tgtggccaag cacagcccgt gtcaggagca 
780 

caggccgtgc cctttcccag ggggcacact gggcatttct caatggcctt cacaggacgc 
840 

aaaggggcac acagaggcag tggggaagct ggagttcttg ggctggcagg gaatggtggc 
900 

agccttcttg gccttcatga agggcctggc ttgctgggct aaggtcacag tgttctgagg 
960 

tccccacacg cactcagact agaccctccg tacacaccca ggctagaccc tccatactca 
1020 

cccaggctag accctccata cacacccagg ctagaccctc catactcacc caggctagac 
1080 
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cctccataca cacccaggct agaccctcca 
1140 

cccaggctag atcctccata cacacccagg 
1200 

cctccgtact cacccaggct agaccctccg 
1260 

cccaggctag accctccgta cacacccaga 
1320 

tgcctcctca ggaattacca gcagagaatg 
1380 

taggtttatc cccaaaggag cggaagctgt 
1440 

aggggctggg gcatcctaga gaagggccct 
1500 

tctatcccac ccaccagccg gcccccaggc 
1560 

cagggaggtt ctgggatccc caagtggtcc 
1620 

tataaattag actctgctgt ggcaataaat 
1680 

aagcaagaaa gactagagaa aataaaacag 
1740 

tgcagagtaa agccagatgt tgtccaagac 
1800 

gcaacaaggg gtgtggtgca attatttaat 
1860 

gaaaaggtta aggaagctgg aagttctatg 
1920 

tccaagaaag atttcatcag tgttttgaga 
1980 

tcaagcagga acaaaccaaa agccaaacag 
2040 

tggacgatcc tacgtgatga tttcatgatg 
2100 

agtgatgggc cagatgacag cagaccagaa 
2160 

ataggaaata caattgcagt cgttttattt 
2220 

ttggggaatt ataaggatac catttgtaag 
2280 

tttccccttt tcatgtacac tttatatata 
2340 

ataattttaa gcattgttcc tcagaacatt 
2400 

gagatgtgca ttttgccagg atcatattgg 
2460 

accaatgttt tcagaaatac agtactaatt 
2520 

tctgccttct aacttataga ctcaactatg 
2580 

ttttgctttg tgttgggaag ttattgagaa 
2640 

ttttcaaaaa aaa 
2653 



tactcaccca ggctagaccc tccatactca 
ctagactctc cgtactcacc caggctagat 
tactcaccca ggctagaccc tccgtacaca 
ctagaggctt ggggctgaga aaagcagtca 
cccagccctc ttgatagtag caataattaa 
ggaatcctcc ccggcaatag gtcttagggt 
aaatcaggcg ctcagtgtcc ggaacgcagg 
ctcccttcct cagtccttcc aggatatcgt 
gaatccgggc tctaaggagt gtccgtggca 
aagaagctgg aaaaggaaaa agaaaagtta 
cgtgataaga ggctggagtg ggaaatgatg 
aaagagacag agagaaatct tcagagaatt 
gctgttcaga aacatcaaaa gaatgttgat 
agaaagcgtg ctaagttgat atcaactgtt 
gggatggatg gaagtacaaa tgagactgct 
actgaagtga aatcagaaga aggcccaggt 
ggagcatcta tgaaagactg ggacaaggaa 
tctgcaagtg actctgatac ataaagcatc 
tttctagaaa aatatgtcat cctctgatag 
aaagccaaaa gacttttgcc agatttcata 
cttcattaaa attatatttt aaacccttgt 
tgtaaaagga tatatttctg cttgaccagc 
tcatgtctat tggtgtatta tttcagtatc 
catcattaaa ctctttgaag ttaatatttt 
tatctgtagt ttttgggaat ggttggtgtt 
aacctatata ataaaattta aaattatagt 
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<210> 4772 

<211> 182 

<212> PRT 

<213> Homo sapiens 



<400> 4772 
























Gly Val Ser Val 


Ala 


Tyr 


Lys 


Leu Asp 


Ser 


Ala val 


Ala 


He 


Asn 


Lys 


1 


5 










10 








15 




Lys Leu Glu Lys 


Glu 


Lys 


Glu 


Lys 


Leu 


Lys 


Gin Glu 


Arg 


Leu 


Glu 


Lys 


20 










25 








30 






lie Lys Gin Arg 


Asp 


Lys 


Arg 


Leu 


Glu 


Trp 


Glu Met 


Met 


Cys 


Arg 


Val 


35 








40 








45 








Lys Pro Asp Val 


Val 


Gin 


Asp 


Lys 


Glu 


Thr 


Glu Arg 


Asn Leu Gin Arg 


50 






55 








60 










lie Ala Thr Arg 


Gly 


Val 


Val 


Gin 


Leu 


Phe 


Asn Ala 


Val 


Gin 


Lys 


His 


65 




70 










75 








80 


Gin Lys Asn Val 


Asp 


Glu 


Lys 


Val 


Lys 


Glu Ala Gly Ser 


Ser 


Met 


Arg 


85 










90 








95 




Lys Arg Ala Lys 


Leu 


He 


Ser 


Thr 


Val 


Ser 


Lys Lys 


Asp 


Phe 


lie 


Ser 


100 










105 








110 






Val Leu Arg Gly 


Met 


Asp 


Gly 


Ser 


Thr 


Asn 


Glu Thr 


Ala 


Ser 


Ser 


Arg 


115 








120 








125 








Lys Lys Pro Lys 


Ala 


Lys 


Gin 


Thr 


Glu 


Val 


Lys Ser 


Glu 


Glu 


Gly 


Pro 


130 






135 








140 










Gly Trp Thr lie 


Leu 


Arg 


Asp Asp 


Phe 


Met 


Met Gly Ala 


Ser 


Met 


Lys 


145 




150 










155 








160 


Asp Trp Asp Lys 


Glu 


Ser 


Asp Gly Pro 


Asp 


Asp Ser 


Arg 


Pro 


Glu 


Ser 




165 










170 








175 




Ala Ser Asp Ser 


Asp 


Thr 





















180 



<210> 4773 

<211> 319 

<212> DNA 

<213> Homo sapiens 



<400> 4773 

gctagcagga ggggaggtaa attaagtaaa 
60 

gaggagtctc cagtgggagg ggcagctcag 
120 

tgctgcaggc cccagcccag gcccaaccca 
180 

cgggcggcaa tggggtggcg agtacttgcc 
240 

agcctggacc cagcatccca tctcctcagc 
300 

ccccaacccc ttcacgcgt 
319 



tggagatggc ctgggatgca ggccagctgg 
agagcaacag agggagataa gattcctaaa 
agcagtctct tcccacccag cccccaggcc 
tggacccagc atcccatctc ctcagctctc 
tctcagggag gtggaagctg ggaaccccac 



<210> 4774 
<211> 91 
<212> PRT 
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<213> Homo sapiens 



<400> 4774 

Met Gin Ala Ser Trp Glu Glu Ser 

1 5 
Ala Thr Glu Gly Asp Lys He Pro 
20 

Pro Asn Pro Ser Ser Leu Phe Pro 

35 40 
Met Gly Trp Arg Val Leu Ala Trp 

50 55 
Leu Ser Leu Asp Pro Ala Ser His 
65 70 
Ser Trp Glu Pro His Pro Gin Pro 
85 



Pro Val Gly Gly Ala Ala Gin Arg 

10 15 
Lys Cys Cys Arg Pro Gin Pro Arg 
25 30 
Pro Ser Pro Gin Ala Arg Ala Ala 
45 

Thr Gin His Pro He Ser Ser Ala 
GO 

Leu Leu Ser Ser Gin Gly Gly Gly 

75 80 
Leu His Ala 
90 



<210> 4775 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 4775 

ggatcccaca ggagatacct 
60 

tatgctggat cttttggagg 
120 

tgggcttaaa catgaaccaa 
180 

aaggtggaga ggggtgaaat 
240 

tggctgcact gccctccttg 
300 

cccttgcact tgctctctct 
360 

tttcagtttt tgctcacctt 
420 

ccccgcttaa acg 
433 



gacaaggact aagaggaggc 
aaaaaataat tgtcaggaga 
catggcggat gcttcaagca 
gaaaagactc gcctcttctt 
ctatttcttt gaacgtgcca 
gcttctccta actatacatg 
cttgaaaagg ccttctctga 



ttcccagagg gcataacacc 
aaaggagtga aaaagacctt 
agtggggttg ctgggcccta 
cccccactaa ctccctcctc 
accataccgc gacctcactg 
cggctcatcc tgtaacttcc 
ccattctgtt taatattcca 



<210> 4776 

<211> 97 

<212> PRT 

<213> Homo sapiens 



<400> 4776 

Met Ala Asp Ala Ser Ser Lys Trp 

1 5 
Arg Gly Glu Met Lys Arg Leu Ala 
20 

Leu Trp Leu His Cys Pro Pro Cys 

35 40 
Thr Ala Thr Ser Leu Pro Leu His 

50 55 
He His Ala Ala His Pro Val Thr 



Gly Cys Trp Ala Leu Lys Val Glu 

10 15 
Ser Ser Ser Pro Thr Asn Ser Leu 
25 30 
Tyr Phe Phe Glu Arg Ala Asn His 
45 

Leu Leu Ser Leu Leu Leu Leu Thr 
60 

Ser Phe Gin Phe Leu Leu Thr Phe 
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€5 70 75 80 

Leu Lys Arg Pro Ser Leu Thr He Leu Phe Asn He Pro Pro Arg Leu 
85 90 95 

Asn 



<210> 4777 

<211> 2200 

<212> DNA 

<213> Homo sapiens 



<400> 4777 

gcggccgctg cccgccttaa tcgactgaag aagaaggagt acgtgatggg gctggagagt 
60 

cgagtccggg gtctggcagc cgagaaccag gagctgcggg ccgagaatcg ggagctgggc 
120 

aaacgcgtac aggcactgca ggaggagagt cgctacctac gggcagtctt agccaacgag 
180 

actggactgg ctcgcttgct gagccggctg agcggcgtgg gactgcggct gaccacctcg 
240 

ctcttcagag actcgcccgc cggtgaccac gactacgctc tgccggtggg aaagcagaag 
300 

caggacctgc tggaagagga cgactcggcg ggaggagtct gtctccatgt ggacaaggat 
360 

aaggtgtcgg tggagttctg ctcggcgtgc gcccggaagg cgtcgtcttc tcttaaaatt 
420 

ttctttttta ggtgatttcc ttcctgccag gctccgttgt aggggttaca gaacagtcgt 
480 

tcccgcctca caacctgtgg atacagctgt tggggcagaa gagacgggac cagctgctgg 

540 

ccacatttcc tgctttattt taaaaggtag tataagaaat gaggaaaaag aggtaatatc 
600 

agggcttctg ctgtttttta tttttaacat gttcataatt aaaaagtatt ttccagcagt 
' 660 

ccaaagatgt aagttatctt acacataaaa tgttttattt tgttatttgg ttatgaaaat 
720 

ggaatccttg ttcttgcaca actgtaaatg ttttgttgct agataatacg atttgagacc 
780 

tgaattggtc tttggtttcc agtgcatcac agcatatttt gtaaaatcat ctactactgc 
840 

acttgagcat gaatgggtag tagccaaact cacaaattgg agtgatgaac ctgcttatac 
900 

ctaagggcag gagcaagccc ctcacaatgc agctgcatgg gtttttagtg cctactgaat 
960 

tatatatata tatacatata tatatatata tataaaccaa aagtagttgg aaagattatt 
1020 

tgaaatgact aatttgtgct atctttatga aatatgttaa atgtagcttt tttgaaacag 
1080 

aagccttgaa ttgaaattta actaatactt gaacattttg tatatatttc tttgtatata 
1140 

attttgtgca gtaccaatga caaaaatatg gtgtcataat aaaaccaggt ttgttgatct 
1200 

tttagttatg ggctcaaaga atttattcat ctctaacatg atattggaaa ataatggatg 
1260 
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aaaataggaa aaatgattgt taatgctgac tgtgggtctt aaaaggttct ggaaagcagt 



1320 



aagttcattt ttctaaaaac tataacattc tgttggagta ttttcttcct tacgtcaata 



1380 



cttttcctgc attatttgaa attgtgggct ggggagaaac agtagtcaaa gctttctgaa 



1440 



ttgagatact ttgaaattcc aagtgtagat ttttagaatg tcattttata aatggcagtt 



1500 



1 JWW 

tttggaatta cttgataaga acttttgaaa atggaaggat tagtatggcc tatttttaaa 



1560 



gctgctttgt taggttcctt atgttttatt aactgtcttt tctcagtttc catttcattt 



1620 



tttttttcta gttttggtga cttagtgatt ttgtcatttt ttacatcaac ttcatggtct 



1680 



JLOOU 

tgtttttaca tggtaattgc atgtacttag gatctatcta ataggggctt taaataaatt 



1740 



tggtcatatt tatgtgtaag cacattttac tgtaaatgtt tgggtttctg aatttaaaca 



1800 



gatctgttta tttcagtatg tagtaaacaa tatcttaaag tgtccgattc actacttgtt 



1860 



aattaaaaaa gttatgatta atgtgaaact gttgtcttac tatttttaga aaattgtgtt 



1920 



J. J A u 

ctggatgatt agcacatgga taaaggagat ttctggaata taaaatggat tgtttttgaa 



1980 



J. JO w 

atttctaggt ttggctctat ttactgtaat ggttgaaaac aatttagtat ttgggtgacc 



2040 



cttttgcttt tcttctaaat gtgcctctgg taaaatacag aactagacta aagatgtagc 
2100 

tttttaatat ttgtcttttg atggtggcag gagttcatac attaattgaa ctaacacatc 
2160 

atattttgac ctactatttc tatcatattg acttactgtt 
2200 

<210> 4778 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 4778 




















Ala 


Ala 


Ala 


Ala 


Arg Leu 


Asn 


Arg 


Leu 


Lys 


Lys 


Lys Glu Tyr Val 


Met 


1 








5 








10 




15 




Gly 


Leu 


Glu 


Ser 


Arg Val 


Arg 


Gly 


Leu 


Ala 


Ala 


Glu Asn Gin Glu 


Leu 






20 








25 






30 




Arg 


Ala 


Glu 


Asn 


Arg Glu 


Leu 


Gly 


Lys 


Arg 


Val 


Gin Ala Leu Gin 


Glu 




35 








40 








45 


Ala 


Glu 


Ser 


Arg 


Tyr 


Leu Arg 


Ala 


val 


Leu 


Ala 


Asn 


Glu Thr Gly Leu 




50 








55 










60 


Ser 


Arg 


Leu 


Leu 


Ser 


Arg Leu Ser Gly 


Val 


Gly 


Leu 


Arg Leu Thr Thr 


65 








70 










75 




80 


Leu 


Phe 


Arg 


Asp 


Ser Pro 


Ala 


Gly 


Asp 


His 


ASp 


Tyr Ala Leu Pro 


Val 










85 








90 




95 




Gly 


Lys 


Gin 


Lys 


Gin Asp 


Leu 


Leu 


Glu 


Glu 


Asp 


Asp Ser Ala Gly Gly 






100 








105 






110 




Val 


Cys 


Leu 


His 


val Asp 


Lys 


Asp 


Lys 


Val 


Ser 


Val Glu Phe Cys 


Ser 
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115 120 125 

Ala Cys Ala Arg Lys Ala Ser Ser Ser Leu Lys He Phe Phe Phe Arg 
130 135 140 

<210> 4779 

<211> 4467 

<212> DNA 

<213> Homo sapiens 

<400> 4779 

gcggaccggc cgggtggagg ccacacgcta ccccgaggct gcgtaggccg cgcgaagggg 
60 

gacgccgtgc cgtgggcctg gggtcggggg agcagcagac cgggaagcac cgtgaggacc 
120 

gaggatttgg ggtggaaggc aggcatggtc aaacccattt cactgacagg agagcagaga 
180 

caggacgcgt ctctctccac gtcttccagc cagtaaaaga agccaagctg gagcccaaag 
240 

ccaggtgttc tgactcccag cgtgggggtc cctgcaccaa ccatgagccg cctgctctgg 
300 

aggaaggtgg ccggcgccac cgtcgggcca gggccggctc cagctccggg gcgctgggtc 
360 

cccagctccg tccccgcgtc cgaccccagc gacgggcagc ggcggcggca gcagcagcag 
420 

cagcagcagc agcagcagca gcagcaacag cagcctcagc agccgcaagt gctatcctcg 
480 

gagggcgggc agctgcggca caacccattg gacatccaga tgctctcgag agggctgcac 
540 

gagcaaatct tcgggcaagg aggggagatg cctggcgagg ccgcggtgcg ccgcagcgtc 
600 

gagcacctgc agaagcacgg gctctggggg cagccagccg tgcccttgcc cgacgtggag 
660 

ctgcgcctgc cgcccctcta cggggacaac ctggaccagc acttccgcct cctggcccag 
720 

aagcagagcc tgccctacct ggaggcggcc aacttgctgt tgcaggccca gctgcccccg 
780 

aagcccccgg cttgggcctg ggcggagggc tggacccggt acggccccga gggggaggcc 
840 

gtacccgtgg ccatccccga ggagcgggcc ctggtgttcg acgtggaggt ctgcttggca 
900 

gagggaactt gccccacatt ggcggtggcc atatccccct cggcctggta ttcctggtgc 
960 

agccagcggc tggtggaaga gcgttactct tggaccagcc agctgtcgcc ggctgacctc 
1020 

atccccctgg aggtccctac tggtgccagc agccccaccc agagagactg gcaggagcag 

1080 fc b 

ttagtggtgg ggcacaatgt ttcctttgac cgagctcata tcagggagca gtacctgatc 

1140 

cagggttccc gcatgcgttt cctggacacc atgagcatgc acatggccat ctcagggcta 
1200 

agcagcttcc agcgcagtct gtggatagca gccaagcagg gcaaacacaa ggtccagccc 
1260 

cccacaaagc aaggccagaa gtcccagagg aaagccagaa gaggcccagc gatctcatcc 
1320 
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tgggactggc 


tggacatcag 


1380 




ggggggcctc 


ccttagagaa 


1440 




attcgtgaga 


acttccagga 


1500 




gaggttttcc 


agcagcagct 


1560 




gccggcatgc 


tggagatggg 


1620 




ctggcagagg 


cacagggcac 


1680 




gatctggcca 


atgatgcctg 


1740 




ctctgggacc 


tggagtggga 


1800 




aaggaaccag 


ccacagccag 


I860 




atggatcagg 


aagacctcgg 


1920 




gcccgcgcct 


gcttgcagaa 


1980 




caccttcctg 


gacaccctgg 


2040 




tggaccccgg 


gccccagcct 


2100 




cttacctggg 


atggcttccc 


2160 




cctgggcggc 


gggacaacct 


2220 




gtggtctgcc 


cctacagagc 


2280 




aagcagcagc 


tgatgcccca 


2340 




agtgccatat 


ggcaaacggt 


2400 




atggagaact 


tgcgagctgc 


2460 




cccaaggaca 


cccagcccag 


2520 




cctggctgct 


ggtttttcaa 


2580 




ccctttgcca 


aggacttcct 


2640 




ggtgccagtg 


ggccccgtgc 


2700 




cataaacgta 


tcagctccca 


2760 




gtgatcaggc 


accccgacta 


2820 




gtgactgccg 


gcaccatcac 


2880 




gcccggcctg 


accgagtagg 


2940 





cagtgtcaac agtctggcag 
ggagcctcga gaactgtttg 
cctgatgcag tactgtgccc 
accgctcttc ttggagaggt 
tgtctcctac ctgcctgtca 
ttatgaggag ctccagcggg 
ccagctgctc tcaggagaga 
cctgcaagaa tttaagcaga 
caagttgccc atcgaggggg 
cccctgcagt gaggaggagg 
gctgaagggg accacagagc 
atggtaccgg aagctctgcc 
cctcagcctg cagatgcggg 
tctgcactac tcagagcgtc 
ggccaagctg ccgacaggta 
catcgagtcc ctgtacagga 
ggaggccggc ctggcggagg 
agaagaactg gattacttag 
agtgccaggt caacccctag 
ctatcaccat ggcaatggac 
gctgcctcac aaggatggta 
gcccaagatg gaggatggca 
tctggaaatc aacaaaatga 
gatggtggtg tggctgccca 
tgatgaggaa ggcctctatg 
tcgccgggct gtggagccca 
cagtgagttg aaagccatgg 



aggtgcacag actttatgta 
tgaagggcac catgaaggac 
aggacgtgtg ggccacccat 
gtccccaccc agtgactctg 
accagaactg ggagcgttac 
agatgaagaa gtcgttgatg 
ggtacaaaga agacccctgg 
agaaagctaa gaaggtgaag 
ctggggcccc tggtgatccc 
agtttcaaca agatgtcatg 
tcctgcccaa gcggccccag 
cccggctaga cgaccctgca 
tcacacctaa actcatggca 
atggctgggg ctacttggtg 
ccaccctgga gtcagctggg 
agcactgtct cgaacagggg 
agttcctgct cactgacaat 
aagtggaggc tgaggccaag 
ctctgactgc ccgtggtggc 
cttacaacga cgtggacatc 
atagctgtaa tgtgggaagc 
ccctgcaggc tggcccagga 
tttctttctg gaggaacgcc 
ggtcagctct gccccgtgct 
gggccatcct gccccaagtg 
catggctcac cgccagcaat 
tgcaggcccc acctggctac 
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acccttgtgg gtgctgatgt ggactcccaa 
3000 

gcccactttg ccggcatgca tggctgcaca 
3060 

aagagcaggg gcactgatct acacagtaag 
3120 

catgccaaaa tcttcaacta cggccgcatc 
3180 

ttactaatgc agtttaacca ccggctcaca 
3240 

atgtacgctg ccaccaaggg cctccgctgg 
3300 

gtgagggagt tgaacctccc agtggacagg 
3360 

ctgcgcaagg tccagagaga aactgcaagg 
3420 

gctgaacggg catggaaggg gggcacagag 
3480 

gctacgtctg acataccacg taccccggtg 
3540 

ccctcggctg tccaggaaga gtttatgacc 
3600 

gctgttgact acttacacct catgcttgtg 
3660 

atagatgggc gcttctgcat cagcatccat 
3720 

gaccgctacc gcgctgccct ggccttgcag 
3780 

gcctacaagc tgggtctgaa tgacttgccc 
3840 

atttaccggt gcctcaggaa ggaagtgacc 
3900 

gggatggaaa ggagatacgg gattccccag 
3960 

gaactcacca aaggctcctt ggaaaaacga 
4020 

gctctgtatt tgctcccgtg gagcttcatc 
4080 

tcagctgtgc tttttgcaaa agggcttgcc 

4140 

tgccaagaag attccttcta actgaaggtg 
4200 

tgccaacatc ggtgtggact acaggacaag 
4260 

gcagaagccc caaagttcac attaactcag 
4320 

ggctggttct ttgttctgtc ccccatgctc 
4380 

aatgctctaa cgtgataaac ctgctccaag 
4440 

actctaaaaa aaaaaaaaaa aaaaaaa 
4467 

<210> 4780 



gagctgtgga ttgcagctgt gcttggagac 
gcctttgggt ggatgacact gcagggcagg 
acagccacta ctgtgggcat cagccgtgag 
tatggtgctg ggcagccctt tgctgagcgc 
cagcaggagg cagctgagaa ggcccagcag 
tatcggctgc cggatgaggg cgagtggctg 
actgagggtg gctggatttc cctgcaggat 
aagtcacagt ggaagaagtg ggaggtggtt 
tcagaaatgt tcaataagct tgagagcatt 
ctgggctgct gcatcagccg agccctggag 
agccgtgtga attgggtggt acagagctct 
gccatgaagt ggctgtttga agagtttgcc 
gacgaggttc gctacctggt gcgggaggag 
atcaccaacc ttttgaccag gtgcatgttt 
cagtcagtcg cctttttcag tgcagtcgat 
atggattgta aaaccccttc caacccaact 
ggtgaagcgc tggatattta ccagataatt 
agccagcctg gaccatagca ctgcctggag 
ggggtggtgc aggctcccaa actcaggctt 
taaggccagc catttttcag tagcaggacc 
cagttgaatt cagtgggttc agaaccaaga 
gggcattgtt gcttgttggg taaaaatgaa 
gcatttcatt tattttttcc ttttcatctt 
tgatgcagtg ccctagaagg ggaaagaatt 
gcagtggaaa taaaaagaag gaaaaaaaag 
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<211> 1241 
<212> PRT 

<213> Homo sapiens 



<400> 47B0 



Met 


Ser 


Arg 


Leu 


Leu 


Trp 


Arg 


Lys 


Val Ala 


Gly Ala 


Thr Val 


Gly Pro 


1 








5 








10 








15 


Gly 


Pro 


Val 


Pro 


Ala 


Pro Gly Arg Trp Val 


Ser 


Ser 


Ser Val 


Pro Ala 








20 










25 






30 




Ser 


Asp 


Pro 


Ser 


Asp 


Gly Gin Arg Arg Arg 


Gin 


Gin 


Gin Gin 


Gin Gin 






35 










40 








45 




Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin Pro 


Gin 


Gin 


Pro Gin 


val Leu 




50 










55 








60 






Ser 


Ser 


Glu 


Gly 


Gly 


Gin 


Leu 


Arg 


His Asn 


Pro 


Leu 


Asp He 


Gin Met 


65 










70 








75 






80 


Leu 


Ser 


Arg 


Gly 


Leu 


His 


Glu 


Gin 


lie Phe 


Gly 


Gin 


Gly Gly Glu Met 










85 








90 








95 


Pro 


Gly 


Glu 


Ala 


Ala 


Val 


Arg 


Arg 


Ser Val 


Glu 


His 


Leu Gin 


Lys His 








100 










105 






110 




Gly 


Leu 


Trp 


Gly 


Gin 


Pro 


Ala 


Val 


Pro Leu 


Pro 


Asp 


Val Glu 


Leu Arg 






115 










120 








125 




Leu 


Pro 


Pro 


Leu 


Tyr 


Gly Asp 


Asn 


Leu Asp 


Gin 


His 


Phe Arg 


Leu Leu 




130 










135 








140 






Ala 


Gin 


Lys 


Gin 


Ser 


Leu 


Pro 


Tyr 


Leu Glu 


Ala 


Ala 


Asn Leu 


Leu Leu 


145 










150 








155 






160 


Gin 


Ala 


Gin 


Leu 


Pro 


Pro 


Lys 


Pro Pro Ala Trp Ala Trp Ala Glu Gly 










165 








170 








175 


Trp 


Thr 


Arg 


Tyr 


Gly 


Pro Glu Gly Glu Ala Val 


Pro 


Val Ala 


He Pro 








180 










185 






190 




Glu 


Glu 


Arg 


Ala 


Leu 


Val 


Phe 


Asp Val Glu Val 


Cys 


Leu Ala 


Glu Gly 






195 










200 








205 




Thr 


Cys 


Pro 


Thr 


Leu 


Ala 


Val 


Ala 


lie Ser 


Pro 


Ser 


Ala Trp 


Tyr Ser 




210 










215 








220 






Trp 


Cys 


Ser 


Gin 


Arg 


Leu 


Val 


Glu 


Glu Arg 


Tyr 


Ser 


Trp Thr 


Ser Gin 


225 










230 








235 






240 


Leu 


Ser 


Pro 


Ala 


Asp 


Leu 


He 


Pro 


Leu Glu 


Val 


Pro Thr Gly 


Ala Ser 










245 








250 








255 


Ser 


Pro 


Thr 


Gin 


Arg 


Asp 


Trp 


Gin 


Glu Gin 


Leu 


Val 


Val Gly 


His Asn 








260 










265 






270 




Val 


Ser 


Phe 


Asp 


Arg 


Ala 


His 


He 


Arg Glu 


Gin 


Tyr 


Leu He 


Gin Gly 






275 










280 








285 




Ser 


Arg 


Met 


Arg 


Phe 


Leu 


Asp 


Thr 


Met Ser 


Met 


His 


Met Ala 


lie Ser 




2 90 










295 








300 






Gly 


Leu 


Ser 


Ser 


Phe 


Gin 


Arg 


Ser 


Leu Trp 


He 


Ala 


Ala Lys 


Gin Gly 


305 










310 








315 






320 


Lys 


His 


Lys 


Val 


Gin 


Pro 


Pro 


Thr Lys Gin 


Gly Gin Lys Ser Gin Arg 










325 








330 








335 


Lys 


Ala 


Arg 


Arg 


Gly 


Pro 


Ala 


He 


Ser Ser 


Trp 


Asp 


Trp Leu Asp lie 








340 










345 






350 




Ser 


Ser 


Val 


Asn 


Ser 


Leu 


Ala 


Glu 


Val His 


Arg 


Leu 


Tyr Val 


Gly Gly 






355 










360 








365 




Pro 


Pro 


Leu 


Glu 


Lys 


Glu 


Pro 


Arg 


Glu Leu 


Phe 


Val 


Lys Gly 


Thr Met 




370 










375 








380 






Lys 


Asp 


He 


Arg 


Glu 


Asn 


Phe 


Gin 


Asp Leu 


Met 


Gin 


Tyr Cys 


Ala Gin 
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385 390 395 400 

Asp Val Trp Ala Thr His Glu Val Phe Gin Gin Gin Leu Pro Leu Phe 

405 410 415 

Leu Glu Arg Cys Pro His Pro Val Thr Leu Ala Gly Met Leu Glu Met 

420 425 430 

Gly Val Ser Tyr Leu Pro Val Asn Gin Asn Trp Glu Arg Tyr Leu Ala 

435 440 445 

Glu Ala Gin Gly Thr Tyr Glu Glu Leu Gin Arg Glu Met Lys Lys Ser 

450 4S5 460 

Leu Met Asp Leu Ala Asn Asp Ala Cys Gin Leu Leu Ser Gly Glu Arg 
465 470 475 480 

Tyr Lys Glu Asp Pro Trp Leu Trp Asp Leu Glu Trp Asp Leu Gin Glu 

485 490 495 

Phe Lys Gin Lys Lys Ala Lys Lys Val Lys Lys Glu Pro Ala Thr Ala 

500 505 510 

Ser Lys Leu Pro He Glu Gly Ala Gly Ala Pro Gly Asp Pro Met Asp 

515 520 525 

Gin Glu Asp Leu Gly Pro Cys Ser Glu Glu Glu Glu Phe Gin Gin Asp 

530 535 540 

Val Met Ala Arg Ala Cys Leu Gin Lys Leu Lys Gly Thr Thr Glu Leu 
545 550 555 560 

Leu Pro Lys Arg Pro Gin His Leu Pro Gly His Pro Gly Trp Tyr Arg 

565 570 575 

Lys Leu Cys Pro Arg Leu Asp Asp Pro Ala Trp Thr Pro Gly Pro Ser 

580 585 590 

Leu Leu Ser Leu Gin Met Arg Val Thr 'Pro Lys Leu Met Ala Leu Thr 

595 600 605 

Trp Asp Gly Phe Pro Leu His Tyr Ser Glu Arg His Gly Trp Gly Tyr 

610 615 620 

Leu Val Pro Gly Arg Arg Asp Asn Leu Ala Lys Leu Pro Thr Gly Thr 
625 630 635 640 

Thr Leu Glu Ser Ala Gly Val Val Cys Pro Tyr Arg Ala He Glu Ser 

645 650 655 

Leu Tyr Arg Lys His Cys Leu Glu Gin Gly Lys Gin Gin Leu Met Pro 

660 665 670 

Gin Glu Ala Gly Leu Ala Glu Glu Phe Leu Leu Thr Asp Asn Ser Ala 

675 680 685 

He Trp Gin Thr Val Glu Glu Leu Asp Tyr Leu Glu Val Glu Ala Glu 

690 695 700 

Ala Lys Met Glu Asn Leu Arg Ala Ala Val Pro Gly Gin Pro Leu Ala 
705 710 715 720 

Leu Thr Ala Arg Gly Gly Pro Lys Asp Thr Gin Pro Ser Tyr His His 

725 730 735 

Gly Asn Gly Pro Tyr Asn Asp Val Asp He Pro Gly Cys Trp Phe Phe 

740 745 750 

Lys Leu Pro His Lys Asp Gly Asn Ser Cys Asn Val Gly Ser Pro Phe 

755 760 765 

Ala Lys Asp Phe Leu Pro Lys Met Glu Asp Gly Thr Leu Gin Ala Gly 

770 775 780 

Pro Gly Gly Ala Ser Gly Pro Arg Ala Leu Glu He Asn Lys Met He 
785 790 795 800 

Ser Phe Trp Arg Asn Ala His Lys Arg He Ser Ser Gin Met Val Val 

805 810 815 

Trp Leu Pro Arg Ser Ala Leu Pro Arg Ala Val He Arg His Pro Asp 
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820 825 830 

Tyr Asp Glu Glu Gly Leu Tyr Gly Ala lie Leu Pro Gin Val Val Thr 

835 840 845 

Ala Gly Thr He Thr Arg Arg Ala Val Glu Pro Thr Trp Leu Thr Ala 

850 855 860 

Ser Asn Ala Arg Pro Asp Arg Val Gly Ser Glu Leu Lys Ala Met Val 
865 870 875 880 

Gin Ala Pro Pro Gly Tyr Thr Leu Val Gly Ala Asp Val Asp Ser Gin 

885 890 895 

Glu Leu Trp He Ala Ala Val Leu Gly Asp Ala His Phe Ala Gly Met 

900 905 910 

His Gly Cys Thr Ala Phe Gly Trp Met Thr Leu Gin Gly Arg Lys Ser 

915 920 925 

Arg Gly Thr Asp Leu His Ser Lys Thr Ala Thr Thr Val Gly He Ser 

930 935 940 

Arg Glu His Ala Lys He Phe Asn Tyr Gly Arg He Tyr Gly Ala Gly 
945 f 950 955 960 

Gin Pro Phe Ala Glu Arg Leu Leu Met Gin Phe Asn His Arg Leu Thr 

965 970 975 

Gin Gin Glu Ala Ala Glu Lys Ala Gin Gin Met Tyr Ala Ala Thr Lys 

980 985 990 

Gly Leu Arg Trp Tyr Arg Leu Ser Asp Glu Gly Glu Trp Leu Val Arg 

995 1000 1005 

Glu Leu Asn Leu Pro Val Asp Arg Thr Glu Gly Gly Trp He Ser Leu 

1010 1015 1020 

Gin Asp Leu Arg Lys Val Gin Arg Glu Thr Ala Arg Lys Ser Gin Trp 
1025 1030 1035 1040 

Lys Lys Tro Glu Val Val Ala Glu Arg Ala Trp Lys Gly Gly Thr Glu 

1045 1050 1055 

Ser Glu Met Phe Asn Lys Leu Glu Ser He Ala Thr Ser Asp He Pro 

1060 1065 1070 

Arg Thr Pro Val Leu Gly Cys Cys He Ser Arg Ala Leu Glu Pro Ser 

1075 1080 1085 t 

Ala Val Gin Glu Glu Phe Met Thr Ser Arg Val Asn Trp Val Val Gin 

1090 1095 1100 

Ser Ser Ala Val Asp Tyr Leu His Leu Met Leu Val Ala Met Lys Trp 
1105 IHO HIS 1120 

Leu Phe Glu Glu Phe Ala He Asp Gly Arg Phe Cys He Ser He His 

1125 H30 H35 

Asp Glu Val Arg Tyr Leu Val Arg Glu Glu Asp Arg Tyr Arg Ala Ala 

1140 H45 H50 

Leu Ala Leu Gin He Thr Asn Leu Leu Thr Arg Cys Met Phe Ala Tyr 

1155 1160 H65 

Lys Leu Gly Leu Asn Asp Leu Pro Gin Ser Val Ala Phe Phe Ser Ala 

1170 H75 H80 

Val Asp He Tyr Arg Cys Leu Arg Lys Glu Val Thr Met Asp Cys Lys 
1185 H90 H95 1200 

Thr Pro Ser Asn Pro Thr Gly Met Glu Arg Arg Tyr Gly He Pro Gin 

1205 1210 1215 

Gly Glu Ala Leu Asp lie Tyr Gin He He Glu Leu Thr Lys Gly Ser 

1220 1225 1230 

Leu Glu Lys Arg Ser Gin Pro Gly Pro 
1235 1240 
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<210> 4781 

<211> 344 

<212> DNA 

<213> Homo sapiens 



<400> 4781 

gaaaaagaga aaaccatggt gaacacactg 
60 

tctggcagga cagaggcaca atcatggaag 
120 

gggggccaga ccaggaagct gacggcctcc 
180 

gcggcaacca cagccaagac gctcattccc 
240 

ggagcagttt caacaaggac gagacagaaa 
300 

gagaagaaac ctcaggccac cccaccccct 
344 



tcacccagag ggcaagatgc agggatggcc 
agccaggaca caaagacgac ccaaggaaat 
aggacggtgt cagagaagca ccagggcaaa 
aaaagtcagc acagaatgct ggctcccaca 
ggagtgacca cagcagtcat cccacctaag 
gcccctttcc agag 



<210> 4782 

<211> 109 

<212> PRT 

<213> Homo sapiens 



<400> 4782 
Met Val Asn 
1 

Gly Arg Thr 

Gin Gly Asn 
35 

Ser Glu Lys 
50 

Pro Lys Ser 
65 

Arg Thr Arg 
Lys Lys Pro 



Thr Leu 
5 

Glu Ala 
20 

Gly Gly 

His Gin 

Gin His 

Gin Lys 

85 
Gin Ala 
100 



Ser Pro Arg Gly 
Gin Ser 
Gin Thr 



Gly Lys 
55 

Arg Met 
70 

Gly Val 
Thr Pro 



Trp Ly3 

25 
Arg Lys 
40 

Ala Ala 



Leu Ala 

Thr Thr 

Pro Pro 
105 



Gin Asp Ala Gly Met Ala Ser 
10 15 
Ser Gin Asp Thr Lys Thr Thr 
30 

Leu Thr Ala Ser Arg Thr Val 
45 

Thr Thr Ala Lys Thr Leu lie 
60 

Pro Thr Gly Ala Val Ser Thr 

75 80 
Ala Val He Pro Pro Lys Glu 
90 95 
Ala Pro Phe Gin 



<210> 4783 

<211> 1143 

<212> DNA 

<213> Homo sapiens 



<400> 4783 
ngctcatcgc 
60 

ggatgtgggc 
120 

cctggagcag 
180 

ctcccgaggg 
240 



tggggtatgc 
atcgggcacc 
ctcacgctac 
ctgacgggcc 



agcgctgaag 
tggccggcat 
aggactgcca 
cgcgcctcct 



agcttaacct 
gacgcgcagc 
gaagctcaca 
ccccccagcg 



ccgcagctgc 
gcggcgaagg 
gatctttctc 
ccgcggaggg 



cgccactttc 
gctgcttggg 
taaagcacat 

gggaggagga 
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agatggagac ccacatctca tgcctgttcc 
300 

tggacgtccg ggacaagggg cgcgcggcgc 
360 

accacaagtc ggtgtggcgg gggggtggag 
420 

tcgctgttcc ccagcctgca ggcccggggc 
480 

cgcagcctca gctacgtgat ccagggcatg 
540 

tgctacaacc tcaccgacaa cgggctgggc 
600 

cgcgctctca acctgagcct ctgcaagcag 
660 

cagtacctca agggcctgga ggtgctggag 
720 

ggccttctgc tcatcgcctg gggtctgcag 
780 

cgccaccttt cggatgtggg catcgggcac 
840 

ggctgcctgg gcctggagca gctcacgcta 
900 

ctaaagcaca tctcccgagg gctgacgggc 
960 

ggaatctcgg acgctggcct cctgcacctg 
1020 

ctgcgctcct gtgacaacat cagtgacacg 
1080 

cgcctctcgg ggctggatgt ttcgttctgt 

1140 

ata 

1143 

<21Q> 4784 
<211> 212 
<212> PRT 

<213> Homo sapiens 
<400> 4784 

Met Ala Asn He Glu Ser Leu Asn 

1 5 
Asp Asn Gly Leu Gly His Ala Phe 
20 

Ala Leu Asn Leu Ser Leu Cys Lys 

35 40 
Arg He Ala Gin Tyr Leu Lys Gly 

50 55 
Cys Ser Asn He Thr Asn Thr Gly 
65 70 
Gin Arg Leu Lys Ser Leu Asn Leu 
85 

Val Gly He Gly His Leu Ala Gly 
100 

Cys Leu Gly Leu Glu Gin Leu Thr 



cggagctgct ggccatgatc ttcggctacc 
aggtgtgcac cgcctggcgg gacgccgcct 
gccaagctgc acctgcgccg ggccaacccg 
atccgccggg tgcagatcct gagcctccgc 
gccaacatcg agagcctcaa cctcagcggc 
cacgcgtttg tgcaggagat cggctccctg 
atcactgaca gcagcctggg ccgcatagcc 
ctgggaggtt gcagcaacat caccaacact 
cgcctcaaga gccttaacct ccgcagctgc 
ctggccggca tgacgcgcag cgcggcggag 
caggactgcc agaagctcac agatctttct 
ctgaggctcc tcaacctcag cttctgtggg 
tcgcacatgg gcagcctgcg cagcctcaac 
ggcatcatgc atctggccat gggcagcctg 
gacaaggtgg gagaccagag tctggcttac 



Leu 


Ser 


Gly Cys 


Tyr 


Asn 


Leu 


Thr 




10 










15 




Val 


Gin 


Glu 


He 


Gly 


Ser 


Leu 


Arg 


25 










30 






Gin 


He 


Thr 


Asp 


Ser 


Ser 


Leu 


Gly 










45 








Leu 


Glu 


Val 


Leu 


Glu 


Leu 


Gly 


Gly 








60 










Leu 


Leu 


Leu 


He 


Ala 


Trp 


Gly 


Leu 






75 










80 


Arg 


Ser 


Cys 


Arg 


His 


Leu 


Ser 


Asp 




90 










95 




Met 


Thr 


Arg 


Ser 


Ala 


Ala 


Glu 


Gly 


105 










110 






Leu 


Gin 


Asp Cys 


Gin 


Lys 


Leu 


Thr 
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115 








120 




125 






Asp 


Leu 


Ser 


Leu 


Lys His 


He 


Ser Arg Gly Leu Thr Gly Leu Arg 


Leu 


130 








135 






140 




His 


Leu 


Asn 


Leu 


Ser 


Phe Cys 


Gly Gly 


He 


Ser Asp Ala Gly Leu 


Leu 


145 








150 








155 




160 


Leu 


Ser 


His 


Met 


Gly Ser 
165 


Leu 


Arg 


Ser 


Leu Asn Leu Arg Ser 
170 


Cys 
175 


Asp 


Asn 


He 


Ser 


Asp 
180 


Thr Gly 


He 


Met 


His 
185 


Leu Ala Met Gly Ser 
190 


Leu 


Arg 


Leu 


Ser 


Gly 
195 


Leu 


Asp Val 


Ser 


Phe 
200 


Cys 


Asp Lys Val Gly Asp 
205 


Gin 


Ser 


Leu 


Ala 
210 


Tyr 


lie 

















<210> 4785 

<211> 3289 

<212> DNA 

<213> Homo sapiens 

<400> 4785 

nntttttttt tcagttttta tttattttta tttgattttt ttttccttaa gaatcatagt 
60 

aaaccttagc agtagttggg cactgcatga aaaatgaagt ttacatagtt tatattatgt 
120 

acataaacta gtgatttaca ttgatttaca catgattggt gcctaattta ttaatcagca 
180 

cgcagcatgt aaatgtgctc aaaagaaatc aaggtttaaa ataagttttc cataatattc 
240 

ataaacattt tcgctggtgt aaatgttaaa cctaaaccca acgttaacac cagcttcctt 
300 

gccaagagaa aagtgagatg tacatgctgg gtgaaaacaa attctttcct aaattttggt 
360 

tggcgacatt tgaacagcat agctacatgc aaatgagaat agtttacttc ttttctgcta 
420 

gtatgcacat aaatgtaaac tccattttgc atttagtgag atgtttacag atattatgcc 
480 

aaccatgatg gaaaatttac atcactgagg caaatgcagt ctttggagaa gaaatattct 
540 

aaacatttaa gcaaggagga ggcttcctaa actgtatttt tgtttcttat ctcaccattt 
600 

tttttttcca ggtctgcaga gcatttattc cgtcccagtg gggaggggca gggatccagg 
660 

tggccggagg gcacagggcc tacgtgtacc acatgaagcc gtggctggca tggagagcct 
720 

cctctgtggt gcgcagcccg tacagctccc cgatcaaggg gggcacccag cgggttgtgt 
780 

ggaacacaga ctcccccacc ttccagtcgg gcacgtcctt catgatgatg gcctcctcct 
840 

ccaggttctc ccgaagcatc tgcaaggtcc tccggtcggt ttctgcctgt aacagtggca 
900 

acagcgcgat gcgagcctcg aagtcctcga tttgtaggcg cctgcgctca cggttccact 
960 

tcattatgct ccagtgcccg tagatcaggg ttccaatccc tatggccagc atgctgtagc 
1020 



3964 



WO 00/58473 



PCTAJSOO/08621 



ccgacagtcc tcgacgcggc aagttccgtt 
1080 

ggaggcatgt cctgcttcac ctttgacgcc 
1140 

caccttccca cttgctgaaa aggtcaaggc 
1200 

gctgccccgt tgctgctgcc accacagctg 
1260 

ttgaagccaa ggaagagtcg gaggagttgg 
1320 

aatcccatat cctcgtccga ctcctccgac 
1380 

gcagcagcag caggagcagc tgtggtggca 
1440 

gatggatcag ccaagaaggc cttgaccttt 
1500 

acagacaagg ccaggactcg tttgtacccg 
1560 

gttgggtagc caatctgcag acagacactg 
1620 

gtgcccctgg agattttagt ggtgatacct 
16B0 

ccgagaccag tgttctgggc tggcacagtg 
1740 

gcagcagctg gcaccttatt ggccagcaac 
1800 

gtgaacacaa agcccacatt cccccggata 
1860 

ttttccaggt gccctcggat ggccttgcgc 
1920 

ccttcccgcg aagggacatg cggatctgct 
1980 

cctcaatgaa acatttcgga taatcatcca 
2040 

tctcgccagg cgtcctcgtg gaagtgacat 
2100 

cgcaccgccg tgatgcccag ggaagacagg 
2160 

atcatcgtaa gtgcacaact attggatgat 
2220 

aatgtgggct ccaagcagat gcagcagatc 
2280 

ctgatgggca agaacaccat gatgcgcaag 
2340 

gctctggaga aactgctgcc tcatatccgg 
2400 

gacctcactg agatcaggga catgttgctg 
2460 

ggtgccattg ccccatgtga agtcactgtg 
2520 

aagacctcct ttttccaggc tttaggtatc 
2580 

atcctgagtg atgtgcagct gatcaagact 
2640 



tgtagtcgat ggggcccata gccccccggc 
ggtcctggcc ttgtctgtgg agacggatta 
cttcttggct gatccatctg cctttgtgct 
ctcgctctgc tgctgcagcc ccagctaagg 
ttgcttttcg gtgattagtc aaagagacca 
tcttccttgg cttcaacctt agctggggct 
gcagccacag gggcagcagc cacaaaggca 
tcagcaagtg ggaaggtgta atccgtctcc 
ttgatgatag aatggggtac tgatgcaaca 
gcaacatcgc ggacacccag gatttcaatg 
aaagcctgga aaaaggaggt cttctcgggc 
acttcacatg gggcaatggc accagcacgg 
atgtccctga tctcagtgag gtcctccttg 
tgaggcagca gtttctccag agctgggttg 
atcatggtgt tcttgcccat cagcacacag 
gcatctgctt ggagcccaca ttgtctgctc 
atagttggat gatcttaagg aagtagttgc 
cgtctttaaa ccctgcgtgg caatccctga 
gcgacctgga agtccaacta cttccttaag 
tatccgaaat gtttcattgt gggagcagac 
cgcatgtccc ttcgcgggaa ggctgtggtg 
gccatccgag ggcacctgga aaacaaccca 
gggaatgtgg gctttgtgtt caccaaggag 
gccaataagg tgccagctgc tgcccgtgct 
ccagcccaga acactggtct cgggcccgag 
accactaaaa tctccagggg caccattgaa 
ggagacaaag tgggagccag cgaagccacg 
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ctgctgaaca tgctcaacat ctcccccttc tcctttgggc tggtcatcca gcaggtgttc 
2700 

gacaatggca gcatctacaa ccctgaagtg cttgatatca cagaggaaac tctgcattct 
2760 

cgcttcctgg agggtgtccg caatgttgcc agtgtctgtc tgcagattgg ctacccaact 
2820 

gttgcatcag taccccattc tatcatcaac gggtacaaac gagtcctggc cttgtctgtg 
2880 

gagacggatt acaccttccc acttgctgaa aaggtcaagg ccttcttggc tgatccatct 
2940 

gcctttgtgg ctgctgcccc tgtggctgct gccaccacag ctgctcctgc tgctgctgct 
3OO0 

gctgcagccc cagctaaggt tgaagccaag gaagagtcgg aggagtcgga cgaggatatg 
3060 

ggatttggtc tctttgacta atcaccaaaa agcaaccaac ttagccagtt ttatttgcaa 
3120 

aacagacact ggcaacattg cggacaccct ccaggaagcg agaatgcaga gtttcctctg 
3180 

tgatatcaag cacttcaggg ttgtagatgc tgccattgtc gaacacctgc tggatgacca 
3240 

gcccaaagga gaagggggag atgttgagca tgttcagcag gcgtgcgtt 
3289 

<210> 4786 
<211> 322 
<212> PRT 

<213> Homo sapiens 

<400> 4786 
Met Pro Arg Glu Asp 

1 5 
lie lie Val Ser Ala 
20 

Val Gly Ala Asp Asn 
35 

Ser Leu Arg Gly Lys 
50 

Arg Lys Ala lie Arg 
65 

Leu Leu Pro His lie 
85 

Asp Leu Thr Glu He 
100 

Ala Ala Arg Ala Gly 
115 

Gin Asn Thr Gly Leu 
130 

Gly He Thr Thr Lys 
145 

Val Gin Leu He Lys 
165 

Leu Leu Asn Met Leu 
180 

Gin Gin Val Phe Asp 



Arg Ala Thr Trp Lys Ser Asn Tyr Phe Leu Lys 

10 15 
Gin Leu Leu Asp Asp Tyr Pro Lys Cys Phe He 

25 30 
Val Gly Ser Lys Gin Met Gin Gin He Arg Met 

40 45 
Ala Val Val Leu Met Gly Lys Asn Thr Met Met 

55 60 
Gly His Leu Glu Asn Asn Pro Ala Leu Glu Lys 
70 75 80 

Arg Gly Asn Val Gly Phe Val Phe Thr Lys Glu 

90 95 
Arg Asp Met Leu Leu Ala Asn Lys Val Pro Ala • 

105 110 
Ala He Ala Pro Cys Glu Val Thr Val Pro Ala 

120 125 
Gly Pro Glu Lys Thr Ser Phe Phe Gin Ala Leu 

135 140 
He Ser Arg Gly Thr He Glu He Leu Ser Asp 
150 155 160 

Thr Gly Asp Lys Val Gly Ala Ser Glu Ala Thr 

170 175 
Asn He Ser Pro Phe Ser Phe Gly Leu Val He 

185 190 
Asn Gly Ser He Tyr Asn Pro Glu Val Leu Asp 
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195 










200 








205 








lie 


Thr 


Glu 


Glu 


Thr 


Leu 


His 


Ser Arg 


Phe 


Leu 


Glu Gly Val 


Arg 


Asn 




210 










215 








220 










val 


Ala 


Ser 


val 


Cys 


Leu 


Gin 


lie Gly Tyr 


Pro 


Thr 


Val 


Ala 


Ser 


Val 


225 










230 








235 










240 


Pro 


His 


Ser 


lie 


lie Asn Gly 


Tyr Lys 


Arg 


Val 


Leu 


Ala 


Leu 


Ser 


Val 










245 








250 










255 


Leu 


Glu 


Thr 


Asp 


Tyr 


Thr 


Phe 


Pro 


Leu Ala 


Glu 


Lys 


Val 


Lys 


Ala 


Phe 








260 








265 










270 






Ala 


Asp 


Pro 


Ser 


Ala 


Phe 


Val 


Ala Ala 


Ala 


Pro 


Val 


Ala 


Ala 


Ala 


Thr 






275 










280 








285 








Thr 


Ala 


Ala 


Pro 


Ala 


Ala 


Ala 


Ala Ala 


Ala 


Ala 


Pro 


Ala 


Lys 


Val 


Glu 




290 










295 








300 










Ala 


Lys 


Glu 


Glu 


Ser 


Glu 


Glu 


Ser Asp 


Glu 


Asp 


Met 


Gly 


Phe 


Gly 


Leu 


305 










310 








315 










320 


Phe 


Asp 





























<210> 4787 

<211> 1258 

<212> DNA 

<213> Homo sapiens 



<400> 4787 

nctagaccct cttctctccc 
60 

cacacccaga ggtccccttc 
120 

tggagtcgcc cggacctgag 
180 

gtgctgccat ccccctgccc 
240 

cctccccgtc ggacttgccg 
300 

caggcttcat ctcctccaag 
360 

tacacagtgc tggtggacga 
420 

cagaaaaagt gctacagctg 
480 

cagcgacaca gcatcaccca 
540 

gcattcaagc gcgccagcca 
600 

cggccccacg gctgcccgct 
660 

cacagccggg tgcactctgg 
720 

atggagcaga acacactgca 
780 

ggtgccccag gtaccacagg 
840 

agagcctgag gctggtgttc 
900 



ttcggcttct ctctttcggc 
tcgccgccgc ctgcaactgc 
aggctgctgc actgggcctc 
tcagcctctg gcattttcct 
ctccccagaa cctggacctt 
gcccaaccac tacctgctta 
ggagtcacag agggagccag 
ccccgtgtgc tcaagggtct 
ctcggaggta aagcccttcg 
cttggcacgg caccattcca 
ctgccctcgc cgcttccggg 
ggaacgcccg tttcagtgtc 
gaaacacacg cggtggaagc 
actttgcagg gagcctggac 
agggccctgg acacagacac 



cggcgcccca gttcctgggg 
gagggtagcc cggggccgct 
agccagccct ccggatgctg 
ccgttgagac catggagggc 
cctcctccat cggatctccc 
ttgacactca gggtgtcccc 
gggccagtgg ggctccaggc 
tcgagtacat gtcctacctt 
agtgtgacat ctgtgggaag 
ttcacctggc gggtggtggg 
atgcgggtga gctggcccag 
cacactgccc tcgccgcttt 
atccatgagc cgggctgccg 
tcctgtccag acacctggtg 
agagcagccg catctcaaag 
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gcagagccct gcctgaagga ggaatccgtg agtaatcttc aggtcctccg tgttctggag 
960 

ctgagatggg aatgagcccc tacacagaat ggagtcctct agcctaaaga tatcagctgt 
1020 

tccatggcag agccttgact ggatggaggt ggggagtgtg gtgtgtaaag tctctggcct 
1080 

cataaaaggt ggctgtgggt cgtcaggaat ctgcgccatc ttcctggggc ttctgcgctg 
1140 

ttgttgggga agggacccca gtcctgcctt ccacccccca accaggcctg agactgatca 
1200 

aacaataaac acgtttccca ctctgaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
1258 

<210> 4788 
<211> 197 
<212> PRT 

<213> Homo sapiens 
<400> 4788 



Met 


Leu 


Val 


Leu 


Pro 


Ser 


Pro 


Cys 


Pro Gin Pro Leu Ala 


Phe 


Ser 


Ser 


1 








5 








10 




15 




Val 


Glu 


Thr 


Met 


Glu Gly 


Pro 


Pro 


Arg Arg Thr Cys Arg 


Ser 


Pro 


Glu 








20 










25 


30 






Pro Gly 


Pro 


Ser 


Ser 


Ser 


lie 


Gly 


Ser Pro Gin Ala Ser 


Ser 


Pro 


Pro 






35 










40 


45 








Arg 


Pro 


Asn 


His 


Tyr 


Leu 


Leu 


Tie 


Asp Thr Gin Gly Val 


Pro 


Tyr 


Thr 


50 










55 




60 








Val 


Leu 


Val 


Asp 


Glu 


Glu 


Ser 


Gin 


Arg Glu Pro Gly Ala 


Ser 


Gly 


Ala 


65 








70 






75 






80 


Pro Gly Gin 


Lys 


Lys 


Cys 


Tyr 


Ser 


Cys Pro Val Cys Ser 


Arg 


Val 


Phe 










85 








90 




95 




Glu 


Tyr 


Met 


Ser 


Tyr 


Leu 


Gin 


Arg 


His Ser He Thr His 


Ser 


Glu 


Val 








100 










105 


110 






Lys 


Pro 


Phe 


Glu 


Cys 


Asp 


lie 


Cys 


Gly Lys Ala Phe Lys 


Arg 


Ala 


Ser 




115 










120 


125 








His 


Leu 


Ala 


Arg 


His 


His 


Ser 


He 


His Leu Ala Gly Gly 


Gly 


Arg 


Pro 




130 










135 




14 0 








His 


Gly Cys 


Pro 


Leu 


Cys 


Pro 


Arg 


Arg Phe Arg Asp Ala 


Gly 


Glu 


Leu 


145 










150 






155 






160 


Ala 


Gin 


His 


Ser 


Arg 


Val 


His 


Ser 


Gly Glu Arg Pro Phe 


Gin 


Cys 


Pro 










165 








170 




175 




His 


Cys 


Pro 


Arg 


Arg 


Phe 


Met 


Glu 


Gin Asn Thr Leu Gin 


Lys 


His 


Thr 






180 










185 


190 






Arg 


Trp 


Lys 


His 


Pro 

















195 



<210> 4789 
<211> 1515 
<212> DNA 

<213> Homo sapiens 
<40O> 4789 

nnggttctgc aagccacaca tggcctcact gcatgttttt cttctttttt aacaatcctt 
60 
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ttaaaaaatg tagaaaccct tttcagttca aaggccacac caaagcaggt caggtagatc 
120 

tggtccacag gccatagata gccaatccct gtcccagagg gtggagctgt gagacttgtc 
180 

ggggtgagac ctgttagagg ctggatgggg caattgcttg gggaatgtgt gcagatgttc 
240 

tctgcctcct gctccttcta gatgattttt ggcgacctga tgcgattctg ctggctgatg 
300 

gctgtggtca tcctgggctt tgcttcagcc ttctatatca tcbtccagac agaggacccc 
360 

gaggagctag gccacttcta cgactacccc atggccctgt tcagcacctt cgagctgttc 
420 

cttaccatca tcgatggccc agccaactac aacgtggacc tgcccttcat gtacagcatc 
480 

acctatgctg cctttgccat catcgccaca ctgctcatgc tcaacctcct cattgccatg 
540 

atgggcgaca ctcactggcg agtggcccat gagcgggatg agctgtggag ggcccagatt 
600 

gtggccacca cggtgatgct ggagcggaag ctgcctcgct gcctgtggcc tcgctccggg 
660 

atctgcggac gggagtatgg cctgggagac cgctggttcc tgcgggtgga agacaggcaa 
720 

gatctcaacc ggcagcggat ccaacgctac gcacaggcct tccacacccg gggctctgag 
780 

gatttggaca aagactcagt ggaaaaacta gagctgggct gtcccttcag cccccacctg 
840 

tcccttccta tgccctcagt gtctcgaagt acctcccgca gcagtgccaa ttgggaaagg 
900 

cttcggcaag ggaccctgag gagagacctg cgtgggataa tcaacagggg tctggaggac 
960 

ggggagagct gggaatatca gatctgactg cgtgttctca cttcgcttcc tggaacttgc 
1020 

tctcattttc ctgggtgcat caaacaaaac aaaaaccaaa cacccagagg tctcatctcc 
1080 

caggccccag gggagaaaga ggagtagcat gaacgccaag gaatgtacgt tgagaatcac 
1140 

tgctccaggc ctgcattact ccttcagctc tggggcagag gaagcccagc ccaagcacgg 
1200 

ggctggcagg gcgtgaggaa ctctcctgtg gcctgctcat cacccttccg acaggagcac 
1260 

tgcatgtcag agcactttaa aaacaggcca gcctgcttgg gcgctcggtc tccaccccag 
1320 

ggtcataagt ggggagagag cccttcccag ggcacccagg caggtgcagg gaagtgcaga 
1380 

gcttgtggaa agcgtgtgag tgagggagac aggaacggct ctgggggtgg gaagtggggc 

1440 

taggtcttgc caactccatc ttcaataaag tcgttttcgg atccctaaaa aaaaaaaaaa 
1500 

aaaaaaaaaa aaccc 
1515 

<210> 4790 
<211> 241 
<212> PRT 
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<213> Homo sapiens 
<400> 4790 

Met He Phe Gly Asp Leu Met Arg Phe Cys Trp Leu Met Ala Val Val 

1 5 10 15 

He Leu Gly Phe Ala Ser Ala Phe Tyr He He Phe Gin Thr Glu Asp 

20 25 30 

Pro Glu Glu Leu Gly His Phe Tyr Asp Tyr Pro Met Ala Leu Phe Ser 

35 40 45 

Thr Phe Glu Leu Phe Leu Thr He He Asp Gly Pro Ala Asn Tyr Asn 

50 55 60 

Val Asp Leu Pro Phe Met Tyr Ser He Thr Tyr Ala Ala Phe Ala He 
65 70 75 80 

He Ala Thr Leu Leu Met Leu Asn Leu Leu He Ala Met Met Gly Asp 

85 90 95 

Thr His Trp Arg Val Ala His Glu Arg Asp Glu Leu Trp Arg Ala Gin 

100 105 HO 

He Val Ala Thr Thr Val Met Leu Glu Arg Lys Leu Pro Arg Cys Leu 

115 120 125 

Trp Pro Arg Ser Gly He Cys Gly Arg Glu Tyr Gly Leu Gly Asp Arg 

130 135 140 

Trp Phe Leu Arg Val Glu Asp Arg Gin Asp Leu Asn Arg Gin Arg lie 
145 150 155 160 

Gin Arg Tyr Ala Gin Ala Phe His Thr Arg Gly Ser Glu Asp Leu Asp 

155 170 175 

Lys Asp Ser Val Glu Lys Leu Glu Leu Gly Cys Pro Phe Ser Pro His 

180 1B5 190 

Leu Ser Leu Pro Met Pro Ser Val Ser Arg Ser Thr Ser Arg Ser Ser 

195 200 205 

Ala Asn Trp Glu Arg Leu Arg Gin Gly Thr Leu Arg Arg Asp Leu Arg 

210 215 220 

Gly He He Asn Arg Gly Leu Glu Asp Gly Glu Ser Trp Glu Tyr Gin 
225 230 235 240 

He 



<210> 4791 
<211> 4481 
<212> DNA 

<213> Homo sapiens 
<400> 4791 

nntgtacact aaccatgata 
60 

gaacactcaa aaataaagct 
120 

aacaaacaat ggggaaaagg 
180 

atatgcagaa tagtgaaact 
240 

tggattaaag acttaaatat 
300 

aatgccattc tggacataag 
360 



Ctgttacaaa agcagacact 
gcacacttac caccatctga 
caccctattc aataaatggt 
ggacccctat ccttcacgat 
aaaacctaaa agtattaaat 
tgctggaaaa gacttaatga 



taagccaatg gaacagaata 
tcgtggacaa ggccaacaaa 
gctgggataa ttcgctagcc 
atacaaaaat caactcaaga 
tcctagaaga caacccagga 
tgaacaccnc caaagcaatt 
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acaacaaaaa caaaaattga caagtgggac ctaattaaac taaataactt ctgcacagca 
420 

aaagaaacta tcaacagagt agacagacaa cctacagaat gggagaaagt actggcatgg 
480 

gagaaaatat tttcaaacta tgcatctgac aaaggtctaa tatccagcat ctataaggaa 
540 

cttaaacaaa tttactaggg aaaaacagac aatcccatta aaaagtgggc aaaggacatg 
600 

aacagacact tctcaaaaga agacatacaa gcaatcaaca aanncgtgaa aaaatgctca 
660 

tcactaatca tcagagaaat gcaaatcaaa accacaataa tataccatct cacaccagtc 
720 

agtatggtta ttaccaaaaa gtcaaaaatt acacaatatg aaaagtcact atattatgcc 
780 

agttttttgg aagtcttagt tcgagatgtg tgtatttcat tggaaattga tgacttgaaa 
840 

aaaattacca attcactgac tgtgctttgc agtgaaaaac agaagcaaga aaagcaaagc 
900 

aaagccaaaa agaagaagaa aggtgtggtt cctggagggg gattaaaagc caccatgaaa 
960 

gatgatctgg cagattatgg tggttatgat ggaggatatg tacaagacta tgaagacttc 
1020 

atgtgacatt ttatcttttc ttggtgtcat ctttatgttg cccacaatcc cttgaacatg 
1080 

tagcacaact tcctttcctt tcagttctgc caaatgctac aatcagaagt gcagtatctt 
1140 

ttgtgctggt tatttaaccc cttgacactt aggtgctaat gtgcaaatga gggaacttgg 
1200 

atcttgctgc caaggggtta aaattgggaa cctaagttgc tactaaatca tagttcaaaa 
1260 

cctaataatg ttgtcgttgt tgctatctga tttcatagca gcagtcacta aattggaaac 
1320 

aaaaggttgc aacgtgacaa aaaaaattgt gtagtattta ccagcaccat tcagtaatac 
1380 

agccttaacc atacctcctt gaactacttc ataacttgtc aagaaaagca gtttgcagca 
1440 

agggcatgtg gtgtgcacct agtattaaaa ttgctttgtc ttaaaattga acatgaggat 
1500 

attaaaaata cattgtgaag aagactgctt atctcagagt gaagatactg cggctgaaaa 
1560 

gcactagttt gatataaaat taaaatgacc aaaaccctcc aactttgaag ctaaagaagg 
1620 

taaacctttc cattattgca ttacatgttg tggaatctct cgagtgcaaa gactgtctag 
1680 

ttatttatca ggctatttct actgatgaac tgcttcaggt gggggaggga aacttatttt 
1740 

tatctgcctg atttaagtgt ctgagaaaca aatctttgtt ctcttaggct gcaatggaac 
1800 

aactttacca gggttttggc atttcctttc ctttccttta taaaacatgc tcagcaaact 
1860 

gcaccagtta actacagttt ggtaaattgt tatgttaaca attatgacat ctgcaatgtt 
1920 

ttataaagca actaatttaa taaaatcact gttgtgagga cttaaatttt gtgttacctc 
1980 
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ccaagagata ctttttgaga gtatagaaca 
2040 

tctactaaat cttaataaat gcttgacata 
2100 

aggtccttat gttgtcacca tagagcaaca 
2160 

ttggggacat tattttgtta tttagatacc 
2220 

ctatttattt ggagtaactg agcctgtaac 
2280 

ggaatcttta ttatgtcttc tcctaagcag 
2340 

attcccctaa gacagaaaga acaaaaaatg 
2400 

ggaacgtcaa agctctgtat acctactaag 
2460 

gagaaattaa caaaagtagt gactacacag 
. 2520 

ctttaaggca gacaagggct aagatttcct 
2580 

aaatctattt tattacagaa agatcagttt 
2640 

taactgtgta aataataatt aaatttcttt 
2700 

ttaatcatta ttggatcatc taaagtagaa 
2760 

ttaatactag tatctatata aaatggtgtg 
2820 

taaataggaa tttcctcctg aaaagtttct 
2880 

atatggtaca gtaccgggat tgttcaactt 
2940 

catcacatct gtcagaatct gctaacagta 
3000 

acctgctagc atgtccttta gacagcaacc 
3060 

aatttcataa aacttgtgtt cgtatgccaa 
3120 

tgtgagtaat ttcttcaggt tttccatgac 
3180 

tttggaaatc tcttcaaata tactggactt 
3240 

gtaattaaag tctcctttaa gaatcacttg 
3300 

aaaatcgtag gccctcagcc acaatagaag 
3360 

agtccatcag cttgtggcgg cccaagttga 
3420 

agtgaatctg cagagttatc aacttggtga 
3480 

aggagtcctt ggcataactc tctgctgcat 
3540 

gttgtttcag ctggtgccca tccttgaggc 
3600 



cagctcttgg gagtacagtt ctctacgttc 
gttacagctt taaaacatga gtgatttgcc 
aaggtatagg gctgccttcc tcttatttat 
aaggcctaat taattaagta cctataagaa 
tcaggtttat ggctgttaag tatagattgg 
t'ttaaccaaa tgtgtggtta gtgttttttt 
ttttaaattt ctcttatata ggaaataata 
tggaaaacaa gaccatcatc taagtgattt 
caataattac agtaaattaa ataaagattc 
tagcagtaat aatgacatac actgaattga 
ctaacaaatg aaaatgtatc acctgttcct 
gaaactggaa tctgcaggta caggtattct 
gctgtcctga ggaagaggaa gcttttgatc 
gatgaacaat catctaaaat caatctattt 
tacttgctac ctactaccca caaaggactg 
tagcaaagat ctccaatgca ttcttcttct 
caagaaaaca gacacctatg aaatcatcta 
tgtctgaggg tccttcagaa gcacatttac 
cttgtaatac aggtaaacat cttcacaata 
catgtcagta ggctgatgtt gtttatattt 
taataacctt tgctgcttaa attcttccaa 
ctggtacaaa atttcagccc aatctggaac 
cctggtagaa ccgaggtagg gccagaatac 
tgagcattgt gttctggcca gtgttcagaa 
gccgctgaca gtgctgggcc tgtcgcacac 
ccaacatcag agtcagggcc ttcagcagca 
tgtcctccca gggctgagac tcaatcaatt 
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tcagttggat gcgggcagct gcctcgtggt 
3660 

acagggcaat catattgtgc ttttcactgt 
3720 

gcagggctgt tttcagggta ccactcggat 
3780 

agtgcttttt atgcagcaaa tcaaatatgt 
3840 

tgaggagccg taccaccagc ccatactcct 
3900 

tgtgggcggc ctgtaggact cggatgatgc 
3960 

gatgggccag gatcaggagc tctgtggtgc 
4020 

tcttatccaa caacttcatg cctaccaatg 
4080 

gaaatgtctg gctttcctct gttgggttga 
4140 

aagtaagcag ctcccgtgtc acctcttctg 
4200 

ggccctgtgt gctgatgaag gcctgggctc 
4260 

agattttccg gagcatggct tcaccatcct 
4320 

actccttggc aagatcatac agacagagga 
4380 

atttgcttgt cagcacttcc aggttagtta 
4440 

ccaggatcag gagctctgtg gtgcaagaaa 
4481 

<210> 4792 
<211> 179 
<212> PRT 

<213> Homo sapiens 



<400> 4792 



Tyr 


Cys 


Tyr 


Lys 


Ser 


Arg 


His 


Leu 


1 








5 








Ser 


Lys 


He 


Lys 


Leu 


His 


Thr 


Tyr 








20 










Asn 


Lys 


Asn. 


Lys 


Gin 


Trp 


Gly 


Lys 






35 










40 


Trp 


Asp 


Asn 


Ser 


Leu 


Ala 


He 


Cys 




50 










55 




Pro 


Ser 


Arg 


Tyr 


Thr 


Lys 


He 


Asn 


65 










70 






lie 


Lys 


Pro 


Lys 


Ser 


He 


Lys 


Phe 










85 








lie 


Leu 


Asp 


He 


Ser 


Ala 


Gly 


Lys 








100 










Ala 


He 


Thr 


Thr 


Lys 


Thr 


Lys 


He 






115 










120 


Asn 


Asn 


Phe 


Cys 


Thr 


Ala 


Lys 


Glu 



tctcgccaat ctcccggcac atgctgaagc 
ctccaggacg gcagcgtttg atgtagtcca 
ccaacttctt cctcattagc acttcaaagt 
atgtcatctc gttgtacctt ccaatgccag 
cactgggggc caggtggtta tctgtgagca 
cctccatgtg gcacgtcagg gtgaagcaat 
aagacagttc cccatgggga acggaggaaa 
tgcggtcttg acacagagtg gtcagctgaa 
acatctgctt atgtcctgtt ccctgtgatg 
ccacgagttc agccacagta tctggcttaa 
gtttgcatcg gtcaggctgc tgagaggcca 
gagcagcaac atctgtgtag gaacagccca 
cctgtcgaca gtagttcttc ccatggaggc 
ccacttcatt actggtgaag cacgtatggg 
gttccccatg g 



Ser 


Gin 


Trp 


Asn 


Arg 


He 


Glu 


His 




10 










15 




His 


His 


Leu 


He 


Val 


Asp 


Lys 


Ala 


25 










30 






Gly 


Thr 


Leu 


Phe 


Asn 


Lys 


Trp 


Cys 










45 








Arg 


He 


Val 


Lys 


Leu 


Asp 


Pro 


Tyr 








60 










Ser 


Arg 


Trp 


He 


Lys 


Asp 


Leu 


Asn 






75 










80 


Leu 


Glu 


Asp 


Asn 


Pro 


Gly 


Asn 


Ala 




90 










95 




Asp 


Leu 


Met 


Met 


Asn 


Thr 


Xaa 


Lys 


105 










110 






Asp 


Lys 


Trp 


Asp 


Leu 


He 


Lys 


Leu 










125 








Thr 


lie 


Asn 


Arg 


Val 


Asp 


Arg 


Gin 
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130 135 140 

Pro Thr Olu Trp Glu Lys Val Leu Ala Trp Glu Lys He Phe Ser Asn 



155 



Tyr Ala Ser Asp Lys Gly Leu He Ser Ser lie Tyr Lys Glu Leu Lys 
165 170 175 

Gin He Tyr 



<210> 4793 
<211> 1242 
<212> DNA 

<213> Homo sapiens 

caattg'clat taaacatgga cagaaaatcc tcctccccgt tgttcttaga acaagaataa 
caatgaagtt aaaagccacc tggaagggcc cctcctcacc cttggtctct caaattccat 
««t.gtcc tcctgaaggc ccacagcacc actgccgtca gccagcctct tggcaggttg 
ataggtgact tcacctggta ccaacaacac agatgctttc caacaccata acaacctcac 
agacgccctt tttaatatct gcgtatgtta cgttatagag ctgtaccatg agttagtgtc 
tactttcgtc cattcacatt gctataaagg attacctgag gctgggtaat taaagaggtt 
"cttggctc acggctctgc aggctgtaca agcagcacgg tgccagcgtc tgcttctggt 
gagggcctca ggctactccc agcatggcag aaggcgaagg agagctagcg tgtgcagaga 
"acatggca acagaggaag aaggcagagg tgctctttaa caaccagttc tcccgagaga 
gWccacgtg gctggaactt cacaatcatg gcagaaggca cgtccgcgag gcatcctggg 
gctgcactgc tgatcctctt ctctctcccc tggccctgag tgccgecttc atgtggctca 
gcccttccgt ccttcaagcc ttcatcagct tcagggcagc cccgagtctg tgcccaggta 
cactggctaa aatgcagtgt cttccaaata gccatatctc attttaatca gggagcaatt 
ccagcatgga agtccccatc atgctcctgc tggcaggtac aggtgccagt ttgtgacgga 
cgaaageacc gacagcccac gcgtcttcat catggaggcc tgtgccccag actgtgccca 
gcacaacagc tgggcggcaa gggtgggcca gggtcgagca aatgacacgt tccctttggc 
taaggaagac accccagaag caaaatgctc catgcaacag ccaggcattc aggctacaag 
ctcggtggcg gggaggcagc cgggagcctt ctcagaggag aagggtcccg tgatcattcc 
acagacgctt ttagagctct gggc-.caggg taaccgacca attatggtgc tgccagaggg 
ccJgcattta ctatacacac gtcacaaaat caggcttccc cgggaggagc catcggactc 
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tgtgcagagg gcccatgtga caatataaaa ggtcgacgcg gc 
1242 

<210> 4794 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 4794 

Met Glu Ala Cys Ala Pro Asp Cys Ala Gin His Asn Ser Trp Ala Ala 

15 10 15 

Arg Val Gly Gin Gly Arg Ala Asn Asp Thr Phe Pro Leu Ala Lys Glu 

20 25 30 

Asp Thr Pro Glu Ala Lys Cys Ser Met Gin Gin Pro Gly He Gin Ala 

35 40 45 

Thr Ser Ser Val Ala Gly Arg Gin Pro Gly Ala Phe Ser Glu Glu Lys 

50 55 60 

Gly Pro Val He He Pro Gin Met Leu Leu Glu Leu Trp Ala Gin Gly 
65 70 75 80 

Asn Arg Pro He Met Val Leu Pro Glu Gly Leu His Leu Leu Tyr Thr 

65 90 95 

Arg His Lys lie Arg Leu Pro Arg Glu Glu Pro Ser Asp Ser Val Gin 

100 105 HO 

Arg Ala His Val Thr He 
115 

<210> 4795 . 
<211> 2117 
- <212> DNA 
<213> Homo sapiens 

<400> 4795 

nnattgtttt cctgatttca ttaagttgtc tatttatatt cctttatatc tcactgagtc 
60 

tccttaagat cattatgtgg aattctcttt cagaaaactc atacattttc atttatttgg 
120 

ggtcagttag cagagaatta ttgttttccc ttggtagtat cacttttcct tgctttttct 
180 

tatttcttgt gtccctgcat aggtgtctcc acatctggtg gtataatcgg ctctctcaaa 
240 

ctttatagag tggctttcag aggggaagat tttcatctgc agatgggcct ggggcttttg 
300 

gttgagcagg ctctggtggc tttcatttca tgtgggtcca ggccctccgg cagcagtgaa 
360 

ttgagagccc aggcctgcac ggcccacagt gcaggggtcc ccgggctctc catccccact 
420 

tccagttggc tacccctgat gaaggggcca cctgaggtgg ctcagagtaa tatccagacc 
480 

cagccagtga acagggagat ggatgctgcc ggctttgact tctcactgcc atgcactcaa 
540 

aagctaacac agaatggcac aaggagtcag tggggcctct ccctgccagc tctcatgacc 
600 

gagggcagtg taaaacatgg tttaggagat gtttctatcc tcaagaagac attcagcacc 
660 
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aggcttcaga actcagattg gtctctcacc actttgaaag actgcatgac tcttcaccca 
720 

ctagaggcat cacctcccca ggacaaacag ccctccatca tgaaggacca acattgcatg 
780 

aactggtgct tggccccacc agagggaaat gcaaacgtgg catttagccc atatggcttt 
840 

cttgcatggg gtcactacat cagtgccatg gacccctgca ccctcttacc cttggcgggt 
900 

ccacatgccc aggcccccca gggtgtggcc ccaaaagtga caaccagagg attgggacca 
960 

gcaggagcat cactgtggac agtctatgag gacagtaaga gacagggcct gtccctggag 
1020 

attgtacagg gcttgcaagg acaggctggt cctgagagca tcagccctgt cgtgactgta 
1080 

ccccaaagag gcatcaggcc ctttgggaag ttggacagga acaccagaat ggccagcctt 
1140 

gactgcaagt ccctggagtg gcagcccctg gcaatacttc tggaacagaa aaacatggca 
1200 

gcagacgggc ccgtgctcaa ttcaccagag cccaagccag cccaaggcag ctgcttcctg 
1260 

ctacagagag tcgcttcaga agtgctttgt gctacagtcc ctgcccgtgg catccagggc 
1320 

tggccagagc ccaagccctc cccaggctca gagctctcag ccctcaaagc acacgaagtc 
1380 

ttacaaatca tgctgggctt acccactgag gacatgctgg tgagaaagca ggcaccacag 
1440 

cccctgttcc ttcctgatgg tcatgtgcag ctgtgctcca aaggacagca gaggttggaa 
1500 

cagagggcgt gtcggaggag atccagggac aacactcaac agaggaacac tgatatgtct 
1560 

ccatatcccc agcgcccagc ccagggcctg gtgtggagca gagcagaccc caccacggtt 
1620 

acagacagcg atgcagacat aacactacaa gcatatccaC caggagtcaa gtcatggggc 
1680 

tgtccccagg aaatcagctc attagtgtgg ctgaccaagg ccatgctggc ccttagaggt 
1740 

ggctgctcca gctccagcag cgactctatg ggcaggaaag cctgggttct gttcaaccca 
1800 

cagcagacca cactcaggtg ggccctgtaa gtgagccctt tcttccaaaa tggccactgg 
1860 

atccaatttc tctcactggg aatcaaggca gcattggtag gtaacaaatg tgtgaacaga 
1920 

caaaccagct tctgagtaga atcctattac ataaaacctg acaagctgca gagggcatct 
1980 

ggtcacccat gtagttctat cagtgggcaa atccaagcac tctggagagg gacaagtact 
2040 

tgcctaatga ctgcaagact cccaacccag cactgtatcc aagcacacac cacaaccatg 
2100 

tcctcccaga ctcctgg 
2117 

<210> 4796 
<211> 541 
<212> PRT 

( 
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<213> Homo sapiens 



<400> 4796 



Val 


Ser 


Thr 


Ser 


Gly 


Gly 


He 


He 


Gly Ser 


Leu 


Lys 


Leu 


Tyr 


Arg 


Val 


1 








5 










10 










15 




Ala 


Phe 


Arg 


Gly 


Glu 


Asp 


Phe 


His 


Leu 


Gin 


Met 


Gly Leu Gly 


Leu 


Leu 








20 










25 










30 






Val 


Glu 


Gin 


Ala 


Leu 


Val 


Ala 


Phe 


He 


Ser 


Cys 


Gly Ser Arg 


Pro 


Ser 






35 










40 










45 








Gly Ser 


Ser 


Glu 


Leu 


Arg Ala Gin Ala Cys 


Thr 


Ala 


His 


Ser Ala Gly 




50 










55 










60 










Val 


Pro 


Gly 


Leu 


Ser 


He 


Pro 


Thr 


Ser 


Ser 


Trp 


Leu 


Pro 


Leu 


Met 


Lys 


65 










70 










75 










80 


Gly Pro 


Pro 


Glu 


val 


Ala 


Gin 


Ser 


Asn 


He 


Gin 


Thr 


Gin 


Pro 


Val 


Asn 










85 










90 










95 




Arg 


Glu 


Met 


Asp 
100 


Ala 


Ala 


Gly 


Phe 


Asp 
105 


Phe 


Ser 


Leu 


Pro 


Cys 
110 


Thr 


Gin 


Lys 


Leu 


Thr 


Gin 


Asn 


Gly Thr Arg 


Ser 


Gin 


Trp 


Gly Leu 


Ser 


Leu 


Pro 






115 










120 










125 








Ala 


Leu 


Met 


Thr 


Glu 


Gly 


Ser 


Val 


Lys 


His 


Gly Leu Gly Asp Val 


Ser 




130 










135 










140 










He 


Leu 


Lys 


Lys 


Thr 


Phe 


Ser 


Thr 


Arg 


Leu 


Gin 


Asn 


Ser 


Asp 


Trp 


Phe 


145 










150 










155 










160 


Leu 


Thr 


Thr 


Leu 


Lys 
16 5 


Asp 


Cys 


Met 


Thr 


Leu 
170 


His 


Pro 


Leu 


Glu 


Ala 
175 


Ser 


Pro 


Pro 


Gin 


Asp 
180 


Lys 


Gin 


Pro 


Ser 


He 
185 


Met 


Lys 


Asp 


Gin 


His 
190 


Cys 


Met 


Asn 


Trp 


Cys 
195 


Leu 


Ala 


Pro 


Pro 


Glu 
200 


Gly 


Asn 


Ala 


Asn 


Val 
205 


Ala 


Phe 


Ser 


Pro 


Tyr 


Gly 


Phe 


Leu 


Ala 


Trp 


Gly His 


Tyr 


He 


Ser 


Ala 


Met 


Asp 


Pro 




210 










215 










220 










Cys 


Thr 


Leu 


Leu 


Pro 


Leu 


Ala 


Gly 


Pro 


His 


Ala 


Gin 


Ala 


Pro 


Gin Gly 


225 










230 










235 










240 


Val 


Ala 


Pro 


Lys 


Val 


Thr Thr Arg Gly Leu Gly 


Pro 


Ala 


Gly 


Ala 


Ser 










245 










250 










255 




Leu 


Trp 


Thr 


Val 


Tyr 


Glu 


Asp 


Ser Lys 


Arg 


Gin Gly 


Leu 


Ser 


Leu 


Glu 








260 










265 










270 






He 


Val 


Gin 


Gly 


Leu 


Gin Gly Gin Ala Gly Pro Glu 


Ser 


He 


Ser 


Pro 






275 










280 










285 








val 


Val 


Thr 


Val 


Pro 


Gin 


Arg 


Gly 


He 


Arg 


Pro 


Phe 


Gly Lys 


Leu 


Asp 




290 










295 










300 










Arg 


Asn 


Thr 


Arg 


Met 


Ala 


Ser 


Leu Asp 


Cys 


Lys 


Ser 


Leu 


Glu 


Trp 


Gin 


305 










310 










315 










320 


Pro 


Leu 


Ala 


He 


Leu 


Leu 


Glu 


Gin Lys Asn 


Met 


Ala 


Ala Asp 


Gly 


Pro 










325 










330 










335 




Val 


Leu 


Asn 


Ser 


Pro 


Glu 


Pro 


Lys 


Pro 


Ala 


Gin Gly 


Ser 


Cys 


Phe 


Leu 








340 










345 










350 






Leu 


Gin 


Arg 


Val 


Ala 


Ser 


Glu 


Val 


Leu Cys 


Ala 


Thr 


Val 


Pro 


Ala 


Arg 






355 










360 










365 








Gly 


He 
370 


Gin 


Gly 


Trp 


Pro 


Glu 
375 


Pro 


Lys 


Pro 


Ser 


Pro 
380 


Gly 


Ser 


Glu 


Leu 


Ser 


Ala 


Leu 


Lys 


Ala 


His 


Glu 


Val 


Leu 


Gin 


lie 


Met 


Leu 


Gly 


Leu 


Pro 


385 










390 










395 










400 


Thr 


Glu 


Asp 


Met 


Leu 


Val 


Arg 


Lys 


Gin 


Ala 


Pro 


Gin 


Pro 


Leu 


Phe 


Leu 
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405 










410 






415 




Pro Asp 


Gly His 


Val 


Gin 


Leu 




Ser 


Lys 


Gly Gin Gin 


Arg 


Leu 


Glu 






420 










425 






430 






Gin 


Arg 


Ala Cys 


Arg Arg 


Arg 


Ser 




Asp 


Asn Thr Gin 


Gin 


Arg 


Asn 






435 








440 






445 








Thr 


Asp 
450 


Met Ser 


Pro 


Tyr 


Pro 
455 


Gin 


Arg 


Pro 


Ala Gin Gly 
460 


Leu 


Val 


Trp 


Ser 


Arg 


Ala Asp 


Pro 


Thr 


Thr 


Val 


Thr 


Asp 


Ser Asp Ala 


Asp 


lie 


Thr 


465 






470 










475 






480 


Leu 


Gin 


Ala Tyr 


Pro 
485 


Ser 


Gly 


Val 


Lys 


Ser 
490 


Trp Gly Cys 


Pro 


Gin 
495 


Glu 


lie 


Ser 


Ser Leu 


Val 


Trp 


Leu 


Thr 


Lys 


Ala 


Met Leu Ala 


Leu Arg 


Gly 






500 










505 






510 






Gly 


Cys 


Ser Ser 


Ser 


Ser 


Ser 


Asp 


Ser 


Met 


Gly Arg Lys 


Ala 


Trp 


Val 


515 








520 






525 








Leu 


Phe 
530 


Asn Pro 


Gin 


Gin 


Thr 
535 


Thr 


Leu 


Arg 


Trp Ala Leu 
540 









<210> 4797 

<211> 2848 

<212> DNA 

<213> Homo sapiens 

<400> 4797 

ncctccctcc ttccttccgc cgcaacatgg ctaacaacag ccccgcgctg acaggcaact 
60 

cgcagccgca gcaccaggcg gctgcagctg cggctcagca acagcagcag tgcggcggcg 
120 

gcggcgctac caagccggcg gtctccggca agcagggcaa tgtgctcccg ctctggggca 
180 

acgagaagac catgaacctc aaccccatga tcctgaccaa catcctgtcg tcgccttact 
240 

tcaaagtaca gctctacgag ctcaagacct accacgaggt ggtggacgag atctacttta 
300 

aggtcacgca cgttgaacca tgggagaaag gaagcaggaa aacagcgggc cagacaggga 
360 

tgtgcggagg ggtaagtaga agttcgaggt gttggaacag gaggaattgt ttctacagca 
420 

ttttgcctgt tatacaaatt atttaccctg aagttaactc gaaagcaagt gatgggtctt 
480 

ataacacaca cagactctcc atatattaga gcgcttggat ttatgtatat aagatataca 
54 0 

cagcccccta cagatctgtg ggactggttt gaatccttcc ttgatgatga agaggactta 
600 

gatgtgaagg ctggtggagg ctgtgtaatg accattggag aaatgctacg atcttttctc 
660 

acaaaactgg agtggttttc taccttgttt ccaagaattc cagttccagt tcaaaagaat 

720 

attgatcaac agattaaaac ccgacctaga aaaatcaaga aagatgggaa ggaaggtgct 
780 

gaggaaatag acagacatgt tgaacgcaga cgttcaaggt ctccaaggag atctctgagt 
840 

ccacggaggt ccccaagaag gtcaagaagt agaagtcatc atcgggaggg ccatgggtct 
900 
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tctagttttg acagagaatt 
960 

aaagaaaggg agaaagaacg 
1020 

cgcagcagaa gtagggaaag 
1080 

agaagggaca gggatcgaga 
1140 

gactatgata aggaaagagg 
1200 

tccaaggaac agagaagtag 
1260 

gataggcggc acagagatga 
1320 

agaagcagag aaaggaaaca 
1380 

agaagtagaa gcaaagagaa 
1440 

aaacgaagtc gaagtggcag 
1500 

gaacatagtc ccagcaaaga 
1560 

aaacgagatc acagtgatag 
1620 

agtatagaac aagagagcca 
1680 

tattttgtaa aagtggatca 
1740 

acgctgagat tgtgcagtag 
1800 

ttcctctttc gtgtagggaa 
1860 

caattgttaa gtttgataca 
1920 

gaaatgtaca gtctgtacat 
1980 

tgttggttaa atttgtataa 
2040 

tgggattatg gtttgtgtac 
2100 

agactttgag aatggatctt 
2160 

agaaggcagc attgtaggat 
2220 

gttaatatgt tacacttaat 
2280 

agtttctgat gcagaggttt 
2340 

ctcaaaggga cacttagtat 
2400 

aaaatacatg acatgtaatc 
2460 

ttaaagaaaa aaattaatgt 
2520 



agaaagagag aaagaacgcc 
gcgaagatcc cgaagtattg 
gcatagaagt cgcagtcgaa 
aagagagaaa gaaaatgaga 
aaatgaacga gaaaaagaga 
gggagaggta gaagagaaga 
caaaagagat tccaagaaag 
cagaagtagg agtcgaagta 
atcaagtaaa cataaaaatg 
tcaaggaaga actgacagtg 
aaaatctaga aagcgtagta 
taaggaccag tcagacaaac 
agaaaaacag cataaaaaca 
cattgaatcc tataaatgat 
ttcgcactcc tcaagctctc 
gtgcctttgt aattccattt 
tgatgcacag attgttcttg 
atgtcctgaa aatgttttaa 
ggcaataaac tgccactaat 
tgaagttagc atggctgtgc 
ggatgtctat tataggagaa 
taacattctt gtctactgta 
attctccaca gttaccttta 
ttaggctgtg atttcatcaa 
gcctaaaatt tattcactta 
tttttttctt gaattctttc 
ctaaagccta gcattcttgc 



agcgactaga gcgtgaagcc 
accgggggtt agaacgcagg 
gtcgtgatag gaaaggggat 
gaggtagaag acgagatcgt 
gagagcgatc aagagaaagg 
aacataaaga agacaaagat 
agaaaaaaca cagtagaagc 
gaaatgcagg gaaacgaagt 
aaagtaaaga aaaatcaaat 
ttgaaaaatc aaaaaaacgg 
gaagcaaaga acgttcccac 
atgatcgtcg aaggagccaa 
aagatgagac tgtgtgaaaa 
taaatctgct tttttccccc 
cctgtaggct gcattttcat 
attgcattgg tgttttcacc 
catttttatt gtttgttttt 
ttcctttggc atggttgcca 
ctatttttgt tttgtaggtg 
ttttcgtaat agaatgctaa 
gtatgtgctg ccaatgtaca 
tattatcttg gaaggctctt 
gagagaattt atgagaagtt 
aagtcctttt agcattctac 
gttttccttt tttatttgaa 
tcagatttta aagtactata 
agaaccctat actaacatgt 
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aatggggaga gggtggggca gatgagtaga gaaacagatt caagcctcaa gcttccaaag 
2580 

catttttata aatggaaaat ccttaaatta tgaaacagct tgatatagtg tccttttttt 
2640 

aaaattcaga acttttttta ttgataatgg agattgctgt ttgagttttt aaacttaatc 
2700 

tagaacagag gagtattaaa agtaatgctg tgctgcatta tttaagacta tcagcaaatt 
2760 

atttgataga ttgttcttac aacttgtatt ctgattacag aaccatcatg agtgtggaat 
2B20 

aaatactgga ttaaatcctt taaaaaaa 
2848 

<210> 4798 

<211> 401 

<212> PRT 

<213> Homo sapiens 



Met Gly Leu He Thr His Thr Asp Ser Pro Tyr He Arg Ala Leu Gly 

1 5 10 15 

Phe Met Tyr He Arg Tyr Thr Gin Pro Pro Thr Asp Leu Trp Asp Trp 

20 25 30 

Phe Glu Ser Phe Leu Asp Asp Glu Glu Asp Leu Asp Val Lys Ala Gly 

35 40 45 

Gly Gly Cys Val Met Thr He Gly Glu Met Leu Arg Ser Phe Leu Thr 

50 55 60 

Lys Leu Glu Trp Phe Ser Thr Leu Phe Pro Arg He Pro Val Pro Val 
65 70 75 80 

Gin Lys Asn He Asp Gin Gin He Lys Thr Arg Pro Arg Lys He Lys 

85 90 95 

Lys Asp Gly Lys Glu Gly Ala Glu Glu He Asp Arg His Val Glu Arg 

100 105 HO 

Arg Arg Ser Arg Ser Pro Arg Arg Ser Leu Ser Pro Arg Arg Ser Pro 

115 120 125 

Arg Arg Ser Arg Ser Arg Ser His His Arg Glu Gly His Gly Ser Ser 

130 135 140 

Ser Phe Asp Arg Glu Leu Glu Arg Glu Lys Glu Arg Gin Arg Leu Glu 
145 150 155 160 

Arg Glu Ala Lys Glu Arg Glu Lys Glu Arg Arg Arg Ser Arg Ser He 

165 170 175 

Asp Arg Gly Leu Glu Arg Arg Arg Ser Arg Ser Arg Glu Arg His Arg 

180 185 190 

Ser Arg Ser Arg Ser Arg Asp Arg Lys Gly Asp Arg Arg Asp Arg Asp 

195 200 205 

Arg Glu Arg Glu Lys Glu Asn Glu Arg Gly Arg Arg Arg Asp Arg Asp 

210 215 220 

Tyr Asp Lys Glu Arg Gly Asn Glu Arg Glu Lys Glu Arg Glu Arg Ser 
225 230 235 240 

Arg Glu Arg Ser Lys Glu Gin Arg Ser Arg Gly Glu Val Glu Glu Lys 

245 250 255 

Lys His Lys Glu Asp Lys Asp Asp Arg Arg His Arg Asp Asp Lys Arg 

260 265 270 

Asp Ser Lys Lys Glu Lys Lys His Ser Arg Ser Arg Ser Arg Glu Arg 
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275 










Lys 


His 


Arg 


Ser Arg 


Ser Arg 


Ser 




290 








295 




Ser Arg 


Ser 


Lys 


Glu 


Lys Ser 


Ser 


305 










310 




Lys 


Ser 


Asn 


Lys 


Arg 


Ser Arg 


Ser 










325 






Val 


Glu 


Lys 


Ser 


Lys 


Lys Arg 


Glu 








340 








Arg 


Lys 


Arg 


Ser 


Arg 


Ser Lys 


Glu 






355 








360 


Asp 


Ser 


Lys 


Asp 


Gin 


Ser Asp 


Lys 




370 








375 




lie 


Glu 


Gin 


Glu 


Ser 


Gin Glu 


Lys 



385 390 
Val 



285 

Arg Asn Ala Gly Lys Arg Ser Arg 
300 

Lys His Lys Asn Glu Ser Lys Glu 
315 320 
Gly Ser Gin Gly Arg Thr Asp Ser 

330 335 
His Ser Pro Ser Lys Glu Lys Ser 
345 350 
Arg Ser His Lys Arg Asp His Ser 
365 

His Asp Arg Arg Arg Ser Gin Ser 
380 

Gin His Lys Asn Lys Asp Glu Thr 
395 400 



<210> 4799 
<211> 358 
<212> DNA 

<213> Homo sapiens 
<400> 4799 

gctagcctgg ctggagaacg tgtggctctg gatcaccttt ctgggcgatc ccaagatcct 
60 

ctttctgttc tacttccccg cggcctacta cgcctcccgc cgtgtgggca tcgcggtgct 
120 

ctggatcagc ctcatcaccg agtggctcaa cctcatcttc aagtggtgag acagagaagc 
180 

cctccggcat cctggtcccc acccccgagg gccctgagtc atgtgtttct ttttggagac 
240 

aggccctttt ggtgggtcca tgagtctggt tactacagcc aggctccagc ccaggttcac 
300 

cagttcccct cttcttgtga gactggtcca ggcagccctt ctggacactg catgatca 
358 



<210> 4800 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 4800 

Ala Ser Leu Ala Gly Glu Arg Val Ala Leu Asp His Leu Ser Gly Arg 

15 10 15 

Ser Gin Asp Pro Leu Ser Val Leu Leu Pro Arg Gly Leu Leu Arg Leu 

20 25 30 

Pro Pro Cys Gly His Arg Gly Ala Leu Asp Gin Pro His His Arg Val 

35 40 45 

Ala Gin Pro His Leu Gin Val Val Arg Gin Arg Ser Pro Pro Ala Ser 

50 55 60 

Trp Ser Pro Pro Pro Arg Ala Leu Ser His Val Phe Leu Phe Gly Asp 
65 70 75 80 

Arg Pro Phe Trp Trp Val His Glu Ser Gly Tyr Tyr Ser Gin Ala Pro 
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85 90 95 

Ala Gin Val His Gin Phe Pro Ser Ser Cys Glu Thr Gly Pro Gly Ser 

100 105 110 

Pro Ser Gly His Cys Met He 
115 

<210> 4801 

<211> 1447 

<212> DNA 

<213> Homo sapiens 

<400> 4801 

ttggagatca gagggtcgac gctgcttcgt tgcctggact ctggtttccg ccctggagca 
60 

agccggggcc tggtcggcag ctgggccgcc atggagtcca cgctgggcgc gggcatcgtg 
120 

atagccgagg cgctacagaa ccagctagcc tggctggaga acgtgtggct ctggatcacc 
180 

tttctgggcg atcccaagat cctctttctg ttctacttcc ccgcggccta ctacgcctcc 
240 

cgccgtgtgg gcatcgcggt gctctggatc agcctcatca ccgagtggct caacctcatc 
300 

ttcaagtggt ttctttttgg agacaggccc ttttggtggg tccatgagtc tggttactac 
360 

agccaggctc cagcccaggt tcaccagttc ccctcttctt gtgagactgg tccaggcagc 
420 

ccttctggac actgcatgat cacaggagca gccctctggc ccataatgac agccctgtct 
480 

tcgcaggtgg ccactcgggc ccgcagccgc tgggtaaggg tgatgcctag cctggcttat 
540 

tgcaccttcc ttttggcggt tggcttgtcg cgaatcttca tcttagcaca tttccctcac 
600 

caggtgctgg ctggcctaat aactggcgct gtcctgggct ggctgatgac tnnccccgag 
660 

tgcctatgga gcgggagcnt aagcttctat gggttgactg cactggccct catgctaggc 
720 

accagcctca tctattggac cctctttaca ctgggcctgg atctttcttg gtccatcagc 
780 

ctagccttca agtggtgtga gcggcctgag tggatacacg tggatagccg gccctttgcc 
B40 

tccctgagcc gtgactcagg ggctgccctg ggcctgggca ttgccttgca ctctccctgc 
900 

tatgcccagg tgcgtcgggc acagctggga aatggccaga agatagcctg ccttgtgctg 
960 

gccatggggc tgctgggccc cctggactgg ctgggccacc cccctcagat cagcctcttc 
1020 

tacattttca atttcctcaa gtacaccctc tggccatgcc tagtcctggc cctcgtgccc 
1080 

tgggcagtgc acatgttcag tgcccaggaa gcaccgccca tccactcttc ctgacttctt 
1140 

gtgtgcctcc ctttcctttc cctcccacaa agccaacact ctgtgaccac cacactccag 
1200 

gaggcagccc catccccttc cagcccctaa gtaggccctc ccctccctaa atctgcttcc 
1260 
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gcaccacctg gtcttagccc 
1320 

ctctgccttt cctctcaagc 
1380 

gcaacactgt gaggggcagc 

1440 

aaaaaaa 

1447 



caaagatggg ccttctctct 
ccccaaagag caaaggcaac 
cagggcggcc ccaataaagc 



cccagataag ttggtcctcc 
agcaagacca gcgggttctt 
ccttgaatac tttgaaaaaa 



<210> 4802 

<211> 377 

<212> PRT 

<213> Homo sapiens 



<400> 4802 
Leu Glu lie Arg 
1 

Arg Pro Gly Ala 
20 

Ser Thr Leu Gly 
35 

Leu Ala Trp Leu 
50 

Pro Lys He Leu 
65 

Arg Arg Val Gly 

Leu Asn Leu He 
100 

Trp Val His Glu 
115 

Gin Phe Pro Ser 
130 

Cys Met He Thr 
145 

Ser Gin Val Ala 

Ser Leu Ala Tyr 
180 

Phe He Leu Ala 
195 

Gly Ala Val Leu 
210 

Gly Ser Xaa Ser 

225 . 

Thr Ser Leu He 

Trp Ser He Ser 
260 

His Val Asp Ser 
275 

Ala Leu Gly Leu 
290 

Arg Arg Ala Gin 



Gly Ser Thr Leu 
5 

Ser Arg Gly Leu 

Ala Gly He Val 
40 

Glu Asn Val Trp 
55 

Phe Leu Phe Tyr 
70 

He Ala Val Leu 
85 

Phe Lys Trp Phe 

Ser Gly Tyr Tyr 
120 

Ser Cys Glu Thr 
135 

Gly Ala Ala Leu 
150 

Thr Arg Ala Arg 
165 

Cys Thr Phe Leu 

His Phe Pro His 
200 

Gly Trp Leu Met 
215 

Phe Tyr Gly Leu 
230 

Tyr Trp Thr Leu 
245 

Leu Ala Phe Lys 

Arg Pro Phe Ala 
280 

Gly He Ala Leu 
295 

Leu Gly Asn Gly 



Leu Arg Cys Leu 
10 

Val Gly Ser Trp 
25 

He Ala Glu Ala 

Leu Trp He Thr 
60 

Phe Pro Ala Ala 
75 

Trp He Ser Leu 
90 

Leu Phe Gly Asp 
105 

Ser Gin Ala Pro 

Gly Pro Gly Ser 
140 

Trp Pro He Met 
155 

Ser Arg Trp Val 
170 

Leu Ala Val Gly 
185 

Gin Val Leu Ala 

Thr Xaa Pro Glu 
220 

Thr Ala Leu Ala 
235 

Phe Thr Leu Gly 
250 

Trp Cys Glu Arg 
265 

Ser Leu Ser Arg 

His Ser Pro Cys 
300 

Gin Lys He Ala 



Asp Ser Gly Phe 
15 

Ala Ala Met Glu 
30 

Leu Gin Asn Gin 
45 

Phe Leu Gly Asp 

Tyr Tyr Ala Ser 
80 

He Thr Glu Trp 
95 

Arg Pro Phe Trp 
110 

Ala Gin Val His 
125 

Pro Ser Gly His 

Thr Ala Leu Ser 
160 

Arg Val Met Pro 
175 

Leu Ser Arg lie 
190 

Gly Leu He Thr 
205 

Cys Leu Trp Ser 

Leu Met Leu Gly 
240 

Leu Asp Leu Ser 
255 

Pro Glu Trp He 
270 

Asp Ser Gly Ala 
285 

Tyr Ala Gin Val 
Cys Leu Val Leu 
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305 




310 










Ala Met Gly 


Leu 


Leu Gly 


Pro 


Leu 


Asp Trp 




325 








330 


He Ser Leu 


Phe 


Tyr He 


Phe 


Asn 


Phe 


Leu 




340 








345 




Cys Leu Val 


Leu 


Ala Leu 


Val 


Pro Trp 


Ala 


355 








360 






Gin Glu Ala 


Pro 


Pro He 


His 


Ser 


Ser 




370 






375 








<210> 4803 














<211> 564 














<212> DNA 















315 320 
Leu Gly His Pro Pro Gin 
335 

Lys Tyr Thr Leu Trp Pro 
350 

Val His Met Phe Ser Ala 
365 



<213> Homo sapiens 
<400> 4803 

ggaaagccca gcacttagaa tcagcacact taggcactag cttataaaat attctgttgt 
60 

ataaaaaaag agagagagtg cctgtgtgca catgctgccc tgtacctagc cacatgactt 
120 

ccaaaacctg ctaatgcctg atttccatta cgtgctactc ctcaaatggc agcggcttct 
180 

gaatattaca gagatggtgt gctgtttgct tttctctttt gttgtagcat aaaactgttc 
240 

attttagctt agtgacattt gtcaagaata gcaacctttt tgcttccaag ggacttgaag 
300 

gaagttaaat ttagatgctt tcctctcttc ttattttgtg gaggtatttc ctgttcagta 
360 

gcaaatcagt tatagaatat attagcattg ttatatttta aactaatgac taatcatttc 
420 

agctttattc atactgttgc attttatatt tcacagggag caatagaaaa agtgaaagaa 
480 

agtgacaaac tagttgcaac aagtaaaatc accctacaag acaaacagaa catggtgaag 
540 

agagtcagca tcatgtctta cgcg 
564 

<210> 4804 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<400> 4804 

Met Thr Asn His Phe Ser Phe lie His Thr Val Ala Phe Tyr He Ser 

15 10 15 

Gin Gly Ala He Glu Lys Val Lys Glu Ser Asp Lys Leu Val Ala Thr 

20 25 30 

Ser Lys He Thr Leu Gin Asp Lys Gin Asn Met Val Lys Arg Val Ser 

35 40 45 

He Met Ser Tyr Ala 
50 

<210> 4805 
<211> 1619 
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<212> DNA 

<213> Homo sapiens 
<400> 4805 

ggccttggat acctggcccg ggatgctggg cggcgtcagg taaccatgga gaaagagctg 
60 

cggagtacca ttcttttcaa tgcctacaaa aaggagatat ttaccaccaa caatggctac 
120 

aaatccatgc agaaaaaact tcggagtaat tggaagattc agagcttaaa agatgaaatc 
180 

acatctgaga agttaaatgg agtaaaactg tggattacag ctgggccaag ggaaaaattt 
240 

actgcagctg agtttgaaat cctgaagaaa tatcttgaca ctggtgggga tgtccttgtg 
300 

atgctagggg aaggtggaga atccagattt gacaccaata ttaacttttt actagaagaa 
360 

tatggaatca tggttaataa tgatgctgtg gttagaaatg tatatcacaa atatttccat 
420 

cctaaagaag ctctagtttc cagtggagtc ttgaacaggg aaattagccg agctgcagga 
4B0 

aaggctgtgc tggcgatcat tgatgaggaa agcagtggaa acaatgccca ggctctcacc 
540 

tttgtgtatc cttttggtgc cacattgagt gtcatgaaac cagcagtggc ggttctgtct 
600 

acaggttctg tctgcttccc acttaacaga cccattttgg ctttctatca ctcaaagaac 
660 

caaggtggga agctggcagt gcttggttca tgtcacatgt tcagtgatca atatttggac 
720 

aaagaagaaa acagcaaaat catggatgtt gttgttttcc agtggctcac gacaggagac 
780 

atccacctaa accagattga tgctgaggac ccagagattt ctgactacat gatgctgccc 
840 

tacacagcca ccctatcaaa gcggaatcga gagtgtctcc aggagagtga tgagatccca 
900 

agggacttta ccaccctctt cgacctgtcc atcttccagc tggataccac ctccttccac 
960 

agcgtcatcg aggctcacga gcagctaaat gtgaaacatg aaccactcca gctcatccag 
1020 

cctcagtttg agacgccgct gccaaccctt cagcctgcgg tttttcctcc cagtttccgg 
1080 

gagttaccac ctcctcctct ggagctattt gatttagatg aaacgttctc ctctgagaag 
1140 

gcacggctgg ctcagattac caataagtgt actgaagaag acctggaatt ttatgtcagg 
1200 

aagtgtggtg atattcttgg agtaaccagt aaactaccaa aggaccaaca ggatgccaaa 
1260 

catatccttg agcacgtctt cttccaagtg gtggagttca agaaattgaa ccaggaacat 
1320 

gacatcgata caagtgaaac agcattccag aacaatttct gaagaccatg cctcttgaag 
1380 

ctttttctgc ctcctgattc tctctttgta aactattttc aaattgtttt tcaactcctt 
1440 

atcaaaattg tttatacact ctttcctcca tgagctctgg aaggtatatg catcttctgt 
1500 
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aatactcaga taggtataag atttttcaca aaatccttat gtaagataca ttccattttt 
1560 

aaaaattaaa tgtatggttg catctgtctt tttataccct aaaaaaaaaa aaaaaaaaa 
1619 

<210> 4806 

<211> 438 

<212> PRT 

<213> Homo sapiens 

<400> 4806 

Met Glu Lys Glu Leu Arg Ser Thr He Leu Phe Asn Ala Tyr Lys Lys 

15 10 15 

Glu He Phe Thr Thr Asn Asn Gly Tyr Lys Ser Met Gin Lys Lys Leu 

20 25 30 

Arg Ser Asn Trp Lys He Gin Ser Leu Lys Asp Glu He Thr Ser Glu 

35 40 45 

Lys Leu Asn Gly Val Lys Leu Trp He Thr Ala Gly Pro Arg Glu Lys 

50 55 60 

Phe Thr Ala Ala Glu Phe Glu He Leu Lys Lys Tyr Leu Asp Thr Gly 
65 70 75 80 

Glv Asp Val Leu Val Met Leu Gly Glu Gly Gly Glu Ser Arg Phe Asp 

85 90 95 

Thr Asn He Asn Phe Leu Leu Glu Glu Tyr Gly He Met Val Asn Asn 

100 105 HO 

Asp Ala Val Val Arg Asn Val Tyr His Lys Tyr Phe His Pro Lys Glu 

115 120 125 

Ala Leu Val Ser Ser Gly Val Leu Asn Arg Glu He Ser Arg Ala Ala 

130 135 140 

Gly Lys Ala Val Leu Ala He He Asp Glu Glu Ser Ser Gly Asn Asn 
145 150 155 160 

Ala Gin Ala Leu Thr Phe Val Tyr Pro Phe Gly Ala Thr Leu Ser Val 

165 170 1 7 5 

Met Lys Pro Ala Val Ala Val Leu Ser Thr Gly Ser Val Cys Phe Pro 

180 185 190 

Leu Asn Arg Pro He Leu Ala Phe Tyr His Ser Lys Asn Gin Gly Gly 

195 200 205 

Lys Leu Ala Val Leu Gly Ser Cys His Met Phe Ser Asp Gin Tyr Leu 

210 215 220 

Asp Lys Glu Glu Asn Ser Lys He Met Asp Val Val Val Phe Gin Trp 
225 230 235 240 

Leu Thr Thr Gly Asp He His Leu Asn Gin He Asp Ala Glu Asp Pro 

245 250 255 

Glu He Ser Asp Tyr Met Met Leu Pro Tyr Thr Ala Thr Leu Ser Lys 

260 265 270 

Arg Asn Arg Glu Cys Leu Gin Glu Ser Asp Glu He Pro Arg Asp Phe 

275 280 285 

Thr Thr Leu Phe Asp Leu Ser He Phe Gin Leu Asp Thr Thr Ser Phe 

290 295 300 

His Ser Val He Glu Ala His Glu Gin Leu Asn Val Lys His Glu Pro 
305 310 315 320 

Leu Gin Leu He Gin Pro Gin Phe Glu Thr Pro Leu Pro Thr Leu Gin 

325 330 335 

Pro Ala Val Phe Pro Pro Ser Phe Arg Glu Leu Pro Pro Pro Pro Leu 
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340 








345 








350 






Glu 


Leu 


Phe 


Asp 


Leu Asp 


Glu 


Thr Phe Ser 


Ser 


Glu 


Lys 


Ala 


Arg 


Leu 






355 










360 






365 








Ala 


Gin 

370 


He 


Thr 


Asn 


Lys 


Cys 
375 


Thr Glu Glu 


Asp 


Leu 
380 


Glu 


Phe 


Tyr 


Val 


Arg Lys 


Cys 


Gly 


Asp 


He 


Leu 


Gly Val Thr 


Ser 


Lys 


Leu 


Pro 


Lys 


Asp 


385 










390 






395 










400 


Gin 


Gin 


Asp 


Ala 


Lys 
405 


His 


He 


Leu Glu His 
410 


Val 


Phe 


Phe 


Gin 


Val 
415 


Val 


Glu 


Phe 


Lys 


Lys 


Leu 


Asn 


Gin 


Glu His Asp 


He 


Asp 


Thr 


Ser 


Glu 


Thr 






420 








425 








430 






Ala 


Phe 


Gin 
435 


Asn 


Asn 


Phe 



















<210> 4807 
<211> 1177 
<212> DNA 

<213> Homo sapiens 
<400> 4807 

ntgggactct gcccctctac ctcagcacag aatcgccccg ggtcctacta cagaatcaat 
60 

ccttgaacac tgcctccacg tcgccggctc aatctgggcg agaacccaga cttccaccgc 
120 

agccccgcaa tctgcagacc tcagcggcag cgcaggtggc agacctgcct cctttgcctg 
180 

tgagtcatgg cagctcccat gaatggccaa gtgtgtgtgg tgactggtgc ctccaggggt 
240 

attggccgtg gcattgcctt gcagctctgc aaagcaggcg ccacagttta catcactggc 
300 

cgccatctgg acacccttcg cgttgttgct caggaggcac aatccctcgg gggccaatgt 
360 

gtgcctgtgg tgtgcgattc aagccaggag agtgaagtgc gaagcctgtt tgagcaagtg 
420 

gatcgggaac agcaagggcg tctagatgtg ctggtcaaca atgcttatgc aggggnccag 
480 

acgaccctga acaccaggaa taaggcattc tgggaaaccc ctgcctccat gtgggatgat 
54 0 

atcaacaacg tcggactcag aggccactac ttttgctcag tgtatggggc acggctgatg 
600 

gtaccagctg gccaggggct catcgtggtc atctcctccc caggaagcct gcagtatatg 
660 

ttcaatgtcc cctatggtgt gggcaaagct gcgtgtgaca agctggctgc tgactgtgcc 
720 

cacgagctgc ggcgccatgg ggtcagctgt gtgtctctgt ggccggggat tgtgcagaca 
780 

gaactgctga aggagcatat ggcaaaggag gaggtcctgc aggatcctgt gttgaagcag 
840 

ttcaaatcag ccttctcatc tgcggaaacc acagaattga gtggcaaatg tgtggtggct 
900 

ttggcaacag atcccaatat cctgagcctg agtggtaagg tgctgccatc ctgtgacctt 
960 

gctcgacgct atggccttcg ggatgtggac ggccgccccg tccaagacta tttgtctttg 
1020 
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agctctgttc tctcacacgt gtccggcctg ggctggctgg cctcctacct gccctccttc 
1080 

ctccgtgtgc ccaagtggat tattgccctc tacactagca agttctaacc ctcctggtct 
1140 

gacactacgt ctctgcttgt ctgagaagac aacgcgt 
1177 

<210> 4808 

<211> 313 

<212> PRT 

<213> Homo sapiens 

<400> 4808 

Met Ala Ala Pro Met Asn Gly Gin Val Cys Val Val Thr Gly Ala Ser 

15 10 15 

Arg Gly He Gly Arg Gly He Ala Leu Gin Leu Cys Lys Ala Gly Ala 

20 25 30 

Thr Val Tyr He Thr Gly Arg His Leu Asp Thr Leu Arg Val Val Ala 

35 40 45 

Gin Glu Ala Gin Ser Leu Gly Gly Gin Cys Val Pro Val Val Cys Asp 

50 55 60 

Ser Ser Gin Glu Ser Glu Val Arg Ser Leu Phe Glu Gin Val Asp Arg 
65 70 75 80 

Glu Gin Gin Gly Arg Leu Asp Val Leu Val Asn Asn Ala Tyr Ala Gly 

85 90 95 

Val Gin Thr He Leu Asn Thr Arg Asn Lys Ala Phe Trp Glu Thr Pro 

100 105 HO 

Ala Ser Met Trp Asp Asp He Asn Asn Val Gly Leu Arg Gly His Tyr 

115 120 125 

Phe Cys Ser Val Tyr Gly Ala Arg Leu Met Val Pro Ala Gly Gin Gly 

130 135 140 

Leu He Val Val He Ser Ser Pro Gly Ser Leu Gin Tyr Met Phe Asn 
145 150 155 160 

Val Pro Tyr Gly Val Gly Lys Ala Ala Cys Asp Lys Leu Ala Ala Asp 

165 170 175 

Cys Ala His Glu Leu Arg Arg His Gly Val Ser Cys Val Ser Leu Trp 

180 185 190 

Pro Gly He Val Gin Thr Glu Leu Leu Lys Glu His Met Ala Lys Glu 

195 200 205 

Glu Val Leu Gin Asp Pro Val Leu Lys Gin Phe Lys Ser Ala Phe Ser 

210 215 220 

Ser Ala Glu Thr Thr Glu Leu Ser Gly Lys Cys Val Val Ala Leu Ala 
225 230 235 240 

Thr Asp Pro Asn He Leu Ser Leu Ser Gly Lys Val Leu Pro Ser Cys 

245 250 255 

Asp Leu Ala Arg Arg Tyr Gly Leu Arg Asp Val Asp Gly Arg Pro Val 

260 2S5 270 

Gin Asp Tyr Leu Ser Leu Ser Ser Val Leu Ser His Val Ser Gly Leu 

275 280 285 

Gly Trp Leu Ala Ser Tyr Leu Pro Ser Phe Leu Arg Val Pro Lys Trp 

290 295 300 

He He Ala Leu Tyr Thr Ser Lys Phe 
305 310 
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<210> 4809 
<211> 999 
<212> DNA 

<213> Homo sapiens 
<400> 4809 

tccggagagg gccttgtcac attctcctac tccccaagtg aggcctccgt ccttctgttc 
60 

cccatgtgag gcctccatgg aatgaggagg ggtctgtccc agcagtgcct accctgcttc 
120 

tcctgtaaga gactgttccc tcctcccaca cttccttgag aagcacttgc ccctccagga 
180 

taacagcatc actgagcctg gggaacagac agtccctagt ccaagccctg gaggtaagaa 
240 

aggaggggcc ggccaggatg ctcagtgtgg tcagcatagg ccaggcccct gctaccbtga 
300 

ccctgagggc cagagcacag gcggaactcg gacatagggc cacaggtgac tgcttaatga 
360 

caaccatgct agctcctggc aatgaggggt caggagcgtg tgtgaataat ggggcacctg 
420 

acccagggct ggggtacaga gggtgggggt tacaaatggt tcatctgtcg caggacacct 
480 

ggaggatgag gaaagagccc ccaggcaaac ccattctgtg agcaattccc atctgctgtc 
540 

tccaaatcct gtctagactc tgaccctgct ggccccttcc agggctccca gcctggttgc 
600 

cacagcggcc tcctaaccaa cacccctgcg gctctggtac cagcccacgc cagacagaga 
660 

agccagccat cattgctcct gtcttcctcc ccgagaaagt cgaggtcctg gcagggctca 
720 

gggcctatgt ggccaggccc tggatacttc cctgacctca cctcccctac agcacagccc 
780 

cttcagctcc tgggggcttt gcacggctgc tcctttcctc cccctctgcc ctcaggccag 
840 

ccttgtccct gatcactacc ttcttcattt ctgtacctgg ctgacatctg tccttccccg 
900 

ccaactacaa ggtagacccc gggagggcag ggatggtgca ctgtgttcag ggtgcatttg 
960 

ccgccagtgg agggaggcac ccaggccact cccgccggc 
999 

<210> 4810 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 4810 

Gly Lys Ser Pro Gin Ala Asn Pro Phe Cys Glu Gin Phe Pro Ser Ala 

15 10 15 

Val Ser Lys Ser Cys Leu Asp Ser Asp Pro Ala Gly Pro Phe Gin Gly 

20 25 30 

Ser Gin Pro Gly Cys His Ser Gly Leu Leu Thr Asn Thr Pro Ala Ala 

35 40 45 

Leu Val Pro Ala His Ala Arg Gin Arg Ser Gin Pro Ser Leu Leu Leu 
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50 55 60 

Ser Ser Ser Pro Arg Lys Ser Arg Ser Trp Gin Gly Ser Gly Pro Met 
65 70 *?5 80 

Trp Pro Gly Pro Gly Tyr Phe Pro Asp Leu Thr Ser Pro Thr Ala Gin 

85 90 95 

Pro Leu Gin Leu Leu Gly Ala Leu His Gly Cys Ser Phe Pro Pro Pro 

100 105 HO 

Leu Pro Ser Gly Gin Pro Cys Pro 
115 120 

<210> 4811 

<211> 3207 

<212> DNA 

<213> Homo sapiens 

<400> 4811 

nttagtctgc ccccacctct gcacccgccc ccggagggca cccgaggacc atgactatga 
60 

cagatcctgc ctcgatggcc ccgccacccc gagaagagga ggaagaagag gaggaggagg 
120 

atgaacccgt cccagaagcc cccagcccca cccaggagcg ccggcagaag cctgttgtgc 
180 

acccctcggc acctgccccc ctccctaagg actacgcttt taccttcttc gaccccaatg 
240 

acccggcgtg ccaggagatc ctgtttgacc ctcagaccac catccccgag ctgtttgcca 
300 

ttgtgcgcca gtgggtgccc caagtccagc acaagataga cgtcatcggc aatgagattc 
360 

tgcgccgagg ctgccatgtg aacgatcgtg acgggctgac cgacatgaca ctgctccact 
420 

atgcgtgcaa agctggggcc cacggagtcg gggacccgcg gcagcgtgcg cctctcgcag 
480 

cagctgctgg cgctgggcga gatgtgacgc tgcgtagcgc tggaccaaca tgaacgcgct 
540 

tcactacgcg gcctattttg atgtgcccga cctcgtgcgt gtgctgctga agggtgcgag 
600 

gccgcgagtg gtgaactcca cgtgcagtga cttcaaccac ggctcagccc tgcacatcgc 
660 

tgcttccagc ctgtgcctgg gcgccgcaaa tgtttgctgg agcacggcgc caaccctgcg 
•720 

ctgaggaatc gaaaaggaca ggtgccggcg gaggtggtcc cagatcctat ggacatgtcc 
780 

ctggacaagg cagaggcggc actggtggcc aaggagctgc ggacgcttct ggaagaggca 
840 

gtgccactat cttgcgccct ccccaaggtc acgctaccca actatgacaa cgtcccaggc 
900 

aatctcatgc ttagcgcact gggcttgcgc ctgggagacc gcgtgctgct ggatggccag 
960 

aagacgggca cactgcggtt ctgtgggacc acggagtttg ccagcggcag ttgggtgggc 
1020 

gtggagctgg acgaacctga gggcaagaac gatggcagcg ttgggggcgt tcggtacttc 
10BO 

atctgccctc ccaagcaggg tctctttgcc tccgtgtcca agatctccaa ggcagtggac 

1140 
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gcacccccct cctctgtcac 
1200 

accggcaaag gccgcaggga 
1260 

ggcagcctgc agcagcgtga 
1320 

ggccagaagc aggggatcgt 
1380 

tatggcattg agctggacca 
1440 

tacttcactt gccccccgag 
1500 

ggcggatcca ctgattcccc 
1560 

atgacgcagc ccaaacgcac 
1620 

aactccattt ccaggttgct 
1680 

cagtcttaga ggccctggac 
1740 

acccgaggag ccctgagtca 
1800 

acccctgtta gccagccctc 
1860 

acccccaaat acagacccca 
1920 

tagtccctat ccccaacccc 
1980 

caaatgatgg tgaccctctc 
2040 

ccctggatca gaaacctccc 
2100 

ataggtcaca cccccaaagc 
2160 

catcagtcct ctcaagatgt 
2220 

cctcaatcag agacttcctt 
2280 

ccaccataac cagcccactg 
2340 

ctaattacag gaccccccaa 
2400 

ttgtatgaag cccaccccac 
2460 

tctctatttt ttaagtaacg 
2520 

tctaggactc tggggatccc 
2580 

caagtcctac agcccctaga 
2640 

aatcccaaat ccccagggaa 
2700 

caatcatgag gtccttgtgc 
2760 



ctccacaccc ggaccccccc 
acacaaaggc aagaagaaga 
cggggccaag gctgaggttg 
gcgcttctac gggaagacag 
gcccacaggc aagcatgatg 
gcatggggtc ttcgcaccag 
cggggacagc gttggagcca 
cttcaccaca gtccggaccc 
gttctgctgc tggttcccct 
acctgacaaa gagacagagt 
ccctgagata gagattccca 
gatcattgag gccccattat 
tgtcacccag aaagagattc 
tcagagcaga ttcccagatt 
cacataatgc attacaacag 
cattaacaaa cactgcccct 
aaaagagtaa cagacattca 
cgtgacccca tggtcaccct 
cattaacaaa gacccttgtt 
tcacccctaa tttacagaca 
gtcttcctac cctctgcacc 
atggcccaca gctcctgtgc 
acttccccct ttgggggacc 
aaaccctaga gtacacacgt 
agaccccaat gccgtaactc 
tcccaaattt gaaaatccaa 
ctggtatgga ggagactgca 



ggatggactt ctcccgtgtc 
ccccatcatc cccatctctg 
gagaccaggt ccttgtcgcg 
actttgcccc aggttactgg 
gctctgtctt cggtgtccgg 
catcccgtat tcagaggatt 
aaaaagtgca tcaagtgaca 
caaaggacat tgcatcagag 
ggatgctgag ggcggagatg 
ccccactagc atctcctgac 
gtaacacatc cagagtagag 
taacagatac tcccataata 
cctgagtagc accttcaggc 
aacagatttc catatcaccc 
aacattcttg aatcacccaa 
taagtcctct tgaaataaac 
tgtcattgtt ccccatttaa 
gaagccctta gattccaacc 
cttatccctc aagaagaaac 
ccaaaacagt cctggaagtg 
ctcaagaaac ccccagtgcc 
tggccagact cccagaaaat 
ccaaaatttg gaggccccat 
cccaaactcc cctgtgccct 
ctaggacccc caaatcatgg 
tcccaagtcc ccaggaaacc 
gtcaggatat gcattccagg 
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ctcccagaca cctcaagccc tattcacagg 
2820 

ccctggaaac tggagaattt caatgccccg 
2880 

agagccccag ccctaaggga accccaaatc 
2940 

ccccaaggcc ctgaggggat ctcaaatcct 
3000 

actggcctca aaggacccca cagcacctgg 
3060 

aggcccaggg ggtccagggc ggacctgggg 
3120 

cccttcactg catgtcccca aactcagcat 
31B0 

tatggccaaa aaaaaaaaaa aaaaaaa 
3207 



caccaggaaa ccccacacag gaattcccat 
agtccatggg tttcaagaca ccaaattcca 
ctaaagcctc catctctaat aaatggaagg 
ggaaccccga tttcaatcta cgttctagtc 
gccagaccaa cagctcgagg gagaacctga 
ccccgaccac caaggacagc tcacgactgc 
gactcctgtc ctcttcaata aagacgtttc 



<210> 4812 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<400> 4812 

Met Asp Met Ser Leu Asp Lys Ala Glu Ala Ala Leu Val Ala Lys Glu 

1 5 10 15 

Leu Arg Thr Leu Leu Glu Glu Ala Val Pro Leu Ser Cys Ala Leu Pro 

20 25 30 

Lys val Thr Leu Pro Asn Tyr Asp Asn Val Pro Gly Asn Leu Met Leu 

35 40 45 

Ser Ala Leu Gly Leu Arg Leu Gly Asp Arg Val Leu Leu Asp Gly Gin 

50 55 €0 

Lvs Thr Gly Thr Leu Arg Phe Cys Gly Thr Thr Glu Phe Ala Ser Gly 

70 75 * ^ 

Ser Trp Val Gly Val Glu Leu Asp Glu Pro Glu Gly Lys Asn Asp Gly 

85 90 95 

Ser Val Gly Gly Val Arg Tyr Phe He Cys Pro Pro Lys Gin Gly Leu 

100 105 HO 

Phe Ala Ser Val Ser Lys He Ser Lys Ala Val Asp Ala Pro Pro Ser 

115 120 125 

Ser Val Thr Ser Thr Pro Gly Pro Pro Arg Met Asp Phe Ser Arg Val 

130 135 140 

Thr Gly Lys Gly Arg Arg Glu His Lys Gly Lys Lys Lys Thr Pro Ser 

145 150 155 160 

Ser Pro Ser Leu Gly Ser Leu Gin Gin Arg Asp Gly Ala Lys Ala Glu 

165 170 175 

Val Gly Asp Gin Val Leu Val Ala Gly Gin Lys Gin Gly He Val Arg 

180 185 190 

Phe Tyr Gly Lys Thr Asp Phe Ala Pro Gly Tyr Trp Tyr Gly He Glu 

195 200 205 

Leu Asp Gin Pro Thr Gly Lys His Asp Gly Ser Val Phe Gly Val Arg 

2io 215 220 

Tyr Phe Thr Cys Pro Pro Arg His Gly Val Phe Ala Pro Ala Ser Arg 

225 230 235 240 

He Gin Arg He Gly Gly Ser Thr Asp Ser Pro Gly Asp Ser Val Gly 
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245 250 255 

Ala Lys Lys Val His Gin Val Thr Met Thr Gin Pro Lys Arg Thr Phe 

260 265 270 

Thr Thr Val Arg Thr Pro Lys Asp He Ala Ser Glu Asn Ser He Ser 

275 280 285 

Arg Leu Leu Phe Cys Cys Trp Phe Pro Trp Met Leu Arg Ala Glu Met 

290 295 300 

Gin Ser 
305 

<210> 4813 

<211> 400 

<212> DNA 

<213> Homo sapiens 

<400> 4813 

tggccacact tacccaacag gtaggaggta cagggaggat taaactgaac gcggttcctg 
60 

gtgggtgtcc tgcacatgct gctgtctcct tggggctctg cacctgccct cctgtctgcc 
120 

agtgactgtg ggtgggaaag gaggccgtgg tggctgcagc tttcctctgc aaacctccac 
180 

ctcgcccaca gggcttggct tttcctccag ctgtccagga aaccaccatc atgattgtta 
240 

aacacagatt tgaacattca cgaagaaact tccagggtga gccaaaccct cttcctcccc 
300 

actgcacctc caagcagcct tcctgaaagg gaaaagagta cagacctgcc ctctggggac 
360 

ccctgtgccc tgccatgacc agcctttccc cttcacgcgt 
400 

<210> 4814 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 4814 



Met 


Ala 


Gly 


His 


Arg 


Gly 


Pro 


Gin 


Arg 


Ala 


Gly Leu 


Tyr 


Ser 


Phe 


Pro 


1 








5 










10 








15 




Phe 


Gin 


Glu 


Gly 


Cys 


Leu 


Glu 


Val 


Gin 


Trp 


Gly Gly Arg 


Gly 


Phe 


Gly 








20 










25 








30 






Ser 


Pro 


Trp 


Lys 


Phe 


Leu 


Arg 


Glu 


Cys 


Ser 


Asn Leu 


Cys 


Leu 


Thr 


He 






35 










40 








45 








Met 


Met 


Val 


Val 


Ser 


Trp 


Thr 


Ala 


Gly 


Gly 


Lys Ala 


Lys 


Pro 


Cys 


Gly 




50 










55 








60 










Arg 


Gly 


Gly 


Gly 


Leu 


Gin 


Arg 


Lys 


Ala 


Ala 


Ala Thr 


Thr 


Ala 


Ser 


Phe 


65 










70 










75 








80 


Pro 


Thr 


His 


Ser 


His 


Trp 


Gin 


Thr 


Gly 


Gly 


Gin Val 


Gin 


Ser 


Pro 


Lys 










85 










90 








95 




Glu 


Thr 


Ala 


Ala 


Cys 


Ala 


Gly 


His 


Pro 


Pro 


Gly Thr 


Ala 


Phe 


Ser 


Leu 








100 










105 








110 






He 


Leu 


Pro 


Val 


Pro 


Pro 


Thr 


Cys 


Trp 


Val 


Ser Val 


Ala 









115 120 125 
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<210> 4815 

<2X1> 52B 

<212> DNA 

<213> Homo sapiens 



<400> 4815 

nngcgcgcca ggagctctgc attgaaggca 
60 

atttggatga tacaccactg actttctttg 
120 

agcatgtcta caagctctgt acgcaaacga 
180 

gacgtgaaaa ccagtcctcc acgaactgca 
240 

aatgctttgc ccataactaa gcctacatca 
300 

acccatgcct cttacggacc cttctacctg 
360 

gttgtgaagc agaagctacc aggcgtctat 
420 

tagtttggag taatattcat acggcatgga 
480 

gtttacatcc ctgataacta tccagatggt 
528 



ctggggtaaa gtgaatgccg aagacagaag 
tttggaatac acgttatgaa ccctttctgg 
tctgaaggtg aagagaagac attaacaggg 
ccaaagaaac agctaccttc tattcccaaa 
cctgccccag cagcacagtc aacaaatggc 
gaatattcac tcctcgcaga atttaccttg 
gtgcagccat cttatcgctc tgcattaatg 
ctttaccaag atggcgtatt taagtttaca 
gactgtccac gcttggtg 



<210> 4816 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 4816 
Met Asn Pro Phe 
1 

Glu Gly Glu Glu 
20 

Arg Thr Ala Pro 
35 

Pro lie Thr Lys 
50 

Gly Thr His Ala 
65 

Ala Glu Phe Thr 

Gin Pro Ser Tyr 
100 



Trp Ser Met Ser 
5 

Lys Thr Leu Thr 

Lys Lys Gin Leu 
40 

Pro Thr Ser Pro 
55 

Ser Tyr Gly Pro 
70 

Leu Val Val Lys 
85 

Arg Ser Ala Leu 



Thr Ser Ser Val 
10 

Gly Asp Val Lys 
25 

Pro Ser lie Pro 

Ala Pro Ala Ala 
60 

Phe Tyr Leu Glu 
75 

Gin Lys Leu Pro 
90 

Met 
105 



Arg Lys Arg Ser 
15 

Thr Ser Pro Pro 
30 

Lys Asn Ala Leu 
45 

Gin Ser Thr Asn 

Tyr Ser Leu Leu 
80 

Gly Val Tyr Val 
95 



<210> 4817 

<211> 1106 

<212> DNA 

<213> Homo sapiens 



<400> 4817 

nntgatcagg aagcgggagc gtagggccac gcctgcggcg ctgctggttg aggctgtgtg 
60 
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ggtgggggac gggccgaggc gatggcggag aagtttgacc acctagagga gcacctggag 
120 

aagttcgtgg agaacattcg gcagctcggc atcatcgtca gtgacttcca gcccagcagc 
1BO 

caggccgggc tcaaccaaaa gctgaatttt attgttactg gcttacagga tattgacaag 
240 

tgcagacagc agcttcatga tattactgta ccgttagaag tttttgaata tatagatcaa 
300 

ggtcgaaatc cccagctcta caccaaagag tgcctggaga gggctctagc taaaaatgag 
360 

caagttaaag gcaagatcga caccatgaag aaatttaaaa gcctgttgat tcaagaactt 

420 

tctaaagtat ttccggaaga catggctaag tatcgaagca tccgggggga ggatcacccg 
480 

ccttcttaac cagctcaccc tccctgtgtg aagatccccc gggactgcga tgcggcgtga 
540 

ggctgggact gcgagtgctg acgccacctt cctgctgagg tgggactggg ccctggacac 
600 

acccctcagc ccctctgtcc tcattgtttg gcctcatggg accgaggggc tggaggagag 
660 

gcggagctgt gccccagctg ttccagcagc ttgtctggcg tcaactggct ttcagagtgc 
720 

tgacccctca tcactgtggg gatcattctc tctgagggca gatgaggcgc aggaaaatag 
780 

tcttggaaat gttaaatatg atgggtaaat taaaagtttt acaacattct acctaatatt 
840 

tttcttttaa catacttttt ctgttctatt gtattatggt gtccgaaagc taaataacga 
900 

ctaggaaaaa tttttttaaa aaaagaaaaa tcagtttaat gtgggaagta cttaagtggt 
960 

attatatttt acattttcaa gtatagtgca taaagaatgt tttaaatgta actgttttca 
1020 

tggatttcaa ttagacatgc ccataataaa ctaagtatgt ggcttaaaaa aaaaaaaaaa 
1080 

aaaaaaaaaa aaaaaaaaaa aaaaaa 
1106 

<210> 4B18 
<211> 135 
<212> PRT 

<213> Homo sapiens 



<400> 4818 



Met 


Ala 


Glu 


Lys 


Phe 


Asp 


His 


Leu Glu 


Glu 


His 


Leu 


Glu 


Lys 


Phe 


Val 


1 








5 








10 










15 




Glu 


Asn 


lie 


Arg 


Gin 


Leu 


Gly 


He He 


Val 


Ser 


Asp 


Phe 


Gin 


Pro 


Ser 








20 








25 










30 






Ser 


Gin 


Ala 


Gly 


Leu 


Asn 


Gin 


Lys Leu 


Asn 


Phe 


He 


Val 


Thr 


Gly 


Leu 






35 










40 








45 








Gin 


Asp 


He 


Asp 


Lys 


Cys 


Arg 


Gin Gin 


Leu 


His 


Asp 


He 


Thr 


Val 


Pro 




50 










55 








60 










Leu 


Glu 


Val 


Phe 


Glu 


Tyr 


He 


Asp Gin 


Gly 


Arg 


Asn 


Pro 


Gin 


Leu 


Tyr 


65 










70 








75 










80 


Thr 


Lys 


Glu 


Cys 


Leu 


Glu 


Arg 


Ala Leu 


Ala 


Lys 


Asn 


Glu 


Gin 


Val 


Lys 
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85 

Gly Lys He Asp Thr 
100 

Leu Ser Lys Val Phe 
115 

Gly Glu Asp His Pro 
130 

<210> 4819 
<211> 1655 
<212> DNA 
<213> Homo sapiens 

<400> 4819 
cggccgcggc ccggactccg 
60 

ggcctcccct tggagctgtg 
120 

cgctgcagcc tggtatgcag 
180 

tggcggcagc tgtgtctggg 
240 

gatgtggagc ctgagtcttg 
300 

tggaccaaga atgccttgga 
360 

agggaacgac gtaccctgag 
420 

ttggccatgg ccagcctgta 
480 

ggtgaaatca tcttgaaggt 
540 

gccctgctgg ccagcattga 
600 

acgccagcct ggttctcacc 
660 

aactgcaact ttgagaacgg 
720 

ttctgtacct tcaaaaacac 
780 

aactgtgaat ttgtgggcag 
840 

gataagaact gggcctacaa 
900 

cccacagagg actctgactt 
960 

agcccaaaga cctgtgacat 
1020 

agctccccaa agccaggctc 
1080 

gaaagggtgg cccagacccc 
1140 

gaagatgagg accagctgat 
1200 



90 

Met Lys Lys Phe Lys Ser 
105 

Pro Glu Asp Met Ala Lys 
120 

Ser 
135 



cggtgggcga gcgccctgtg 
gcgcatgatc ttagcctact 
ggcctggtat gaactgatcc 
ttgcaccgag tgccgccatc 
gagagaagcc ttcaagcagc 
cttggagtct tccatctgct 
tgttgggcca ggccgtgagt 
tgaccgaatt gtgctcttcc 
gcctgtggag attgtagggc 
tcagcactgc tcaaccacac 
catcatgtat aagacaacat 
gcacatccag gtccatggcc 
ccatatcttc ctgcacaacg 
tgaaaacaac tctgtgactg 
gtatctacta gggcttatca 
tttaatgtcc ctggacctag 
tgttatcgag ggcagccaga 
caaggctggc tcacaggagg 
ggacagcagc gatggaggcc 
gtacagacta tcctaccaag 



95 

Leu Leu He Gin Glu 
110 

Tyr Arg Ser He Arg 
125 



aggtgaccat ggaggctggt 
tgcaccttcc cgacctgggc 
tcagtctcga cagcacccgc 
ccaattggcc caaccagcca 
attaccttgc atccaagaca 
tttctctatt ccgccggagg 
ttgacagcct gggcagtgcc 
caggtgtgta cgaagagcaa 
aggggaagtt gggtgaagtg 
gcctgtgcaa cctcgtcttc 
caggtcacgt ccagtttgac 
cgggtacttg ccaagtgaag 
tgcccctgtg tgtcctggaa 
ttgagggtca cccatctgcg 
agtcctcacc cacttttctc 
agagccggga ccaggcctgg 
gccctaccag cccagcttct 
cagaggtggg tagtgatggt 
tgagtcccag cggtgaggat 
tgcagggccc acgccctgta 
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ttggggggct catttctggg 
1260 

ctagtgctga actcactgca 
1320 

aactccgtgc agggctgcct 
1380 

ttcgtctgct cccacggcag 

1440 

gcagtgcggt gtatacataa 
1500 

cgagcgtcag gcatctttct 
1560 

taccacaatg cagaggctgg 
1620 

aaccctcgtg ccgaattctt 
1655 



cccacctcta ccaggagcat 
gcaggagctg cagaaggata 
catccgcaag tgcctcttcc 
agccaagatg gaaggaaaca 
tagcaagatc atcacgctca 
tcgcttggag ggcggcggct 
tgtagacatc cggaaaaagt 
ggcctcgagg gccaa 



ccattcagct gcccagctgc 
aggaggccat ggcactggcc 
gggacgggaa gggaggcgtc 
tcttccggaa cctgacttac 
ggaacgacat ttaccgctgc 
tgattgccgg caacaacatt 
ccaacccact tcagattggt 



<210> 4820 

<211> 551 

<212> PRT 

<213> Homo sapiens 



<400> 4820 

Arg Pro Arg Pro Gly Leu Arg Gly Gly Arg Ala Pro Cys Glu Val Thr 

1 5 10 15 

Met Glu Ala Gly Gly Leu Pro Leu Glu Leu Trp Arg Met lie Leu Ala 

20 25 30 

Tyr Leu His Leu Pro Asp Leu Gly Arg Cys Ser Leu Val Cys Arg Ala 

35 40 45 

Trp Tyr Glu Leu lie Leu Ser Leu Asp Ser Thr Arg Trp Arg Gin Leu 

50 55 60 

Cys Leu Gly Cys Thr Glu Cys Arg His Pro Asn Trp Pro Asn Gin Pro 
65 70 75 80 

Asp Val Glu Pro Glu Ser Trp Arg Glu Ala Phe Lys Gin His Tyr Leu 

85 90 95 

Ala Ser Lys Thr Trp Thr Lys Asn Ala Leu Asp Leu Glu Ser Ser lie 

100 105 110 

Cys Phe Ser Leu Phe Arg Arg Arg Arg Glu Arg Arg Thr Leu Ser Val 

115 120 125 

Gly Pro Gly Arg Glu Phe Asp Ser Leu Gly Ser Ala Leu Ala Met Ala 

130 135 140 

Ser Leu Tyr Asp Arg lie Val Leu Phe Pro Gly Val Tyr Glu Glu Gin 
145 150 155 160 

Gly Glu lie He Leu Lys Val Pro Val Glu He Val Gly Gin Gly Lys 

165 170 175 

Leu Gly Glu Val Ala Leu Leu Ala Ser He Asp Gin His Cys Ser Thr 

180 185 190 

Thr Arg Leu Cys Asn Leu Val Phe Thr Pro Ala Trp Phe Ser Pro He 

195 200 205 

Met Tyr Lys Thr Thr Ser Gly His Val Gin Phe Asp Asn Cys Asn Phe 

210 215 220 

Glu Asn Gly His He Gin Val His Gly Pro Gly Thr Cys Gin Val Lys 
225 230 235 240 

Phe Cys Thr Phe Lys Asn Thr His He Phe Leu His Asn Val Pro Leu 
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245 250 255 

Cys Val Leu Glu Asn Cys Glu Phe Val Gly Ser Glu Asn Asn Ser Val 

260 265 270 

Thr Val Glu Gly His Pro Ser Ala Asp. Lys Asn Trp Ala Tyr Lys Tyr 

275 280 285 

Leu Leu Gly Leu lie Lys Ser Ser Pro Thr Phe Leu Pro Thr Glu Asp 

290 295 300 

Ser Asp Phe Leu Met Ser Leu Asp Leu Glu Ser Arg Asp Gin Ala Trp 
305 310 315 320 

Ser Pro Lys Thr Cys Asp He Val lie Glu Gly Ser Gin Ser Pro Thr 

325 330 335 

Ser Pro Ala Ser Ser Ser Pro Lys Pro Gly Ser Lys Ala Gly Ser Gin 

340 345 350 

Glu Ala Glu Val Gly Ser Asp Gly Glu Arg Val Ala Gin Thr Pro Asp 

355 360 365 

Ser Ser Asp Gly Gly Leu Ser Pro Ser Gly Glu Asp Glu Asp Glu Asp 

370 375 380 

Gin Leu Met Tyr Arg Leu Ser Tyr Gin Val Gin Gly Pro Arg Pro Val 
385 390 395 400 

Leu Gly Gly Ser Phe Leu Gly Pro Pro Leu Pro Gly Ala Ser He Gin 

405 410 415 

Leu Pro Ser Cys Leu Val Leu Asn Ser Leu Gin Gin Glu Leu Gin Lys 

420 425 430 

Asp Lys Glu Ala Met Ala Leu Ala Asn Ser Val Gin Gly Cys Leu He 

435 440 445 

Arg Lys Cys Leu Phe Arg Asp Gly Lys Gly Gly Val Phe Val Cys Ser 

450 455 460 

His Gly Arg Ala Lys Met Glu Gly Asn He Phe Arg Asn Leu Thr Tyr 
465 470 475 480 

Ala Val Arg Cys He His Asn Ser Lys He He Met Leu Arg Asn Asp 

485 490 495 

lie Tyr Arg Cys Arg Ala Ser Gly He Phe Leu Arg Leu Glu Gly Gly 

500 505 510 

Gly Leu He Ala Gly Asn Asn He Tyr His Asn Ala Glu Ala Gly Val 

515 520 525 

Asp He Arg Lys Lys Ser Asn Pro Leu Gin He Gly Asn Pro Arg Ala 

530 535 540 

Glu Phe Leu Ala Ser Arg Ala 
545 550 

<210> 4821 
<211> 585 
<212> DNA 

<213> Homo sapiens 
<400> 4821 

ggccgcgtgg aggtgctgac cgatgccgga ggttgggtgc tgattgaccg gagcggccgt 
60 

cactttggta caatcctcaa ttacctgcgg gatgggtctg tgccactgcc ggagagtacg 
120 

agagaactgg gggagctgct gggcgaagca cgctactacc tggtgcaggg cctgattgag 
180 

gactgccagc tggcgctgca gcaaaaaagg gagacgctgt ccccgctgtg cctcatcccc 
240 
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atggtgacat ctccccggga ggagcagcag 


ctcctggcca 


gcacctccaa gcccgtggtg 


300 






















aagctcctgc acaaccgcag taacaacaag 


tactcctaca 


ccagcacttc agatgacaac 


360 






















ctacttaaga acatcgagct gttcgacaag 


ctggccctgc 


gcttccacgg gcggctactc 


420 






















ttcctcaagg atgtcctggg ggacgagatc 


tgctgctggt 


ctttctacgg gcagggccgc 


480 






















aaaatcgccg aggtgtgctg cacctccatt 


gtctatgcta 


cggagaagaa gcagaccaag 


540 






















gtcagagggg ctccagagcc tatgttgggg 


gctgggggtg 


gccac 




585 






















<210> 4822 






















<211> 195 






















<212> PRT 






















<213> Homo sapiens 




















<400> 4822 






















Gly Arg Val 


Glu Val 


Leu 


Thr 


Asp 


Ala 


Gly Gly Trp 


Val Leu 


He Asp 


1 


5 










10 








IS 


Arg Ser Gly Arg His 


Phe 


Gly Thr 


He 


Leu 


Asn 


Tyr 


Leu Arg 


Asp Gly 




20 








25 








30 




Ser Val Pro 


Leu Pro 


Glu 


Ser Thr Arg Glu Leu Gly Glu Leu 


Leu Gly 


35 








40 










45 




Glu Ala Arg 


Tyr Tyr 


Leu 


Val 


Gin 


Gly 


Leu 


He 


Glu 


Asp Cys 


Gin Leu 


50 






55 










60 






Ala Leu Gin 


Gin Lys 


Arg 


Glu 


Thr 


Leu 


Ser 


Pro 


Leu 


Cys Leu 


He Pro 


65 




70 










75 






80 


Met Val Thr 


Ser Pro 


Arg 


Glu 


Glu 


Gin 


Gin 


Leu 


Leu 


Ala Ser 


Thr Ser 




85 










90 








95 


Lys Pro Val 


Val Lys 


Leu 


Leu 


Kis 


Asn 


Arg 


Ser 


Asn 


Asn Lys 


Tyr Ser 


100 








105 








110 




Tyr Thr Ser 


Thr Ser 


Asp 


Asp 


Asn 


Leu 


Leu 


Lys 


Asn 


He Glu 


Leu Phe 


115 








120 










125 




Asp Lys Leu 


Ala Leu 


Arg 


Phe 


His 


Gly 


Arg 


Leu 


Leu 


Phe Leu 


Lys Asp 


130 






135 










140 






Val Leu Gly Asp Glu 


He 


Cys 


Cys 


Trp 


Ser 


Phe 


Tyr 


Gly Gin 


Gly Arg 


145 




150 










155 






160 


Lys He Ala 


Glu Val 


Cys 


Cys 


Thr 


Ser 


He 


Val 


Tyr 


Ala Thr 


Glu Lys 


165 










170 








175 


Lys Gin Thr 


Lys Val 


Arg 


Gly Ala 


Pro 


Glu 


Pro 


Met 


Leu Gly Ala Gly 


180 








185 








190 




Gly Gly His 























195 



<210> 4823 

<211> 1984 

<212> DNA 

<213> Homo sapiens 

<400> 4823 

nggtttttgt tttttgagcc gcaccccgcg gaggcgagga agcagcagcc gcagcacagc 
60 



3999 



WO 00/58473 



PCT/US00/08621 



agcagctcca atggcgttaa 
120 

ttaaaggaaa aatctacagg 
180 

aagaattcgg gcactggaga 
240 

atcccatatg acatgaaatg 
300 

gttacatacg tggagctctt 
360 

gaattcaaag atgaagaatt 
420 

agtggaagac cccttaatat 
480 

cagcgaacag gaggatcatt 
540 

aatttaccac cttccatact 
600 

caggccggta gacttggttc 
660 

aagaagctaa aggaagtgtt 
720 

gacaaagatg gcaagagcag 
780 

gttcaagcaa tttctatgtt 
840 

atggatgaca agtctgtccc 
900 

ttaccacgtg gtcttggagg 
960 

gccagccagt tgaacatagg 
1020 

gatggtccag gttttggagg 
1080 

gaagcaatga atagcatggg 
1140 

ggtgcgatga ctagtagcat 
1200 

gcctttggcg attcctttgg 
1260 

ataggatctt ctaacatggg 
1320 

aacagtgtga ctggaggaat 
1380 

atgggaccag gtataggagc 
1440 

tcgggtccaa tgggaagcgg 
1500 

gtcagaaatc taccttttga 
1560 

ggtcatgtaa tgtttgcaga 
1620 

gtcagatttg actccccaga 
1680 



aatggagaat gatgaatcag 
aagtaagaag gccaatagat 
aaagaagggc ccaaatcgta 
gcaagctatt aaagatctaa 
taaggatgcg gaaggaaaat 
tgtaaagaaa gccctagaaa 
taaagaggat cctgatggag 
tccaggagga cacgtccctg 
caataatcca aacattcctc 
cacaattttt: gttgccaatc 
cagcatagct ggaactgtga 
aggaatgggc actgtcactt 
caatgggcag tttttatttg 
tcatgaagag taccgttcac 
cattgggatg ggacttggtc 
tggagtaatg ggaaatttag 
aatgaataga attggaggag 
aggatttgga ggagttggcc 
ggagcgagat ttcggacgtg 
tagacttggc agtgcaatga 
tccagtagga tctggaataa 
gggg at ggg a ctggaccgga 
tatactggaa aggagcatcg 
aatgagagag agaataggct 
cttgacttgg cagaaactaa 
aataaaaatg gagaatggaa 
atcagctgaa aaagcctgca 



caaaagaaga gaaatctgac 
ttcatcctta ttcaaaagac 
acagagtttt cattagcaac 
tgagagagaa agttggtgag 
caaggggttg tggtgtggtt 
ctatgaacaa atatgatctt 
aaaatgctcg tagggcattg 
atatgggatc agggttgatg 
ctgaagtcat cagtaatttg 
ttgacttcaa agttggttgg 
agcgggcaga tattaaagaa 
ttgagcaagc aattgaagca 
atagacctat gcatgtgaaa 
ctgatggtaa aacaccacaa 
cgggtggaca gcctattagt 
gtccaggtgg tatgggaatg 
gaatagggtc tggtggtctg 
gaatgggaga gctgtaccgt 
gtgatattgg aataaatcga 
ttggagggat tacaggaaga 
gtggtggaat gggtagcatg 
tgagttccag ctttgataga 
atatggatcg aggattttta 
ccaaaggcaa ccagatattt 
aagagaaatt cagtcagtgt 
agtcaaaagg ctgtggaaca 
gaataatgaa tggcataaaa 
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atcagtggca gagaaattga tgttcgcttg gatcgtaatg cataatttca agccatggtt 
1740 

ggaacattcc tacatctgtt ttgctgaatc tcctagtaaa agtcattttt ttaaagtaat 
1B00 

attgtatgct tacaaaagct gtaaaaatga acttttaaaa ctcccaccag cttttaacag 
1860 

gtataatggt aaaaatatac tgtaaatttt tggtaatctc aagtttgggt ttttaaagac 
1920 

agcaagtctg gtcattcagt ttaaatgaat gggtatactg gtttttaatg aaataagcca 

1980 

tttt 

1984 

<210> 4824 
<211> 547 
<212> PRT 

<213> Homo sapiens 
<400> 4824 

Met Glu Asn Asp Glu Ser Ala Lys Glu Glu Lys Ser Asp Leu Lys Glu 

15 10 15 

Lys Ser Thr Gly Ser Lys Lys Ala Asn Arg Phe His Pro Tyr Ser Lys 

20 25 30 

Asp Lys Asn Ser Gly Thr Gly Glu Lys Lys Gly Pro Asn Arg Asn Arg 

35 40 45 

Val Phe lie Ser Asn lie Pro Tyr Asp Met Lys Trp Gin Ala lie Lys 

50 55 60 

Asp Leu Met Arg Glu Lys Val Gly Glu Val Thr Tyr Val Glu Leu Phe 
65 70 75 80 

Lys Asp Ala Glu Gly Lys Ser Arg Gly Cys Gly Val Val Glu Phe Lys 

85 90 95 

Asp Glu Glu Phe Val Lys Lys Ala Leu Glu Thr Met Asn Lys Tyr Asp 

100 105 110 

Leu Ser Gly Arg Pro Leu Asn lie Lys Glu Asp Pro Asp Gly Glu Asn 

115 120 125 

Ala Arg Arg Ala Leu Gin Arg Thr Gly Gly Ser Phe Pro Gly Gly His 

130 135 140 

Val Pro Asp Met Gly Ser Gly Leu Met Asn Leu Pro Pro Ser lie Leu 
145 150 155 160 

Asn Asn Pro Asn lie Pro Pro Glu Val lie Ser Asn Leu Gin Ala Gly 

165 170 175 

Arg Leu Gly Ser Thr lie Phe Val Ala Asn Leu Asp Phe Lys Val Gly 

180 185 190 

Trp Lys Lys Leu Lys Glu Val Phe Ser lie Ala Gly Thr Val Lys Arg 

195 200 205 

Ala Asp lie Lys Glu Asp Lys Asp Gly Lys Ser Arg Gly Met Gly Thr 

210 215 220 

Val Thr Phe Glu Gin Ala lie Glu Ala Val Gin Ala lie Ser Met Phe 
225 230 235 240 

Asn Gly Gin Phe Leu Phe Asp Arg Pro Met His Val Lys Met Asp Asp 

245 250 255 

Lys Ser Val Pro His Glu Glu Tyr Arg Ser Pro Asp Gly Lys Thr Pro 

260 265 270 

Gin Leu Pro Arg Gly Leu Gly Gly lie Gly Met Gly Leu Gly Pro Gly 
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275 






280 




2B5 








Gly Gin 


Pro 


He Ser Ala 


Ser 


Gin Leu Asn 


He 


Gly Gly Val 


Met 


Gly 




290 






295 






300 








Asn 


Leu 


Gly 


Pro Gly Gly 


Met 


Gly Met Asp 


Gly 


Pro Gly 


Phe 


Gly 


Gly 


305 






310 






315 








320 


Met 


Asn 


Arg 


lie Gly Gly 


Gly 


He Gly Phe 


Gly Gly Leu Glu Ala 


Met 








325 




330 








335 




Asn 


Ser 


Met 


Gly Gly Phe 


Gly Gly Val Gly 


Arg 


Met Gly Glu 


Leu 


Tyr 








340 




345 






350 






Arg 


Gly 


Ala 


Met Thr Ser 


Ser 


Met Glu Arg 


Asp 


Phe Gly Arg 


Gly 


Asp 






355 






360 




365 








lie 


Gly 


He 


Asn Arg Ala 


Phe Gly Asp Ser 


Phe Gly Arg Leu Gly 


Ser 




370 






375 






380 








Ala 


Met 


He 


Gly Gly He 


Thr 


Gly Arg He 


Gly 


Ser Ser 


Asn 


Met 


Gly 


385 






390 






395 








400 


Pro 


Val 


Gly 


Ser Gly He 


Ser 


Gly Gly Met 


Gly 


Ser Met 


Asn 


Ser 


Val 








405 




410 








415 




Thr Gly 


Gly 


Met Gly Met 


Gly 


Leu Asp Arg 


Met 


Ser. Ser 


Ser 


Phe 


Asp 








420 




425 






430 






Arg 


Met 


Gly 


Pro Gly He 


Gly 


Ala He Leu 


Glu 


Arg Ser 


He 


Asp 


Met 






435 






440 




445 








Asp 


Arg 


Gly 


Phe Leu Ser 


Gly 


Pro Met Gly 


Ser 


Gly Met 


Arg 


Glu 


Arg 




450 






455 






460 








lie 


Gly 


Ser 


Lys Gly Asn 


Gin 


He Phe Val 


Arg 


Asn Leu 


Pro 


Phe 


Asp 


465 






470 






475 








480 


Leu 


Thr 


Trp 


Gin Lys Leu 


Lys 


Glu Lys Phe 


Ser 


Gin Cys Gly His 


Val 








485 




490 








495 




Met 


Phe 


Ala 


Glu He Lys 


Met 


Glu Asn Gly 


Lys 


Ser Lys Gly Cys 


Gly 








500 




505 






.510 






Thr 


val 


Arg 


Phe Asp Ser 


Pro 


Glu Ser Ala 


Glu 


Lys Ala 


Cys 


Arg 


He 






515 






520 




525 








Met 


Asn 


Gly 


He Lys He 


Ser 


Gly Arg Glu 


lie 


Asp Val 


Arg 


Leu 


Asp 




530 






535 






540 








Arg 


Asn 


Ala 



















545 

<210> 4825 
<211> 2380 
<212> DNA 

<213> Homo sapiens 
<400> 4825 

nnagagaatt cggcacgggt ggagaagcaa ctgcagcaag ctctggagga gggtaagcag 
60 

ggccggcggg gcctggggtc gtcgcgacca ggcagtgcag accggcttcg tcagcyccat 
120 

ccggcccctg gggcbkcagc tgggcgcccg gccggccgct gtctgcagcc ctttggagcg 
180 

cgtkctgggc tcgcccgckc gctccccggc cggccccctc gcgccctccg cggccagcct 
240 

ctcgtcgtcc tccacctcca cctccaccac ctattcctcg tcggcccgct tcatgcccgg 
300 

caccatctgg tcgttctcgc acgnccgccg gctcgggccg ggactggagc ccactctggt 
360 
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gcaagggcct gggttgtmgt gggtgcaccc ggatggggtg ggcgtccaga tcgacaccat 
420 

cacgcccgag atccgcgctc tctacaacgt gctggccaaa gtgaagcggg agcgggacga 
480 

gtacaagcgg aggtgggaag aggagtacac ggtgcggatc cagctgcaag accgtgtaaa 
540 

tgagctccag gaggaagccc aggaggctga tgcctgccag gaggagctgg cactgaaggt 
600 

ggaacagctg aaggctgagc tggtggtctt caaggggctc atgagtaaca acctgtcgga 
660 

gctggacacc aagatccagg agaaagccat gaaggtggat atggacatct gccgccgcat 
720 

cgacatcacc gccaagctct gcgatgtggc tcagcagcgc aactgcgagg acatgatcca 
780 

gatgttccag aagaagctgg tcccatccat gggggggcgg aagcgggagc gcaaggctgc 
840 

cgtcgaggag gacacctccc tgtcggagag tgaggggccc gccagcccga tggggatgag 
900 

gaggagagca cagccctcag catcaacgag gagatgcagc gcatgctcaa ccagctgagg 
960 

gagtatgatt ttgaggacga ctgtgacagc ctgacttggg aggagactga ggagaccctg 
1020 

ctgctttggg aggatttctc aggctatgcc atggcagctg cagaggccca gggagagcag 
1080 

gaagatagcc tggagaaggt gattaaagat acggagcccc tgttcaaaac ccgggagaag 
1140 

gagtatcagg agaccattga ccagatagag ctggagttgg ccacggccaa gaacgacatg 
1200 

aaccggcacc tgcacgagta catggagatg tgcagcatga agcgcggcct ggacgtgcag 
1260 

atggagacct gccgccggct catcacccag tctggagacc gaaagtctcc tgctttcact 
1320 

gcggtcccgc ttagcgaccc gccgccgccg ccaagcgagg ctgaggactc cgatcgcgat 
1380 

gtctcatctg acagctccat gagatagaga cctgcctccc ccttgcaccc gaggccctcg 
1440 

cagcagggag ctcagcgagg cagagggtgg ggctgcacag aggggaacat cagctgcagc 
1500 

tctgcaccag gccggtccct ggggactggg gcgctcctcc ctcaggcttt ctccctcagt 
1560 

cttggcttct ccagggctct ggggtgtctg gagctaggct tggccccacc attctggggc 
1620 

catttccacc acagttgggg ctctcctgcc ttcacgcgtg ggtgtctgct acttccccat 
1680 

ctttaaaatg ctgccagagc gattgcggcc cctcaccttg tccacgtatc aggaatgtga 
1740 

atgtgggacc tttcctccat ccctgttgtc cggagccagc tcactgtctt ccacactggt 
1800 

gctaactggc ccaggcactg gagtggaata gaatgcagct ggaggctacg catggcctct 
1860 

gcagcacacg cagctggaga gggcttctgt ccctgtcagc ggcagagggc gttggggctg 
1920 

gccggggcac cttgtccctg ctatggtcca catgctcacg ctgtccacct gccaggtgga 
1980 

u 
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gtgtatgtgg ctgtggccct ccctcgtgga ggtgccgtgc tttaaagagg ccttagtgcc 
2040 

cgggatgggc acagtgtttt gaagggaggt gggagctctt gctctcctgg tcactgcaga 
2100 

atgacagaga aggtgaagct ccatgcatgt gtgcgcgggt gtatgtgcgc tcagggtctc 
2160 

tgtttaagta tcagctaaag atgtgcttcc tccgtgtctg tcatacactg agaccaacag 
2220 

gctacagtgt ccctgattct tggaaaagcc tggagaagct ggggagatgc ggttcacaat 
2280 

gcctcggtat aggaggctgt gttgagctga cattcaaatg gattctttaa taataatgaa 
2340 

actggcgagt atttattgtg caaaaaaaaa aaaaaaaaaa 
2380 

<210> 4826 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 4826 

Leu Glu Lys Val lie Lys Asp Thr Glu Ser Leu Phe Lys Thr Arg Glu 

15 10 15 

Lys Glu Tyr Gin Glu Thr lie Asp Gin lie Glu Leu Glu Leu Ala Thr 

20 25 30 

Ala Lys Asn Asp Met Asn Arg His Leu His Glu Tyr Met Glu Met Cys 

35 40 45 

Ser Met Lys Arg Gly Leu Asp Val Gin Met Glu Thr Cys Arg Arg Leu 

50 55 60 

lie Thr Gin Ser Gly Asp Arg Lys Ser Pro Ala Phe Thr Ala Val Pro 
65 70 75 80 

Leu Ser Asp Pro Pro Pro Pro Pro Ser Glu Ala Glu Asp Ser Asp Arg 

85 90 95 

Asp Val Ser Ser Asp Ser Ser Met Arg 
100 105 

<210> 4827 
<211> 6277 
<212> DNA 

<213> Homo sapiens 
<400> 4827 

ntaattaaca ccatcgtttc agcctaccac attgtagttt ggcaggccag gctctgcatt 
60 

ccaagggggc aggtgctggt tgctccagag gccttgagga gaaatctagg ggcagaccag 
120 

gtgtgtgctt cagctccaag tttctcttgc tttagcagca aaatgcggcc tctcatctct 
180 

accaaagcaa cagtggactc gtacccctcc ccacctccca agtagttcag gggatggggt 
240 

gggatgtgcg aataaaaata aagatgagtc aagaccagca tcttcaaatt aacaaactgt 
300 

aattgttttc ccaaagatac atttttttca tacacatcca tcatacactg taaccaaaaa 
360 
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aagcagtgta catgaaataa gagaaaataa 
420 

tctagtctgg agcacagctg agtttccagc 
480 

aagaatgcct gctagcaagg gttccagcaa 
540 

agtacttgaa acagttctgt gtttgttttt 
600 

tcctgcaata ggcagagcta tcacgtccag 
660 

cgtgagatcc aaatacagca ttcaaaggta 
720 

agggtgatac tccagggtta gccgtcttct 
780 

gtggatctgc accaaggact tgtaggactg 
840 

gttggctcca aactgcactc gtgctttccc 
900 

gaccgacccc actgagtagg cactgctcca 
960 

ggcccctccg cccagaacat accctccaga 
1020 

tgggtcaaag ggaaagttat ctttaaagga 
1080 

tttctctttg aggatctgga gatcgttgtg 
1140 

tttaacattc caatcataca gactgtcatt 
1200 

ataactctgt gatcggtata tatccctgag 
1260 

cgagccagac actgcaccat ttaaatggtc 
1320 

tattgccaaa ttttcttttt caattccttc 
1380 

ttcttccttc atctcatagt gatctaagtc 
1440 

ttcctcttct tctgaagtca cttcttctgt 
1500 

atctagcatc tcaacatcca ggtgcttagg 
1560 

caaccacttc aattgctgac gaagcaaatt 
1620 

aactgatgtc agatttgggt cttcagaatc 
1680 

ggattccgtg atgttgcagt ggagcgtgag 
1740 

ctgcggcacc aggaactggc agtgcagctc 
1800 

ctcgtggttc ttgtcgaaga tggacgccag 
I860 

ggacatcttc ccctcatctc cggcgggagg 
1920 

gagccgggcc cggagccgcc gtcacggccg 
1980 



attaaaaatc catagcatag gtaaggaggc 
aatataagga ggctcgaaag tttcttttat 
ggtggttggt tggtctgtaa gtcagtcttg 
tttccttagc gtttagaata gccatcattg 
gaaaaatgag ggagggaacc acagaggcag 
attggtccag tggtgcctgg ggagggagga 
tttgggggtg tgtaccagcc gttttttttc 
ctgtgctctt gtcagactgt attgagattt 
cttcaccagt gtggcactga tctgcatgat 
gccctgtttg gtgagaagtt ccatgcagat 
gaggactgga gacacaaccc tgacaaatgg 
aaagttaagt agaatgaagt cggctccttc 
caaagcgctg tcctggtcaa ctttgaggag 
cacgagttcc actgaataaa tccctgtttt 
ctctttcatc agccggtcag tggcct:gcac 
ttgcctttga gtctttttaa ttttctccaa 
atcctctgac tttttcccac taataggctc 
ttctatatct tcagccatct cttctccttc 
tgtcccattc tgacccgtgg gtagtggttg 
aaggttatat aaactgcaga gttcacatat 
gttgttctta gtatcttcta gacgttccag 
cacaaaccat atcggtgaag aagatggata 
tggcggcggc agcgagtgcg ggctgccctg 
gtccagcttc caactgacga tgcggaatcg 
gaacttcagc tcggccttga gccctgacac 
ggcgcggaag gggagccggg cgcggaaggg 
cgaccgcccc gcgggccggc ctgggccgcg 
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ctctccgcct cgtcgagcgc tgctggaaaa tggcgagggg gcgcggaagc ctcggcgtct 
2040 

gggagcccgc ggccggagaa gggctgcggg ttagggggcc ggcgcccgcg gttcaggatt 
2100 

ccagaattgg aaataacggg agggaggacc tggtccagct tcccttcctc aaataaggaa 
2160 

attgacacct ggcgtgagaa ggggttttgc catgttcgct aggctggtct caaactcatg 
2220 

gattcaaggg gactgcccgc ctggacctcc caaagtactg agattagtac ctgtggagaa 
2280 

gaaacaacgg attccttaga ccatatgctg acagatcctc tggaacttgg tccgtgtgga 
2340 

gatggccatg gcacgcgcat catggaggat tgcctcctgg gaggcaccag agttagtctg 
2400 

cccgaggacc ttctggagga tcctgagatc ttctttgatg ttgtcagcct ctcaacatgg 
2460 

caggaagtgt taagtgattc tcaacgtgaa cacctccagc agtttctgcc ccagtttcct 
2520 

gaagacagtg ctgagcagca gaatgaactc atcttagcct tgttcagtgg ggagaacttc 
2580 

cgctctggaa accctctgca cattgcccag aagcttttcc gagacggaca ctttaacccc 
2640 

gaggtggtca agtaccggca gttatgcttc aagtcacagt acaagcgcta cctcaactcc 
2700 

cagcagcagt atttccatcg gctgctgaag caaattcttg cttcccggag tgatctgctg 
2760 

gagatggccc ggcggagtgg ccccgccctt cccttccggc agaaacgccc ttcaccatcc 
2820 

cgcacacctg aggagcggga gtggcggacc cagcagcgct acttgaaggt cttaagggaa 
2880 

gtgaaagagg agtgtggtga cacagccctg tcatctgatg aagaggatct cagctcatgg 
2940 

cttccgagct ctccagcacg ttctcctagt cctgcggtgc ccctgcgggt ggtgcccaca 
3000 

ctttcaacca cggatatgaa aactgcagat aaagtagaac tgggggacag tgacctgaag 
3060 

ataatgttaa agaagcacca cgagaagcgg aaacatcagc cagatcaccc ggaccttttg 
3120 

acaggggacc tgactctcaa tgacatcatg actcgagtaa atgctggcag gaagggctct 
3180 

ctggcagcct tatatgactt ggctgtcctt aaaaaaaagg ttaaggaaaa agaggaaaag 
3240 

aagaagaaga aaataaaaac gatcaaatca gaggcagagg acctggccga gccgctaagc 
3300 

agtactgaag gggtcgcacc tctctcacag gccccctctc cgctggcaat tcctgctatc 
3360 

aaggaagagc cccttgaaga cctcaagcct tgccttggaa tcaatgaaat atcttccagc 
3420 

ttcttctctc ttctattaga gatcttgctg ctggagagtc aggctagcct tcctatgcta 
3480 

gaggagcgag ttttggattg gcagtcatcg ccagccagct ccctcaacag ctggttctct 
3540 

gcggccccca actgggctga gttggtacta ccagccctgc agtatcttgc tggagaaagt 
3600 
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cgagctgttc cttccagttt ctctccattt 
3660 

aagttgcttg gccaatccca agataatgaa 
3720 

ctagagacca aagatcaggc cttctgtaag 
3780 

acacctgtcc ctcgggtaag aactgactat 
3840 

cgggtttttc aggagcagga gcgttacagg 
3900 

cgcatgcacg gctttgagtc tgtggtgggg 
3960 

tcgctcaaca aggctcggga gcactccctg 
4020 

attctgtctc ttgttcggga cgctgcggct 
4080 

gagatctgtg aactgcttaa ggactcccag 
4140 

gtaaatacag tagtgagtgg tgcactggat 
4200 

aaatacgaca ttggacgaaa gctgtggatc 
4260 

tttgagcgga ttcaccaagc acaagcagct 
4320 

aaacccaagc ccccatccaa ggtgaagtcc 
4380 

agcagtggcc cttctgagca gagccagatg 
4440 

ccagtcacac ctgtaacccc caccacacca 
4500 

cctgtatcgg cagtgaacaa aagcggccct 
4560 

tcgggtgttc ttctggtgtc tcc'accaaca 
4620 

gcttccagcc agactgcacc cagttctcag 
4680 

tctgctggac tgtctcaggt gcgagtggtg 
4740 

cagtcgggag ggccggcaca gacattgcca 
4800 

ccagccactg ccacacagac caaagtagtg 
4B60 

aaagcgcaga ctacggcagc cactgtgcag 
4920 

gtgacaagtc tccctgccac agccagccct 
4980 

acctctgctc ccagtgcctc cacggctgcc 
5040 

atcaagcagg tggcaatcac tgggcagctt 
5100 

ccactcacag ccactaactt ccgcatccag 
5160 

tccatcacca cagatgccaa gggccagacg 
5220 



gttgaattca aagagaaaac ccagcagtgg 
aaggaattag ctgccctctt ccagctatgg 
caagaaaatg aagacagctc agatgccaca 
gtggtgcgtc ccagcacggg ggaggagaaa 
tatagccaac cccataaggc gttcaccttt 
ccagtgaagg gcgtgtttga caaggagacc 
ctgcgctccg accggcctgc ctacgtcacc 
cgaccgccta atggagaagg cacacgggca 
tttcttgcac cagatgtcac cagcactcag 
cggctacatt acgaaaaaga tccctgtgtg 
tacctgcatc gtgaccggag tgaagaagag 
gcagctaaag ccagaaaagc tcttcagcaa 
agtagcaagg agagctccat aaaggtcctt 
agcctcagtg actccagtat gccacccacc 
gcattgcccg ccattcccat ctcccctcca 
tccacagtct cagaaccagc taagtctagc 
atgccacatc tgggaacaat gctttcccca 
gctgccgccc gggtcgtgag ccactctggc 
gcccagccta gccttcctgc tgttccccag 
cagatgccag caggaccgca gatccgggtt 
ccccagacag taatggccac tgtgcccgtc 
cggcctggac ccgggcagac agggctcacg 
gtgagtaagc cagccacgag ttctcctggg 
gtcattcaaa atgtcacagg acagaacatc 
ggtgtgaagc cccaaacagg caacagcatt 
ggtaaggatg tattgcgtct gccgccctct 
gttctgcgaa tcactccgga catgatggcc 
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acattggcca agtcccaggt taccacagtc aaattgaccc aggacctctt cgggacagga 
5260 

ggcaacacta caggcaaagg catctctgcc accttacacg tcacttccaa tccagtacat 
5340 

gcagctgata gccctgccaa ggccagttca gccagtgccc cttcatccac tccaacaggt 
5400 

accactgtgg tcaaagtgac tcctgacctc aagccaacag aagcctcaag ttcggctttt 
5460 

cgcttgatgc cagctcttgg cgtgagtgtg gctgaccaga agggaaaaag cacagtggcc 
5520 

tcttcagaag caaaaccagc tgccacgatc cgcatcgtgc agggactggg agtgatgcct 
5580 

cccaaagcag gccagaccat caccgttgca acccacgcca agcaaggggc ctcggtggcc 
5640 

agtgggtctg gaactgtcca tacttcagcg gtgtccttac ccagtatgaa tgctgctgtg 
5700 

tccaagactg tagctgtggc ttctggggct gcaagcaccc ccatcagcat cagcacagga 
5760 

gcccccaccg tgcggcaggt ccctgtcagc accacggttg tgtccacgtc ccaggctggg 
5820 

aagttgccta cacggatcac agttcccctc tctgtgatca gccagccaat gaagggcaag 
5880 

agcgtggtca cagcccccat catcaaaggc aaccttggag ccaacctcag tgggttgggc 
5940 

cgcaacatca tcctcacaac tatgccagca ggcactaagc tcattgctgg caataagcct 
6000 

gttagtttcc tcactgctca gcagttgcag cagcttcagc agcaaggtca ggccacacag 
6060 

gtgcgcatcc agactgtccc tgcatccnat ctccaacagg gaacagcttc tggctcctcc 
6120 

aaagcagtct ccactgttgt tgtgactaca gctccgtctc ctaaacaggc acctgagcaa 
6180 

caatgattat gagagaggat gggcttccgt gaaagaccat gcctggtctg tcctggctga 
6240 

gaagggacca gggaggttgc atcattattc taagctt 
6277 



<210> 4828 

<211> 1322 

<212> PRT 

<213> Homo sapiens 

<400> 4828 

Met Asp Ser Arg Gly Leu Pro Ala Trp Thr Ser Gin Ser Thr Glu lie 

15 10 15 

Ser Thr Cys Gly Glu Glu Thr Met Asp Ser Leu Asp His Met Leu Thr 

20 25 30 

Asp Pro Leu Glu Leu Gly Pro Cys Gly Asp Gly His Gly Thr Arg lie 

35 40 45 

Met Glu Asp Cys Leu Leu Gly Gly Thr Arg Val Ser Leu Pro Glu Asp 

50 55 60 

Leu Leu Glu Asp Pro Glu lie Phe Phe Asp Val Val Ser Leu Ser Thr 
65 70 75 80 

Trp Gin Glu Val Leu Ser Asp Ser Gin Arg Glu His Leu Gin Gin Phe 
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85 90 95 



Leu 


Pro 


Gin 


Phe 


Pro 


Glu 


Asp 


Ser 


Ala 


Glu 


Gin 


Gin 


Asn 


Glu 


Leu 


He 








100 










105 










1 XU 






Leu 


Ala 


Leu 


Phe 


Ser Gly Glu Asn Phe Arg 


Phe Gly Asn 


Pro 


Leu 


His 






115 










120 










125 








He 


Ala 


Gin Lys 


Leu 


Phe 


Arg 


Asp 


Gly 


His 


Phe 


Asn 


Pro 




val 


v ax 




130 










135 










140 










Lys 


Tyr 


Arg 


Gin 


Leu 


Cys 


Phe 


Lys 


Ser 


Gin 


Tyr 


Lys 


Arg 


Tyr 


Leu 


Asn 


14S 










150 










155 










160 


Ser 


Gin 


Gin 


Gin 


Tyr 


Phe 


His 


Arg 


Leu 


Leu 


Lys 


Gin 


He 


Leu 


Ala 


Ser 










165 










170 










175 




Arg 


Ser 


Asp 


Leu 


Leu Glu Met Ala Arg Arg Ser Gly 


Pro 


Ala 


Leu 


Pro 








180 










185 










190 






Phe 


Arg 


Gin 


Lys 


Arg 


Pro 


Ser 


Pro 


Ser 


Arg 


Thr 


Pro 


Glu 


Glu 


Arg 


Glu 






195 










200 










205 








Trp 


Arg 


Thr 


Gin 


Gin 


Arg 


Tyr 


Leu 


Lys 


Val 


Leu 


Arg 


Glu 


Val 


Lys 


Glu 




210 










215 










220 










Glu 


Cys 


Gly Asp 


Thr 


Ala 


Leu 


Ser 


Ser 


Asp 


Glu 


Glu 


Asp 


Leu 


Ser 


Ser 


225 










230 










235 










240 


Trp Leu 


Pro 


Ser 


Ser 


Pro 


Ala 


Arg 


Ser 


Pro 


Ser 


Pro 


Ala 


Val 


Pro 


Leu 










245 










250 










255 




Arg 


Val 


Val 


Pro 


Thr 


Leu 


Ser 


Thr 


Thr 


Asp 


Met 


Lys 


Thr 


Ala 


Asp 


Lys 








260 










265 










270 






Val 


Glu 


Leu 


Gly 


Asp 


Ser 


Asp 


Leu 


Lys 


He 


Met 


Leu 


Lys 


Lys 


His 


His 






275 










280 










285 








Glu 


Lys 


Arg 


Lys 


His 


Gin 


Pro 


Asp 


His 


Pro Asp 


Leu 


Leu 


Thr 


Gly Asp 




290 










295 










300 










Leu 


Thr 


Leu 


Asn 


Asp 


He 


Met 


Thr 


Arg 


Val 


Asn 


Ala 


Gly Arg 


Lys 


Gly 


305 










310 










315 










320 


Ser 


Leu 


Ala 


Ala 


Leu 


Tyr 


Asp 


Leu 


Ala 


Val 


Leu 


Lys 


Lys 


Lys 


Val 


Lys 










325 










330 










33S 




Glu 


Lys 


Glu 


Glu 


Lys 


Lys 


Lys 


Lys 


Lys 


He 


Lys 


Thr 


He 


Lys 


Ser 


Glu 








340 










345 










350 






Ala 


Glu 


Asp 


Leu 


Ala 


Glu 


Pro 


Leu 


Ser 


Ser 


Thr 


Glu 


Gly Val 


Ala 


Pro 






355 










360 










365 








Leu 


Ser 


Gin 


Ala 


Pro 


Ser 


Pro 


Leu 


Ala 


He 


Pro 


Ala 


He 


Lys 


Glu 


Glu 




370 










375 










380 










Pro 


Leu 


Glu 


Asp 


Leu 


Lys 


Pro 


Cys 


Leu 


Gly 


He 


Asn 


Glu 


He 


Ser 


Ser 


385 










390 










395 










400 


Ser 


Phe 


Phe 


Ser 


Leu 


Leu 


Leu 


Glu 


He 


Leu 


Leu 


Leu 


Glu 


Ser 


Gin 


Ala 










405 










410 










415 




Ser 


Leu 


Pro 


Met 


Leu Glu Glu Arg Val 


Leu Asp 


Trp 


Gin 


Ser 


Ser 


Pro 








420 










425 










430 






Ala 


Ser 


Ser 


Leu 


Asn 


Ser 


Trp 


Phe 


Ser 


Ala 


Ala 


Pro 


Asn 


Trp 


Ala 


Glu 






435 










440 










445 








Leu 


Val 


Leu 


Pro 


Ala 


Leu 


Gin 


Tyr 


Leu Ala Gly Glu 


Ser 


Arg 


Ala 


Val 




450 










455 










460 










Pro 


Ser 


Ser 


Phe 


Ser 


Pro 


Phe 


Val 


Glu 


Phe 


Lys 


Glu 


Lys 


Thr 


Gin 


Gin 


465 










470 










475 










480 


Trp 


Lys 


Leu 


Leu 


Gly Gin 


Ser Gin Asp Asn Glu 


Lys 


Glu 


Leu 


Ala 


Ala 










485 










490 










495 




Leu 


Phe 


Gin 


Leu 


Trp 


Leu 


Glu 


Thr 


Lys 


Asp Gin Ala 


Phe 


Cys 


Lys 


Gin 








500 










505 










510 






Glu 


Asn 


Glu 


Asp 


Ser 


Ser Asp 


Ala 


Thr 


Thr 


Pro 


Val 


Pro 


Arg 


Val 


Arg 
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515 

Thr Asp Tyr Val 
530 

Gin Glu Gin Glu 
545 

Phe Arg Met His 

Phe Asp Lys Glu 
580 

Arg Ser Asp Arg 
595 

Ala Ala Ala Arg 
610 

Glu Leu Leu Lys 
625 

Gin Val Asn Thr 

Lys Asp Pro Cys 
660 

Leu His Arg Asp 
675 

Gin Ala Ala Ala 
690 

Pro Pro Ser Lys 
705 

Leu Ser Ser Gly 

Ser Met Pro Pro 
740 

Leu Pro Ala lie 
755 

Ser Gly Pro Ser 
770 

Leu Leu Val Ser 
785 

Pro Ala Ser Ser 

Val Ser His Ser 
820 

Gin Pro Ser Leu 
835 

Thr Leu Pro Gin 
850 

Ala Thr Gin Thr 
865 

Val Lys Ala Gin 

Gin Thr Gly Leu 
900 

Ser Lys Pro Ala 
915 

Thr Ala Ala Val 
930 

Val Ala He Thr 



520 

Val Arg Pro Ser 
535 

Arg Tyr Arg Tyr 
550 

Gly Phe Glu Ser 
565 

Thr Ser Leu Asn 

Pro Ala Tyr Val 
600 

Leu Pro Asn Gly 
615 

Asp Ser Gin Phe 
630 

Val Val Ser Gly 
645 

Val Lys Tyr Asp 

Arg Ser Glu Glu 
680 

Ala Lys Ala Arg 
695 

Val Lys Ser Ser 
710 

Pro Ser Glu Gin 
725 

Thr Pro Val Thr 

Pro He Ser Pro 
760 

Thr Val Ser Glu 
775 

Ser Pro Thr Met 

790 - 
Gin Thr Ala Pro 
805 

Gly Ser Ala Gly 

Pro Ala Val Pro 
840 

Met Pro Ala Gly 
855 

Lys Val Val Pro 
870 

Thr Thr Ala Ala 
885 

Thr Val Thr Ser 

Thr Ser Ser Pro 
920 

He Gin Asn Val 
935 

Gly Gin Leu Gly 



Thr Gly Glu Glu 
540 

Ser Gin Pro His 
555 

Val Val Gly Pro 
570 

Lys Ala Arg Glu 
585 

Thr He Leu Ser 

Glu Gly Thr Arg 
620 

Leu Ala Pro Asp 
635 

Ala Leu Asp Arg 
650 

He Gly Arg Lys 
665 

Glu Phe Glu Arg 

Lys Ala Leu Gin 
700 

Ser Lys Glu Ser 
715 

Ser Gin Met Ser 
730 

Pro Val Thr Pro 
745 

Pro Pro Val Ser 

Pro Ala Lys Ser 
780 

Pro His Leu Gly 
795 

Ser Ser Gin Ala 
810 

Leu Ser Gin Val 
825 

Gin Gin Ser Gly 

Pro Gin He Arg 
860 

Gin Thr Val Met 
875 

Thr Val Gin Arg 
890 

Leu Pro Ala Thr 
905 

Gly Thr Ser Ala 

Thr Gly Gin Asn 
940 

Val Lys Pro Gin 



525 

Lys Arg val Phe 

Lys Ala Phe Thr 
560 

Val Lys Gly Val 
575 

His Ser Leu Leu 
590 

Leu Val Arg Asp 
605 

Ala Glu He Cys 

Val Thr Ser Thr 
640 

Leu His Tyr Glu 
655 

Leu Trp He Tyr 
670 

He His Gin Ala 
685 

Gin Lys Pro Lys 

Ser He Lys Val 
720 

Leu Ser Asp Ser 
735 

Thr Thr Pro Ala 
750 

Ala Val Asn Lys 
765 

Ser Ser Gly Val 

Thr Met Leu Ser 
800 

Ala Ala Arg Val 
815 

Arg Val Val Ala 
830 

Gly Pro Ala Gin 
845 

Val Pro Ala Thr 

Ala Thr Val Pro 
880 

Pro Gly Pro Gly 
895 

Ala Ser Pro Val 
910 

Pro Ser Ala Ser 
925 

He He Lys Gin 
Thr Gly Asn Ser 
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945 950 955 960 

lie Pro Leu Thr Ala Thr Asn Phe Arg lie Gin Gly Lys Asp Val Leu 

965 970 975 

Arg Leu Pro Pro Ser Ser lie Thr Thr Asp Ala Lys Gly Gin Thr Val 

980 985 990 

Leu Arg lie Thr Pro Asp Met Met Ala Thr Leu Ala Lys Ser Gin Val 

995 1000 1005 

Thr Thr Val Lys Leu Thr Gin Asp Leu Phe Gly Thr Gly Gly Asn Thr 

1010 1015 1020 

Thr Gly Lys Gly lie Ser Ala Thr Leu His Val Thr Ser Asn Pro Val 
1025 1030 1035 1040 

His Ala Ala Asp Ser Pro Ala Lys Ala Ser Ser Ala Ser Ala Pro Ser 

1045 1050 1055 

Ser Thr Pro Thr Gly Thr Thr Val Val Lys Val Thr Pro Asp Leu Lys 

1060 1065 1070 

Pro Thr Glu Ala Ser Ser Ser Ala Phe Arg Leu Met Pro Ala Leu Gly 

1075 1080 1085 

Val Ser Val Ala Asp Gin Lys Gly Lys Ser Thr Val Ala Ser Ser Glu 

1090 1095 1100 

Ala Lys Pro Ala Ala Thr He Arg He Val Gin Gly Leu Gly Val Met 
1105 1110 1115 1120 

Pro Pro Lys Ala Gly Gin Thr He Thr Val Ala Thr His Ala Lys Gin 

1125 1130 1135 

Gly Ala Ser Val Ala Ser Gly Ser Gly Thr Val His Thr Ser Ala Val 

1140 1145 1150 

Ser Leu Pro Ser Met Asn Ala Ala Val Ser Lys Thr Val Ala Val Ala 

1155 1160 1165 

Ser Gly Ala Ala Ser Thr Pro He Ser He Ser Thr Gly Ala Pro Thr 

1170 1175 1180 

Val Arg Gin Val Pro Val Ser Thr Thr Val Val Ser Thr Ser Gin Ala 
1185 1190 1195 1200 

Gly Lys Leu Pro Thr Arg He Thr Val Pro Leu Ser Val He Ser Gin 

1205 1210 1215 

Pro Met Lys Gly Lys Ser Val Val Thr Ala Pro He He Lys Gly Asn 

1220 1225 1230 

Leu Gly Ala Asn Leu Ser Gly Leu Gly Arg Asn He He Leu Thr Thr 

1235. 1240 1245 

Met Pro Ala Gly Thr Lys Leu He Ala Gly Asn Lys Pro Val Ser Phe 

1250 1255 1260 

Leu Thr Ala Gin Gin Leu Gin Gin Leu Gin Gin Gin Gly Gin Ala Thr 
1265 1270 1275 1280 

Gin Val Arg He Gin Thr Val Pro Ala Ser Xaa Leu Gin Gin Gly Thr 

1285 129.0 1295 

Ala Ser Gly Ser Ser Lys Ala Val Ser Thr Val Val Val Thr Thr Ala 

1300 1305 1310 

Pro Ser Pro Lys Gin Ala Pro Glu Gin Gin 
1315 1320 

<210> 4829 

<211> 1605 

<212> DNA 

<213> Homo sapiens 

<400> 4829 
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cccggagagc gaggacgacg tgaaggcgga 
60 

ctggagacca tggccaaaat ggaggtgaaa 
120 

ggggatatgg ttcttttaga acctctcaat 
180 

cgctttgacc acagtgaaat atacacttac 
240 

tatcggtctt tacccattta ttcaccagag 
300 

tatgaactga gccctcacat ctttgccctt 
360 

caagataagg accaatgtat tctcattact 
420 

agtaagcttg tcatgtccta tgtggcagct 
480 

gttaaagaac agcttttaca gtccaacccg 
540 

gtaaggaatg acaactcctc tagatttggc 
600 

ggcgatccac taggaggagt aataagtaac 
660 

cagccaagag gtgaaagaaa cttccatgtg 
720 

gagctcctca ataaacttaa gcttgagagg 
780 

gattcggcca aagtgaatgg agtggatgat 
840 

atgcagattg tgggctttat ggatcatgaa 
900 

gtgttgaaac tggggaacat tgagttcaag 
960 

agcaaaatca aagataaaaa tgagttaaaa 
1020 

tcagttctag aacgagcatt cagtttccga 
10BO 

actacactga atgtggctca ggcttattat 
1140 

agcaggttgt tttcatggtt ggtaaatcga 
1200 

gtgagaaaga aggtcatggg tgttctggac 
1260 

agctttgagc agttcattat taattattgt 
1320 

cttactctta aagaagagca ggaggagtat 
1380 

gactacttca ataatgctat catttgtgac 
1440 

gccatgttgg atgaagagtg cctcagacct 
1500 

aagctgaacc aagtatgtgc cacccaccag 
1560 

cggttcctca atgacacgtc tctgcctcac 
1605 



gtggcgcccg gcgaggtagc gccaggcgag 
acctcacttc tggacaatat gattggagtt 
gaggagacct tcatcaacaa cctcaagaag 
attggaagtg tggttatatc tgttaaccca 
aaagtggaag aatacaggaa cagaaatttt 
tcggatgaag catacagatc cctacgagat 
ggggaaagtg gagcaggaaa aacagaggcc 
gtttgtggaa aaggagcaga agttaatcaa 
gtcctggaag cttttggaaa tgccaaaact 
aaatatatgg atattgaatt tgactttaaa 
tatcttttag agaaatctcg ggttgttaaa 
ttctatcagc tgctctctgg tgcctctgaa 
gatttcagca ggtataacta cctgagtctg 
gcagcaaatt ttagaaccgt gcggaatgcc 
gctgagtctg tcttggcggt ggtggcagca 
cccgaatctc gagtgaatgg tctagatgaa 
gaaatttgtg aattgaccgg cattgatcaa 
acagttgagg ccaaacagga gaaagtttca 
gcccgtgatg ctctggctaa aaacctctac 
atcaatgaaa gcattaaggc acaaacaaaa 
atttatggct ttgagatttt cgaggacaac 
aacgaaaagc tgcaacaaat cttcattgaa 
atacgggagg atatagaatg gactcacatt 
ctaatagaaa ataacacaaa tggaatcctg 
ggcacagtca ctgatgagac cttcttagaa 
cattttgaaa gcaggatgag caagtgctct 
agctgcttca ggatc 
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<210> 4830 

<211> 512 

<212> PRT 

<213> Homo sapiens 



<400> 4830 
Met Ala Lys Met 
1 

Val Gly Asp Met 
20 

Asn Asn Leu Lys 
35 

Gly Ser Val Val 
50 

Ser Pro Glu Lys 
65 

Ser Pro His lie 

Asp Gin Asp Lys 
100 

Gly Lys Thr Glu 
115 

Cys Gly Lys Gly 
130 

Ser Asn Pro Val 
145 

Asp Asn Ser Ser 

Lys Gly Asp Pro 
180 

Ser Arg Val Val 
195 

Tyr Gin Leu Leu 
210 

Leu Glu Arg Asp 
225 

Lys Val Asn Gly 

Ala Met Gin lie 
260 

Ala Val Val Ala 
275 

Glu Ser Arg Val 
290 

Glu Leu Lys Glu 
305 

Glu Arg Ala Phe 

Ser Thr Thr Leu 
340 

Ala Lys Asn Leu 
355 

Asn Glu Ser lie 



Glu Val Lys Thr 
5 

Val Leu Leu Glu 

Lys Arg Phe Asp 
40 

lie Ser Val Asn 
55 

Val Glu Glu Tyr 
70 

Phe Ala Leu Ser 
85 

Asp Gin Cys He 

Ala Ser Lys Leu 
120 

Ala Glu Val Asn 
135 

Leu Glu Ala Phe 
150 

Arg Phe Gly Lys 
165 

Leu Gly Gly Val 

Lys Gin Pro Arg 
200 

Ser Gly Ala Ser 
215 

Phe Ser Arg Tyr 
230 

Val Asp Asp Ala 
245 

Val Gly Phe Met 

Ala Val Leu Lys 
280 

Asn Gly Leu Asp 
295 

He Cys Glu Leu 
310 

Ser Phe Arg Thr 
325 

Asn Val Ala Gin 

Tyr Ser Arg Leu 
360 

Lys Ala Gin Thr 



Ser Leu Leu Asp 
10 

Pro Leu Asn Glu 
25 

His Ser Glu He 

Pro Tyr Arg Ser 
60 

Arg Asn Arg Asn 
75 

Asp Glu Ala Tyr 
90 

Leu He Thr Gly 
105 

Val Met Ser Tyr 

Gin Val Lys Glu 
140 

Gly Asn Ala Lys 
155 

Tyr Met Asp He 
170 

He Ser Asn Tyr 
185 

Gly Glu Arg Asn 

Glu Glu Leu Leu 
220 

Asn Tyr Leu Ser 
235 

Ala Asn Phe Arg 
250 

Asp His Glu Ala 
265 

Leu Gly Asn He 

Glu Ser Lys He 
300 

Thr Gly He Asp 
315 

Val Glu Ala Lys 
330 

Ala Tyr Tyr Ala 
345 

Phe Ser Trp Leu 
Lys Val Arg Lys 



Asn Met He Gly 
15 

Glu Thr Phe He 
30 

Tyr Thr Tyr He 
45 

Leu Pro He Tyr 

Phe Tyr Glu Leu 
80 

Arg Ser Leu Arg 
95 

Glu Ser Gly Ala 
110 

Val Ala Ala Val 
125 

Gin Leu Leu Gin 

Thr Val Arg Asn 
160 

Glu Phe Asp Phe 
175 

Leu Leu Glu Lys 
190 

Phe His Val Phe 
205 

Asn Lys Leu Lys 

Leu Asp Ser Ala 
240 

Thr Val Arg Asn 
255 

Glu Ser Val Leu 
270 

Glu Phe Lys Pro 
285 

Lys Asp Lys Asn 

Gin Ser Val Leu 
320 

Gin Glu Lys Val 
335 

Arg Asp Ala Leu 
350 

Val Asn Arg He 
365 

Lys Val Met Gly 
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370 










375 










380 










Val 


Leu 


Asp 


He 


Tyr 


Gly 


Phe 


Glu 


He 


Phe 


Glu 


Asp 


Asn 


Ser 


Phe 


Glu 


385 








390 










395 










400 


Gin 


Phe 


He 


He 


Asn 




Cys 


Asn 


Glu 


Lys 


Leu 


Gin 


Gin 


He 


Phe 


He 










405 










410 










415 




Glu 


Leu 


Thr 


Leu 


Lys 


Glu 


Glu 


Gin 


Glu 


Glu 


Tyr 


He 


Arg 


Glu 


Asp 


He 








420 










425 










430 






Glu Trp 


Thr 


His 


He 


Asp 


Tyr 


Phe 


Asn 


Asn 


Ala 


He 


He 


Cys 


Asp 


Leu 






435 










440 










445 








He 


Glu 


Asn 


Asn 


Thr 


Asn 


Gly 


He 


Leu 


Ala 


Met 


Leu 


Asp 


Glu 


Glu 


Cys 




450 










455 










460 










Leu Arg 


Pro Gly Thr 


Val 


Thr 


Asp 


Glu 


Thr 


Phe 


Leu 


Glu 


Lys 


Leu 


Asn 


465 










470 










475 










480 


Gin 


Val 


Cys 


Ala 


Thr 


His 


Gin 


His 


Phe 


Glu 


Ser Arg 


Met 


Ser 


Lys 


Cys 








485 










490 










495 




Ser 


Arg 


Phe 


Leu 


Asn 


Asp 


Thr 


Ser 


Leu 


Pro 


His 


Ser 


Cys 


Phe 


Arg 


He 






500 










505 










510 







<210> 4831 

<211> 578 

<212> DNA 

<213> Homo sapiens 

<400> 4831 

cggacggtgg ccctcaaagg cccagtcacc aatgccgcca tcctgctggc gcccgtcagc 
60 

atgctgagct cagacttcag gcccagcctg ccgctgcccc acttcaacaa gcacctgctg 
120 

ggcgccgagc acggggacga gccgcgccac gggggcctca ctctgcgcct gggcctccac 
180 

cagcagagcg tgctcggcgg ccaggaccag ctgcgcgtcc gtgtgacgga gctggaggac 
240 

gaggtgcgca acctgcgcaa gatcaatcgg gacctgttcg acttctccac gcgcttcatc 
300 

acgcggccgg ccaagtgagg cccggagacc ccggcccgag gcgcccaggc ctgagcccca 
360 

tgcctcccag caaccagggc ccgcgggtgt ggcccccacc agcccaggcc tggactctcc 
420 

tcagttctgt gtcgtgttcg ggtttttcct ctgtgactgg gccgtcttgg tgtctcgtgg 
480 

cacgcgtcac agtggtgcta gtctgttttt aacaaaagag gatgaaaagc caaaaaaaaa 
540 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
578 

<210> 4832 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 4832 

Arg Thr Val Ala Leu Lys Gly Pro Val Thr Asn Ala Ala He Leu Leu 

1 5 10 15 

Ala Pro Val Ser Met Leu Ser Ser Asp Phe Arg Pro Ser Leu Pro Leu 
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20 25 30 

Pro His Phe Asn Lys His Leu Leu Gly Ala Glu His Gly Asp Glu Pro 

35 40 45 

Arg His Gly Gly Leu Thr Leu Arg Leu Gly Leu His Gin Gin Ser Val 

50 55 60 

Leu Gly Gly Gin Asp Gin Leu Arg Val Arg Val Thr Glu Leu Glu Asp 
65 70 75 80 

Glu Val Arg Asn Leu Arg Lys lie Asn Arg Asp Leu Phe Asp Phe Ser 

85 90 95 

Thr Arg Phe lie Thr Arg Pro Ala Lys 
100 105 

<210> 4833 
<211> 872 
<212> DNA 

<213> Homo sapiens 
<400> 4833 

nnctggacag aatttttaaa agcaatgaag ccagttcctt ggatatatcc acgggctttg 
60 

ctttgagaag gaactgagta ggcagtgaga agagtcgagt gaagcctggc ccgtgagtgc 
120 

ctcaacaact gagatgaacg tcgactcgct tgcaggcaag ttgtcactca gcagcgatct 
180 

gaactatatc ctgggttcca gaaaaggcag aggttcttac cgaaagcagg ggaggaagcc 
240 

gcagcccaag gaggtcgtca cttgccggga aggtggctcg ggccaggctg cactcaaaac 
300 

ccgtgctctg tccacactgc tacggggcca gagccaagga agcttccact tcttccccca 
360 

gacagcccca acagcggcta ccccaaggag ccagcagcct tgtgtcctgg gatccccagc 
420 

ccctgcagaa tgacccacca ggatctgagc atcacagcca aactcatcaa tggaggtgta 
4S0 

gcagggctcg tgggggtgac ctgcgtgttc cccatcgact tggccaagac tcgcctgcag 
540 

aaccagcatg ggaaagccat gtacaaagga atgatcgact gcctgatgaa gacggctcgg 
600 

gcggagggct tcttcggcat gtaccgaggg gctgcagtga acctcactct ggtcactcca 
660 

gagaaggcca tcaagctggc ggccaacgac tttttccggc ggctgctcat ggaagatggg 
720 

atgcagcgga acctgaagat ggagatgctt gccgggtgtg gggctgggat gtgccaggtc 
780 

gtggtgacct gtcccatgga aatgctcaag attcagctgc aggcatgctg gacgcctggc 
840 

cgtccatcat cagggctcgg cctcagcacc ct 
872 

<210> 4834 
<211> 147 
<212> PRT 

<213> Homo sapiens 
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<400> 4834 
Met Thr His Gin 
1 

Val Ala Gly Leu 
20 

Lys Thr Arg Leu 
35 

lie Asp Cys Leu 
50 

Tyr Arg Gly Ala 
65 

lie Lys Leu Ala 

Gly Met Gin Arg 
100 

Gly Met Cys Gin 
115 

Gin Leu Gin Ala 

130 
Leu Ser Thr 
145 



Asp Leu Ser lie 
5 

Val Gly Val Thr 

Gin Asn Gin His 
40 

Met Lys Thr Ala 
55 

Ala Val Asn Leu 
70 

Ala Asn Asp Phe 
85 

Asn Leu Lys Met 

Val Val Val Thr 
120 

Cys Trp Thr Pro 
135 



Thr Ala Lys Leu 
10 

Cys . Val Phe Pro 
25 

Gly Lys Ala Met 

Arg Ala Glu Gly 
60 

Thr Leu Val Thr 
75 

Phe Arg Arg Leu 
90 

Glu Met Leu Ala 
105 

Cys Pro Met Glu 

Gly Arg Pro Ser 
140 



lie Asn Gly Gly 
15 

He Asp Leu Ala 
30 

Tyr Lys Gly Met 
45 

Phe Phe Gly Met 

Pro Glu Lys Ala 
80 

Leu Met Glu Asp 
95 

Gly Cys Gly Ala 
110 

Met Leu Lys He 
125 

Ser Gly Leu Gly 



<210> 4835 

<211> 1846 

<212> DNA 

<213> Homo sapiens 



<400> 4835 

nctcatttcc gaagtgccct gacagcccac cctgtgcgtg accctgtgca catgtaccag 
60 

ctgcacaaag ctttcgcccg agctgaactg gaacgcacgt accaggagat ccaggagtta 
120 

cagtgggaga tccagaatac cagccatctg gccgttgatg gggaccgggc agctgcttgg 
180 

cccgtgggta ttccagcacc atcccgcccg gcctcccgct ttgaggtgct gcgctgggac 
240 

tacttcacgg agcagcacgc tttctcctgc gccgatggct caccccgctg cccactgcgt 
300 

ggggctgacc gggctgatgt ggccgatgtt ctggggacag ctctagagga gctgaaccgc 
360 

cgctaccacc cggccttgcg gctccagaag cagcagctgg tgaatggcta ccgacgcttt 
420 

gatccggccc ggggtatgga atacacgctg gacttgcagc tggaggcact gaccccccag 
480 

ggaggccgcc ggcccctcac tcgccgagtg cagctgctcc ggccgctgag ccgcgtggag 
540 

atcttgcctg tgccctatgt cactgaggcc tcacgtctca ctgtgctgct gcctctagct 
600 

gcggctgagc gtgacctggc ccctggcttc ttggaggcct ttgccactgc agcactggag 
660 

cctggtgatg ctgcggcagc cctgaccctg ctgctactgt atgagccgcg ccaggcccag 
720 

cgcgtggccc atgcagatgt cttcgcacct gtcaaggccc acgtggcaga gctggagcgg 
780 
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cgtttccccg gtgcccgggt gccatggctc agtgtgcaga cagccgcacc ctcaccactg 
840 

cgcctcatgg atctactctc caagaagcac ccgctggaca cactgttcct gctggccggg 
900 

ccagacacgg tgctcacgcc tgacttcctg aaccgctgcc gcatgcatgc catctccggc 
960 

tggcaggcct tctttcccat gcatttccaa gccttccacc cagctgtggc cccaccacaa 
1020 

gggcctgggc ccccagagct ggggccgtga cactggccgc tttgatcgcc aggcagccag 
1080 

cgaggcctgc tcctacaact ccgactacgt ggcagcccgt gggcgcctgg gcgcagctca 
1140 

gaacaagaag aggagctgct ggagagcctg gatgtgtacg agctgttcct ccacttctcc 
1200 

agtctgcatg tgctgcgggc ggtggagcgg cgctgctgca gccgctaccg ggcccagacg 
1260 

tgcagcgcga ggctcagtga ggacctgtac caccgctgcc tccagagcgt gcttgagggc 
1320 

ctcggctccc gaacccagct ggccatgcta ctctttgaac aggagcaggg caacagcacc 
13B0 

tgaccccacc ctgtccccgt gggcccgtgg cattggccac accccacccc acttctcccc 
1440 

caaaaccaga gccacctgcc agcctcgctg ggcagggctg gccgtagcca gaccccaagc 
1500 

tggcccactg gtcccctctc tggctctgtg ggtccctggg ctctggacaa gcactggggg 
1560 

acgtgccccc agagccaccc acttctcatc ccaaacccag tttccctgcc ccctgacgct 
1620 

gctgattcgg gctgtggcct ccacgtattt atgcagtaca gtctgcctga cgccagccct 
1680 

gcctctgggc cctgggggct gggctgtaga agagttgttg gggaaggagg gagctgagga 
1740 

gggggcatct cccaacttct cccttttgga ccctgccgaa gctccctgcc tttaataaac 
1800 

tggccaagtg tggaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1846 

<210> 4836 
<211> 349 
<212> PRT 

<213> Homo sapiens 

<400> 4836 
Xaa His Phe Arg Ser 

1 5 
His Met Tyr Gin Leu 
20 

Thr Tyr Gin Glu lie 
35 

His Leu Ala Val Asp 
50 

Pro Ala Pro Ser Arg 
65 

Tyr Phe Thr Glu Gin 



4017 



Ala Leu Thr Ala His Pro Val Arg Asp Pro Val 

10 15 
His Lys Ala Phe Ala Arg Ala Glu Leu Glu Arg 

25 30 
Gin Glu Leu Gin Trp Glu lie Gin Asn Thr Ser 

40 45 
Gly Asp Arg Ala Ala Ala Trp Pro Val Gly lie 

55 60 
Pro Ala Ser Arg Phe Glu Val Leu Arg Trp Asp 
70 75 80 

His Ala Phe Ser Cys Ala Asp Gly Ser Pro Arg 
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Cys Pro Leu Arg 
100 

Thr Ala Leu Glu 
115 

Gin Lys Gin Gin 
130 

Gly Met Glu Tyr 
145 

Gly Gly Arg Arg 

Ser Arg Val Glu 
180 

Leu Thr Val Leu 
195 

Gly Phe Leu Glu 
210 

Ala Ala Ala Leu 
225 

Arg Val Ala His 

Glu Leu Glu Arg 
260 

Gin Thr Ala Ala 
275 

Lys His Pro Leu 
290 

Leu Thr Pro Asp 
305 

Trp Gin Ala Phe 

Ala Pro Pro Gin 
340 

<210> 4837 
<211> 906 
<212> DNA 
<213> Homo sapi< 



85 

Gly Ala Asp Arg 

Glu Leu Asn Arg 
120 

Leu Val Asn Gly 
135 

Thr Leu Asp Leu 
150 

Pro Leu Thr Arg 
165 

lie Leu Pro Val 

Leu Pro Leu Ala 
200 

Ala Phe Ala Thr 
215 

Thr Leu Leu Leu 
230 

Ala Asp Val Phe 
245 

Arg Phe Pro Gly 

Pro Ser Pro Leu 
280 

Asp Thr Leu Phe 
295 

Phe Leu Asn Arg 
310 

Phe Pro Met His 
325 

Gly Pro Gly Pro 



90 

Ala Asp Val Ala 
105 

Arg Tyr His Pro 

Tyr Arg Arg Phe 
140 

Gin Leu Glu Ala 
155 

Arg Val Gin Leu 
170 

Pro Tyr Val Thr 
185 

Ala Ala Glu Arg 

Ala Ala Leu Glu 
220 

Leu Tyr Glu Pro 
235 

Ala Pro Val Lys 
250 

Ala Arg Val Pro 
265 

Arg Leu Met Asp 

Leu Leu Ala Gly 
300 

Cys Arg Met His 
315 

Phe Gin Ala Phe 
330 

Pro Glu Leu Gly 
345 



95 

Asp Val Leu Gly 
110 

Ala Leu Arg Leu 
125 

Asp Pro Ala Arg 

Leu Thr Pro Gin 
160 

Leu Arg Pro Leu 
175 

Glu Ala Ser Arg 
190 

Asp Leu Ala Pro 
205 

Pro Gly Asp Ala 

Arg Gin Ala Gin 
240 

Ala His Val Ala 
255 

Trp Leu Ser Val 
270 

Leu Leu Ser Lys 
285 

Pro Asp Thr Val 

Ala lie Ser Gly 
320 

His Pro Ala val 
335 

Pro 



<400> 4837 

nagggggagg aggaggaggt ggtggcagcc 
60 

gaggaagaag acagtgacga aggggaaaga 
120 

actgtaaatt atgatagtgt caattctgac 
180 

atagagaaca taaatttgac caatggcagc 
240 

attcaccctt gtggaaatcc tacagtgatt 
300 

gaccctgaca ccacagaagt caatttgaac 
360 

acccgctttg ctgaagccct caaggacaac 
420 



tttgggaaga aggagtccca ggaggaagag 

acaattgaaa ctgcaaaagg gattaatgga 

aactctaagc caaagatatt taaaagtcaa 

aatgggagga acacagagtc cccagctgcc 

gaggacgctt tggacaagat taaaagcaat 

aacattgaga acatcacaac acagaccctt 

actgtggtga agacgttcag tctggccaac 
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acgcatgccg acgacagtgc agccatggcc attgcagaga tgctcaaagt caatgagcac 
480 

atcaccaacg taaacgtcga gtccaacttc ataacgggaa aggggatcct ggccatcatg 
540 

agagctctcc agcacaacac ggtgctcacg gagctgcgtt tccataacca gaggcacatc 
600 

atgggcagcc aggtggaaat ggagattgtc aagctgctga aggagaacac gacgctgctg 
660 

aggctgggat accattttga actcccagga ccaagaatga gcatgacgag cattttgaca 
720 

agaaatatgg ataaacagag gcaaaaacgt ttgcaggagc aaaaacagca ggagggatac 
780 

gatggaggac ccaatcttag gaccaaagtc tggcaaagag gaacacctag cccttcccct 
840 

tatgtatctc ccaggcactc accgtggtca tccccaaaac tcccctacgg agagacgaca 
900 

acgcgt 
906 

<210> 4838 
<211> 302 
<212> PRT 

<213> Homo sapiens 
<400> 4838 

Xaa Gly Glu Glu Glu Glu Val Val Ala Ala Phe Gly Lys Lys Glu Ser 

15 10 15 

Gin Glu Glu Glu Glu Glu Glu Asp Ser Asp Glu Gly Glu Arg Thr lie 

20 25 30 

Glu Thr Ala Lys Gly lie Asn Gly Thr Val Asn Tyr Asp Ser Val Asn 

35 40 45 

Ser Asp Asn Ser Lys Pro Lys lie Phe Lys Ser Gin He Glu Asn He 

50 55 60 

Asn Leu Thr Asn Gly Ser Asn Gly Arg Asn Thr Glu Ser Pro Ala Ala 
65 70 75 80 

He His Pro Cys Gly Asn Pro Thr Val He Glu Asp Ala Leu Asp Lys 

85 90 95 

He Lys Ser Asn Asp Pro Asp Thr Thr Glu Val Asn Leu Asn Asn He 

100 105 110 

Glu Asn He Thr Thr Gin Thr Leu Thr Arg Phe Ala Glu Ala Leu Lys 

115 120 125 

Asp Asn Thr Val Val Lys Thr Phe Ser Leu Ala Asn Thr His Ala Asp 

130 135 140 

Asp Ser Ala Ala Met Ala He Ala Glu Met Leu Lys Val Asn Glu His 
145 150 155 160 

He Thr Asn Val Asn Val Glu Ser Asn Phe He Thr Gly Lys Gly He 

165 170 175 

Leu Ala He Met Arg Ala Leu Gin His Asn Thr Val Leu Thr Glu Leu 

180 185 190 

Arg Phe His Asn Gin Arg His He Met Gly Ser Gin Val Glu Met Glu 

195 200 205 

He Val Lys Leu Leu Lys Glu Asn Thr Thr Leu Leu Arg Leu Gly Tyr 

210 215 220 

His Phe Glu Leu Pro Gly Pro Arg Met Ser Met Thr Ser He Leu Thr 
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225 230 235 240 

Arg Asn Met Asp Lys Gin Arg Gin Lys Arg Leu Gin Glu Gin Lys Gin 

245 1 250 255 

Gin Glu Gly Tyr Asp Gly Gly Pro Asn Leu Arg Thr Lys Val Trp Gin 

260 265 270 

Arg Gly Thr Pro Ser Pro Ser Pro Tyr Val Ser Pro Arg His Ser Pro 

275 280 285 

Trp Ser Ser Pro Lys Leu Pro Tyr Gly Glu Thr Thr Thr Arg 
290 295 300 

<210> 4839 
<211> 1313 
<212> DNA 

<213> Homo sapiens 
<400> 4839 

nnggcgctca gggcccccac aagaggtcga gggaatgttg tgggctgggg cacaccagca 
60 

cggcagaaac tggagaaagc gagagacgtc gccagggacc cagggacctc tccctccagt 
120 

tccccgggcc cgcccggccc tgatggccac tcacgctata gcgcccactc tgtcctgggc 
180 

catcccgcgc cagcagtgta gcccccagcc cgggcgcctg aatgctctcc ctccggatcg 
24 0 

ctgctcgggt ccccactttg gcgaccgntg cccccgagtc ctgcttcccc ggggcctgct 
300 

ctgtatcagg cgcctgcgcc ttcaagggta cccggcccgc ctgccctccc caagagccga 
360 

gtttgcgctc ctcccggaat cgtttgagag aaggacaaac ttttggcagg atggaaatct 

420 

agatgagcct gtccggagca gaacacccct gattagccag gcccaccgcc atccacatct 
480 

gctcggcaaa gaaggaaggc agcttgttcc agaccttggt gagcagctgc agactgcctg 
540 

cctagaacag cctccttact ccagcctggc agggaaggaa ggaacctgac ttgcttcgca 
600 

ggatctggaa gctcagccgg cagagctgag agccgcagtt gcatcctgga gcctgatgct 
660 

agaagcagct tccgtctttg ggttcttgct gcctcggcct ctgctctgtt cagtttgctg 
720 

ttgtgttttt ctcccccatg ttggggtggt ggggtacagg gaaataaaat gctttctccc 
780 

aggcccctaa tccttcccca tgcctccatc agcctcaaag ctgctgacag tcatgaactg 
640 

caccttccag ccctgcccat aagctactca aagcaaattc aaattctctt ctggccaggg 
900 

ggaagggcag atgctccctc cttcctcaag cctccctggc tcattgatcc attttgaggg 
960 

catttggggg tcaaagttga gaccagattg cttcagtttg tataaaatta gcatttctta 
1020 

tcacaccaag gccacacctg ttctctggcc tcacaaacca gtgaggatgt aaaggtttgt 
1080 

tgaggtggag gaacagaagt gaaatgagca atctgctcca tttagaagtc agtcgcttcg 
1140 
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gctgttcatt ccactaatat ttatctagta cctattctgt gccaagcatt gtctctacct 
1200 

cagtttgcca caaatatgaa aaaaaaaaaa ttcttggaac tgtgaggctt caatgtgttg 
1260 

tggaccaata tacaaataaa ccaatggaaa agaaaaaaaa aaaaaaaaaa aaa 
1313 

<210> 4840 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 4840 

Xaa Ala Leu Arg Ala Pro Thr Arg Gly Arg Gly Asn Val Val Gly Trp 

15 10 15 

Gly Thr Pro Ala Arg Gin Lys Leu Glu Lys Ala Arg Asp Val Ala Arg 

20 25 30 

Asp Pro Gly Thr Ser Pro Ser Ser Ser Pro Gly Pro Pro Gly Pro Asp 

35 40 45 

Gly His Ser Arg Tyr Ser Ala His Ser Val Leu Gly His Pro Ala Pro 

50 55 60 

Ala Val 
65 



<210> 4841 

<211> 558 

<212> DNA 

<213> Homo sapiens 



<400> 4841 

acgcgtgcga gtgtgcggac tcagtggacg 
60 

cccggagcca acttgtttcc gccgccgctg 
120 

ctggacgtcc attccatgca ccagctggag 
180 

ctggctgagc tgctggagct agggtgtcct 
240 

gacctcttct gccacgcgct cattttctgc 
300 

tcagcggctt gtgccctgct ccaggatctt 
360 

ctccgagcct acatcaagac ccaagtgaac 
420 

gaggagcgct caaggccagc gaggaaaggc 
480 

ccttccagct actccgggta aaggcaagag 
54 0 

aataaaggtc tgggccag 
558 



acggcggcgg cggcgaaagc ggatgaagac 
ccccgacccc ggatctgcat gtggaagtac 
aagaccacca atgctgagat gagggaggtg 
gagcagagcc tgagggacgc catcaccctg 
cgccagcagg gcttctcact ggagcagacg 
cacaaggctt gtattggcca catccacgtc 
aaagagctgg agcagctcca ggggctggtg 
tcagcagcaa gttgactgca ctagagcggc 
caagaccaag tgacccccaa cattttcccc 



<210> 4842 
<211> 118 
<212> PRT 
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<213> Homo sapiens 
<400> 4842 

Met Trp Lys Tyr Leu Asp Val His Ser Met His Gin Leu Glu Lys Thr 

15 10 15 

Thr Asn Ala Glu Met Arg Glu Val Leu Ala Glu Leu Leu Glu Leu Gly 

20 25 30 

Cys Pro Glu Gin Ser Leu Arg Asp Ala lie Thr Leu Asp Leu Phe Cys 

35 40 45 

His Ala Leu lie Phe Cys Arg Gin Gin Gly Phe Ser Leu Glu Gin Thr 

50 55 60 

Ser Ala Ala Cys Ala Leu Leu Gin Asp Leu His Lys Ala Cys lie Gly 
65 70 75 80 

His lie His Val Leu Arg Ala Tyr He Lys Thr Gin Val Asn Lys Glu 

85 90 95 

Leu Glu Gin Leu Gin Gly Leu Val Glu Glu Arg Ser Arg Pro Ala Arg 

100 105 HO 

Lys Gly Ser Ala Ala Ser 
115 

<210> 4843 
<211> 6403 
<212> DNA 

<213> Homo sapiens 



<400> 4843 

ggcacgagct gtaggagcag gggcctagca 
60 

gtggctagca tggcccctac gctgttccag 
120 

gcgcccggcc gcgacgcccg ggacccagat 
180 

gatccaagcc agattcgact gattgtatat 
240 

ttgtttgact ccagtgttaa gagaagaaat 
300 

atttattctt atcttcatgg aatggaaata 
360 

ttaatgtctg caagagcacg ctatgagaga 
420 

gaaacgattg ccagatgttg gtatatccta 
480 

atggtcttgc ctccttgcag ttttggtaag 
540 

cttgtattag agccttcaga aatgattgtg 
600 

attctacaaa gagaaattcc tgccagacaa 
660 

aaaggagagc gccaaaccat tactgatgat 
720 

gctgatctta ccaagatgca tctcacagaa 
780 

tctagtcagt ctggttgtag cattgccagt 
840 



agcgcccagc ggagcgaccc ctgcctggcc 
aagctcttca gcaagaggac cgggctgggc 
tgcgggttca gttggccttt accagagttt 
caagactgtg aaagacgagg gagaaatgtt 
gaggacatat cagtatcgga cttaaatact 
ttatcaaatc tcagggaaca tcagcttaga 
tacagtggca atcaggttct cttttgttca 
ctttctggat ctgtgcttgt gaaaggctcc 
cagtttggag gaaaaagagg atgtgattgt 
gtagagaatg ccaaagataa tgaagatagt 
tcccgaagaa gatttcggaa aattaactat 
gtggaggtta acagctatct ttctcttcca 
aaccctcatc cacaggtgac tcatgtgtct 
gactctggaa gcagcagttt atctgatatc 
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tatcaggcta cggagagtga ggtaggagat 
900 

gttgattctg aggatgacga agaggaagat 
950 

gggcgagatc ttgttcgaga atgtcttgaa 
1020 

attgaacaat tgctggagtt tatgcaccag 
1080 

gtaaggagag aaetctgctc agtgatgatt 
1140 

attcttgaag atgggcaaga gcttgactca 
1200 

atcagtcatc cagatggaaa agttgaaaat 
1260 

cccactctgg ataagcagta catgcatgga 
1320 

tttgtctgca tagcccagca agattattgg 
1380 

cataaagttg aggaagaggg agaaattgtt 
1440 

agtggaacca ggaaaggaca cattgtgatc 
1500 

ttaatagaag aacattccat cgtggatcca 
1560 

aggacatttc ttgaaagtcc tttggatgtt 
1620 

gacagcttaa gagataaggb gacacggatt 
1680 

gattttgaag gtgaccctgc tatgactcga 
1740 

gatacaaaga tgaatggtca tctccggtta 
1800 

tggagacagg ttgtgctgca aaaggcttcc 
1860 

99*gggagtg agaagggatt tggtattttt 
1920 

gctgattcag gactgaaacg tggtgatcag 
1980 

aatattacat ttatgaaagc cgttgaaatt 
2040 

gtgaagacca acatttttgt gttcaaagag 
2100 

ggtgttcctc atattcccaa aattgctgaa 
2160 

gtgccaggag atactgaaca gacatcacag 
2220 

actgtttcag gtggaagaaa caaaatcagg 
2280 

ttgcctccaa agctatttag tgatggaggc 
2340 

ggaacaaggc actgtaggca tagtctggct 
2400 

agcagccctg atctcctgca gcctaccacc 
2460 



gtagatttga cacgtcttcc agaaggacct 
gaagagattg atcgaacaga tccattgcag 
aaagaacctg cagacaaaac tgatgatgac 
ctccctgcat ttgcaaacat gaccatgtct 
tttgaagtgg tagagcaggc tggagctatt 
tggtatgtta ttttaaacgg cactgtggaa 
ttgtttatgg gaaatagttt tggaattact 
atcgtcagga ctaaagtaga tgattgtcag 
agaattttaa accatgtgga aaaaaatacc 
atggtacatg agcatcggga actagaccgg 
aaggcaacac ctgagcgtct cataatgcat 
acttatatag aagattttct attaacttac 
gggatcaaac tattggaatg gtttaagatc 
gtattattat gggtaaataa tcattttaat 
tttctagagg aatttgaaaa aaatctggaa 
ttgaatattg cctgtgctgc aaaggctaag 
cgcgagtccc ctctacaact cagccttaat 
gttgaaggag tagaacctgg tagcaaagct 
attatggaag taaatggaca aaactttgag 
ttgaggaata atactcatct tgcacttact 
ttacttttta ggactgaaca agagaaatct 
aaaaaaagta atcgccattc tatccagcat 
gagaaaggaa gtaagaaagt taaagcaaat 
aagattttgg ataaaacacg atttagtatc 
ctaagccaat cacaagatga cagcattgtg 
ataatgccca tccctggaac actctcatcc 
agtatgttgg atttttccaa tccttcagat 
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atccctgatc aagttataag 
2520 

agtaaagaca ccacagctaa 
2580 

ggtgcatccg acacatattc 
2640 

cagagaagac ctccagatca 
2700 

tattacttaa aaaataacat 
2760 

ctagttaagg aaagccagct 
2820 

ctgtcaatga gggactttga 
2880 

ctttttaagt taaattccaa 
2940 

aaccaagaga cattctgggt 
3000 

atgaagatta ttaagcattt 
3060 

aattccatgt ttgcaataat 
3120 

acttgggaaa agttaccaag 
3180 

gatccatcta gaaacatggc 
3240 

ccaattattc cactcttccc 
3300 

gactccaaag tagatggttt 
3360 

cgccaagttg ttcgaatgac 
3420 

tcactgagtc aaggaagcac 
3480 

aaaagggcac gccgcagctc 
3540 

gcaaggaagg tgaagcagta 
3600 

cagatgatgt cattacagtg 
3660 

aaaagatcag ccaagnnatc 
3720 

acaactaaag cccacttgca 
3780 

gttaatttgc accccatcag 
3840 

ttacctcaga aagttttagg 
3900 

actatttctg tggcgtcatc 
3960 

cacaaaggtt acacacttat 
4020 

agtgagattt cttcacggtc 
4080 



agttttcaaa gtggatcagc 
agaagtagtt tttcatgctg 
tctctgtgaa gtttctgtta 
gttctccaaa ttagctgata 
ggaaacagaa accttatgtt 
atccatgctg cagctcagta 
tttgtttcgt aatattgaac 
aacaggaaat actcatttga 
tgcctcagaa attttaactg 
tattaaaatt gcacttcatt 
aagtggcttg aacctggcat 
caaatacgag aaacatcttc 
aaagtataga aatattctta 
tgttgtcaag aaagatatga 
agtaaacttt gagaagttaa 
ttctgctaac atggacccag 
aaattcaaac atgctggatg 
tctgcttaat gccaagaagc 
tctttccagt ctcgatgtag 
ggagcctgca tatggtacct 
atctgaaatg tctccagtgc 
ccaaccccac agagtaagcc 
gaagaaggga caaacaaaag 
aacaactgaa gaaataagtg 
tttacattct agtcctcctg 
tccatcagct aaatctgaca 
cagcatcgtg agcaattgtt 



aaagttgcta cattatcatc 
ttcatgaatt tggtttgacc 
ctcctgaggg tgtcataaaa 
gaattcaact caatggaagg 
cagatgaaga tgctcaagaa 
ccattgaggt ggccacccag 
cgactgagta catcgatgac 
agaggtttga ggacattgta 
aagcaaatca gctcaaacga 
gtcgagaatg taagaacttc 
ctgtagcaag actcagagga 
aagatctaca agacattttt 
gtagtcaaag tatgcagcct 
catttctaca tgaaggaaat 
gaatgatttc caaggaaatc 
ctatgatgtt tcgacagagg 
ttcagggagg tgctcacaaa 
tatatgagga tgcccaaatg 
agacagatga ggagaagttc 
tgaccaagaa tttaagtgag 
ctatgaggtc agctggccaa 
aggtgcttca ggtgccagct 
accctgcact gaatacaagt 
gtaagaagca tacagaagac 
catctcctca aggctcccct 
acttgtctga ctccagccat 
ctgttgactc catgtctgca 
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gctctacagg atgaacggtg ttcctctcag 
4140 

ttggaaaaga cagagcacgc ttcagggata 
4200 

acacccttga agccatctct aatcaagtgt 
4260 

gagatttctc aagagcatat cattatagaa 
4320 

tcgtgttcaa gcagctccca tgacaacttc 
4380 

tttttgaact cttacagaca tacccatttg 
4440 

gactctgagc cctattcctg ttctaaaagc 
4500 

agcctagaga gaaagagttg gacctcctcc 
4560 

tatgggacag ttaaacggag agtattggag 
4620 

gaccccaagg atgccactga cccagtttat 
4680 

ttgattgtgt actgtgtcac ctcacccaag 
4740 

actcctccag gatatttggg gatttcttta 
4800 

ctaaaacctc cagattatag tgtggcagtg 
4860 

tctagactgc caccagcttc tctcagtagc 
4920 

gtaactcagc ctcagaggca taatttgcag 
4980 

gatgcagata gcgaagcaga tgaaaatgaa 
5040 

ctatttgaaa accactgaaa gtcgtggagg 
5100 

ggccattgct aacgaacagc tcattgctac 
5160 

ccgagcaatg aaatagacct gagttatgct 
5220 

tttcctgagc aatggatgct atgcctggat 
5280 

cttgggacca cagttacaga aaaaatgtaa 
5340 

agatttttct ttaacaagct attttaaaga 
5400 

tgggctgaag gacaaattga aattgtctgc 
5460 

aaataactta ttatttgaat tgttgtggtt 
5520 

atattcatgt ttgaggtcat aaaattgtct 
5580 

agaggtgata tgcttgatct acacagagat 
5640 

aggtctcagt ttgagagaaa taggaagccc 
5700 



gccctggcag tccctgaatc cactggggca 
ggagatcata gtcaacatgg ccctgggtgg 
ttagctgtct catcgtctgt gagcaatgaa 
gcagctgaca gtggtcgtgg aagttggact 
caaagccttc caaacccaaa aagctgggat 
gatgacccca ttgctgaagt tgaacccact 
tgctctagaa cttgtgggca gtgtaaagga 
agttctctgt ctgacacgta tgaaccaaac 
agcaccccag ctgagtcatc tgaaggcttg 
aaaactgtca cttcaagtac agaaaagggc 
aaggacgata ggtataggga gccacctccc 
gcggacctaa aggaaggacc ccacacacac 
cagaggtcaa agatgatgca taacagcctc 
aacctcgagg cctgtgttcc atcgaagatt 
ccattccatc ctaaactagg agatgtgact 
caagtttcag cagtctagcc tttggatgac 
aatgggcaag aaccacctca tgattctgca 
aaccagtcca gaggttttat tccctctact 
tcctttcatt taatttctgc agataaatag 
accagtctcc actttgcacg ccggaactgc 
actcagagtg atccttgtgt atattgctat 
taatggcatt attatttcca agccatagct 
caataccaag gatattctta tatatttgaa 
ttgtttgtat ttgagagctc ttgttagctg 
ctggtctgac caaacagaag tcatctttac 
gtgacttgat ctgtagcacc aatgcaatgt 
tttgcagttg aggtgttagg aacctgctgg 
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tcatggtgtg gaaggccaaa tgaagctgcc acagggtttc ttgtcagtcc tttgggaaat 
5760 

gggagggagt agtttgggga ggagggtggg aaccctaatt tccacagaat gaaattttga 
5820 

tgttaaatga catgtataca aattcttcct taagtgaaag ttatgctgca tcgaattgta 
5880 

actgaaagta tagatccaac aaatagagac tgggttctag agagttctgg tctatagaaa 
5940 

cccaaaacta aaatctctca taactcaagt atggaatact ttttttaaag aaattcttat 
6000 

catgggtgtt gtaataatga agacgaattt gactttatgc agtgttctgc agcatgcctc 
6060 

ccccacatct catagcacca ggttgtgtct gacctgacat accctgcagc tctcagctgg 
6120 

ctgcagtaac attttgtggg agaaagagga gctggagtta cagaaatgat tgtctcttgg 
6180 

ttctcagttt ttagcccttg agaggacata cttttccagc ctcatgggta tggcactctt 
6240 

aattaaaatt tcagtgactg tttactggat gaggcagatt tttcacattt ttgcaaatta 
6300 

aatatatttt atatatatta agtttaattt tttcagtttt tttaatgtaa aagcaagtga 
6360 

aattttaata aacttctgta attaccaaaa aaaaaaaaaa aaa 
6403 

<210> 4844 
<211> 1675 
<212> PRT 

<213> Homo sapiens 



<400> 4844 



Gly 


Thr 


Ser 


Cys 


Arg 


Ser 


Arg 


Gly Leu 


Ala 


Ser Ala 


Gin 


Arg 


Ser 


Asp 


1 








5 








10 








15 




Pro 


Cys 


Leu 


Ala 


Val 


Ala 


Ser 


Met Ala 


Pro 


Thr Leu 


Phe 


Gin 


Lys 


Leu 








20 








25 








30 






Phe 


Ser 


Lys 


Arg 


Thr 


Gly 


Leu 


Gly Ala 


Pro 


Gly Arg 


Asp 


Ala 


Arg 


Asp 






35 










40 






45 








Pro 


ASp 


Cys 


Gly 


Phe 


Ser 


Trp 


Pro Leu 


Pro 


Glu Phe 


Asp 


Pro 


Ser 


Gin 




50 










55 






60 










He 


Arg 


Leu 


He 


Val 


Tyr 


Gin 


Asp Cys 


Glu 


Arg Arg 


Gly 


Arg 


Asn 


Val 


65 










70 








75 








80 


Leu 


Phe 


Asp 


ser 


Ser 


Val 


Lys 


Arg Arg 


Asn 


Glu Asp 


He 


Ser 


Val 


Ser 










85 








90 








95 




Asp 


Leu 


Asn 


Thr 


He 


Tyr 


Ser 


Tyr Leu 


His 


Gly Met 


Glu 


He 


Leu 


Ser 








100 








105 








110 






Asn 


Leu 


Arg 


Glu 


His 


Gin 


Leu 


Arg Leu 


Met 


Ser Ala 


Arg 


Ala 


Arg 


Tyr 






115 










120 






125 








Glu 


Arg 


Tyr 


Ser 


Gly 


Asn 


Gin 


Val Leu 


Phe 


Cys Ser 


Glu 


Thr 


He 


Ala 




130 










135 






14 0 










Arg 


Cys 


Trp 


Tyr 


He 


Leu 


Leu 


Ser Gly 


Ser 


Val Leu 


Val 


Lys 


Gly 


Ser 


14 5 










150 








155 








160 


Met 


val 


Leu 


Pro 


pro 


Cys 


Ser 


Phe Gly 


Lys 


Gin Phe 


Gly 


Gly 


Lys 


Arg 










165 








170 








175 




Gly 


Cys 


Asp 


Cys 


Leu 


Val 


Leu 


Glu Pro 


Ser 


Glu Met 


He 


Val 


Val 


Glu 
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180 185 190 

Asn Ala Lys Asp Asn Glu Asp Ser lie Leu Gin Arg Glu lie Pro Ala 

195 200 205 

Arg Gin Ser Arg Arg Arg Phe Arg Lys He Asn Tyr Lys Gly Glu Arg 

210 215 220 

Gin Thr He Thr Asp Asp Val Glu Val Asn Ser Tyr Leu Ser Leu Pro 
225 230 235 240 

Ala Asp Leu Thr Lys Met His Leu Thr Glu Asn Pro His Pro Gin Val 

245 250 255 

Thr His Val Ser Ser Ser Gin Ser Gly Cys Ser He Ala Ser Asp Ser 

260 265 270 

Gly Ser Ser Ser Leu Ser Asp He Tyr Gin Ala Thr Glu Ser Glu Val 

275 280 285 

Gly Asp Val Asp Leu Thr Arg Leu Pro Glu Gly Pro Val Asp Ser Glu 

290 295 300 

Asp Asp Glu Glu Glu Asp Glu Glu He Asp Arg Thr Asp Pro Leu Gin 
305 310 315 320 

Gly Arg Asp Leu Val Arg Glu Cys Leu Glu Lys Glu Pro Ala Asp Lys 

325 330 335 

Thr Asp Asp Asp He Glu Gin Leu Leu Glu Phe Met His Gin Leu Pro 

340 345 350 

Ala Phe Ala Asn Met Thr Met Ser Val Arg Arg Glu Leu Cys Ser Val 

355 360 365 

Met He Phe Glu Val Val Glu Gin Ala Gly Ala He He Leu Glu Asp 

370 375 380 

Gly Gin Glu Leu Asp Ser Trp Tyr Val He Leu Asn Gly Thr Val Glu 
385 390 395 400 

He Ser His Pro Asp Gly Lys Val Glu Asn Leu Phe Met Gly Asn Ser 

405 410 415 

Phe Gly He Thr Pro Thr Leu Asp Lys Gin Tyr Met His Gly He Val 

420 425 430 

Arg Thr Lys Val Asp Asp Cys Gin Phe Val Cys He Ala Gin Gin Asp 

435 440 445 

Tyr Trp Arg He Leu Asn His Val Glu Lys Asn Thr His Lys Val Glu 

450 455 460 

Glu Glu Gly Glu He Val Met Val His Glu His Arg Glu Leu Asp Arg 
465 470 475 480 

Ser Gly Thr Arg Lys Gly His He Val He Lys Ala Thr Pro Glu Arg 

485 490 495 

Leu He Met His Leu He Glu Glu His Ser He Val Asp Pro Thr Tyr 

500 505 510 

He Glu Asp Phe Leu Leu Thr Tyr Arg Thr Phe Leu Glu Ser Pro Leu 

515 520 525 

Asp Val Gly lie Lys Leu Leu Glu Trp Phe Lys He Asp Ser Leu Arg 

530 535 540 

Asp Lys Val Thr Arg He Val Leu Leu Trp Val Asn Asn His Phe Asn 
545 550 555 560 

Asp Phe Glu Gly Asp Pro Ala Met Thr Arg Phe Leu Glu Glu Phe Glu 

565 570 575 

Lys Asn Leu Glu Asp Thr Lys Met Asn Gly His Leu Arg Leu Leu Asn 

580 585 590 

He Ala Cys Ala Ala Lys Ala Lys Trp Arg Gin Val Val Leu Gin Lys 

595 600 605 

Ala Ser Arg Glu Ser Pro Leu Gin Phe Ser Leu Asn Gly Gly Ser Glu 
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610 615 620 

Lys Gly Phe Gly He Phe Val Glu Gly Val Glu Pro Gly Ser Lys Ala 
625 630 635 640 

Ala Asp Ser Gly Leu Lys Arg Gly Asp Gin He Met Glu Val Asn Gly 

645 650 655 

Gin Asn Phe Glu Asn He Thr Phe Met Lys Ala Val Glu He Leu Arg 

660 665 670 

Asn Asn Thr His Leu Ala Leu Thr Val Lys Thr Asn He Phe Val Phe 

675 680 685 

Lys Glu Leu Leu Phe Arg Thr Glu Gin Glu Lys Ser Gly Val Pro His 

690 695 700 

He Pro Lys He Ala Glu Lys Lys Ser Asn Arg His Ser He Gin His 
705 710 715 720 

Val Pro Gly Asp He Glu Gin Thr Ser Gin Glu Lys Gly Ser Lys Lys 

725 730 735 

Val Lys Ala Asn Thr Val Ser Gly Gly Arg Asn Lys He Arg Lys He 

740 745 750 

Leu Asp Lys Thr Arg Phe Ser He Leu Pro Pro Lys Leu Phe Ser Asp 

755 760 765 

Gly Gly Leu Ser Gin Ser Gin Asp Asp Ser He Val Gly Thr Arg His 

770 775 780 

Cys Arg His Ser Leu Ala He Met Pro He Pro Gly Thr Leu Ser Ser 
785 790 795 800 

Ser Ser Pro Asp Leu Leu Gin Pro Thr Thr Ser Met Leu Asp Phe Ser 

80S 810 815 

Asn Pro Ser Asp He Pro Asp Gin Val He Arg Val Phe Lys Val Asp 

820 825 830 

Gin Gin Ser Cys Tyr He He He Ser Lys Asp Thr Thr Ala Lys Glu 

835 840 845 

Val v Val Phe His Ala Val His Glu Phe Gly Leu Thr Gly Ala Ser Asp 

850 855 860 

Thr Tyr Ser Leu Cys Glu Val Ser Val Thr Pro Glu Gly Val He Lys 
8S5 870 875 880 

Gin Arg Arg Leu Pro Asp Gin Phe Ser Lys Leu Ala Asp Arg He Gin 

885 890 895 

Leu Asn Gly Arg Tyr Tyr Leu Lys Asn Asn Met Glu Thr Glu Thr Leu 

900 905 910 

Cys Ser Asp Glu Asp Ala Gin Glu Leu Val Lys Glu Ser Gin Leu Ser 

915 920 925 

Met Leu Gin Leu Ser Thr He Glu Val Ala Thr Gin Leu Ser Met Arg 

930 935 940 

Asp Phe Asp Leu Phe Arg Asn He Glu Pro Thr Glu Tyr He Asp Asp 
945 950 955 960 

Leu Phe Lys Leu Asn Ser Lys Thr Gly Asn Thr His Leu Lys Arg Phe 

965 970 975 

Glu Asp He Val Asn Gin Glu Thr Phe Trp Val Ala Ser Glu He Leu 

980 985 990 

Thr Glu Ala Asn Gin Leu Lys Arg Met Lys He He Lys His Phe He 

995 1000 1005 

Lys He Ala Leu His Cys Arg Glu Cys Lys Asn Phe Asn Ser Met Phe 

1010 1015 1020 

Ala He He Ser Gly Leu Asn Leu Ala Ser Val Ala Arg Leu Arg Gly 
10 25 1030 1035 1040 

Thr Trp Glu Lys Leu Pro Ser Lys Tyr Glu Lys His Leu Gin Asp Leu 
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1045 1050 1055 

Gin Asp He Phe Asp Pro Ser Arg Asn Met Ala Lys Tyr Arg Asn lie 

1060 1065 1070 

Leu Ser Ser Gin Ser Met Gin Pro Pro He He Pro Leu Phe Pro Val 

1075 1080 1085 

Val Lys Lys Asp Met Thr Phe Leu His Glu Gly Asn Asp Ser Lys Val 

1090 1095 1100 

Asp Gly Leu Val Asn Phe Glu Lys Leu Arg Met He Ser Lys Glu lie 
1105 IHO 1H5 1120 

Arg Gin Val Val Arg Met Thr Ser Ala Asn Met Asp Pro Ala Met Met 

1125 1130 H35 

Phe Arg Gin Arg Ser Leu Ser Gin Gly Ser Thr Asn Ser Asn Met Leu 

1140 1145 H50 

Asp Val Gin Gly Gly Ala His Lys Lys Arg Ala Arg Arg Ser Ser Leu 

1155 H60 1165 

Leu Asn Ala Lys Lys Leu Tyr Glu Asp Ala Gin Met Ala Arg Lys Val 

1170 1175 1180 

Lys Gin Tyr Leu Ser Ser Leu Asp Val Glu Thr Asp Glu Glu Lys Phe 
1185 1190 H95 1200 

Gin Met Met Ser Leu Gin Trp Glu Pro Ala Tyr Gly Thr Leu Thr Lys 

1205 1210 1215 

Asn Leu Ser Glu Lys Arg Ser Ala Lys Xaa Ser Ser Glu Met Ser Pro 

1220 1225 1230 

Val Pro Met Arg Ser Ala Gly Gin Thr Thr Lys Ala His Leu His Gin 

1235 1240 1245 

Pro His Arg Val Ser Gin Val Leu Gin Val Pro Ala Val Asn Leu His 

1250 1255 1260 

Pro He Arg Lys Lys Gly Gin Thr Lys Asp Pro Ala Leu Asn Thr Ser 
1265 1270 1275 1280 

Leu Pro Gin Lys Val Leu Gly Thr Thr Glu Glu He Ser Gly Lys Lys 

1285 1290 1295 

His Thr Glu Asp Thr He Ser Val Ala Ser Ser Leu His Ser Ser Pro 

1300 1305 1310 

Pro Ala Ser Pro Gin Gly Ser Pro His Lys Gly Tyr Thr Leu He Pro 

1315 1320 1325 

Ser Ala Lys Ser Asp Asn Leu Ser Asp Ser Ser His Ser Glu He Ser 

1330 1335 1340 

Ser Arg Ser Ser He Val Ser Asn Cys Ser Val Asp Ser Met Ser Ala 
1345 1350 1355 1360 

Ala Leu Gin Asp Glu Arg Cys Ser Ser Gin Ala Leu Ala Val Pro Glu 

1365 1370 1375 

Ser Thr Gly Ala Leu Glu Lys Thr Glu His Ala Ser Gly He Gly Asp 

1380 1385 1390 

His Ser Gin His Gly Pro Gly Trp Thr Leu Leu Lys Pro Ser Leu He 

1395 1400 1405 

Lys Cys Leu Ala Val Ser Ser Ser Val Ser Asn Glu Glu He Ser Gin 

1410 1415 1420 

Glu His He He He Glu Ala Ala Asp Ser Gly Arg Gly Ser Trp Thr 
1425 1430 1435 1440 

Ser Cys Ser Ser Ser Ser His Asp Asn Phe Gin Ser Leu Pro Asn Pro 

1445 1450 1455 

Lys Ser Trp Asp Phe Leu Asn Ser Tyr Arg His Thr His Leu Asp Asp 

1460 1465 1470 

Pro He Ala Glu Val Glu Pro Thr Asp Ser Glu Pro Tyr Ser Cys Ser 
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1475 1480 1485 

Lys Ser Cys Ser Arg Thr Cys Gly Gin Cys Lys Gly Ser Leu Glu Arg 

1490 1495 1500 

Lys Ser Trp Thr Ser Ser Ser Ser Leu Ser Asp Thr Tyr Glu Pro Asn 
1505 1510 1515 1520 

Tyr Gly Thr Val Lys Arg Arg Val Leu Glu Ser Thr Pro Ala Glu Ser 

1525 1530 1535 

Ser Glu Gly Leu Asp Pro Lys Asp Ala Thr Asp Pro Val Tyr Lys Thr 

1540 1545 1550 

Val Thr Ser Ser Thr Glu Lys Gly Leu lie Val Tyr Cys Val Thr Ser 

1555 1560 1565 

Pro Lys Lys Asp Asp Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly 

1570 1575 1580 

Tyr Leu Gly lie Ser Leu Ala Asp Leu Lys Glu Gly Pro His Thr His 
1585 1590 1595 1600 

Leu Lys Pro Pro Asp Tyr Ser Val Ala Val Gin Arg Ser Lys Met Met 

1605 1610 1615 

His Asn Ser Leu Ser Arg Leu Pro Pro Ala Ser Leu Ser Ser Asn Leu 

1620 1625 1630 

Glu Ala Cys Val Pro Ser Lys He Val Thr Gin Pro Gin Arg His Asn 

1635 1640 1645 

Leu Gin Pro Phe His Pro Lys Leu Gly Asp Val Thr Asp Ala Asp Ser 

1650 1655 1660 

Glu Ala Asp Glu Asn Glu Gin Val Ser Ala Val 
1665 1670 1675 

<210> 4845 

<211> 3286 

<212> DNA 

<213> Homo sapiens 

<400> 4845 

nccgccgccc gggcccccgg catgcagccc cggctgcgga ggtgacactc acggacctta 
60 

gccaccgccg ccgccatcgc caccatggac gaacaggagg cattgaactc aatcatgaac 
120 

gatctggtgg ccctccagat gaaccgacgt caccggatgc ctggatatga gaccatgaag 
180 

aacaaagaca caggtcactc aaataggcag agtgacgtca gaatcaagtt cgagcacaac 
240 

ggggagaggc gaattatagc gttcagccgg cctgtgaaat atgaagatgt ggagcacaag 
300 

gtgacaacag tatttggaca acctcttgat ctacattaca tgaacaatga gctctccatc 
360 

ctgctgaaaa accaagatga tcttgataaa gcaattgaca ttttagatag aagctcaagc 
420 

atgaaaagcc ttaggatatt gctgttgtcc caggacagaa accataacag ttcctctccc 
480 

cactctgggg tgtccagaca ggtgcggatc aaggcttccc agtccgcagg ggatataaat 
540 

actatctacc agccccccga gcccagaagc aggcacctct ctgtcagctc ccagaaccct 
600 

ggccgaagct cacctccccc tggctatgtt cctgagcggc agcagcacat tgcccggcag 
660 
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gggtcctaca ccagcatcaa 
720 

atgctggatc ccctgagcag 
780 

aggtcagcag acagcccatc 
840 

gacaacagac aggaatactc 
900 

ggaacctacc cccggcgcta 
960 

agaacatttc cccgaatacg 
1020 

cgctccctga gcacaaatgg 
1080 

gggcgcctgc ggagtgcgga 
1140 

accaagtctc ccagtgcccc 
1200 

ttcggcaggg tctatttgtg 
1260 

gtccaatttg atccagacag 
1320 

atccagttgc taaagaactt 
1380 

gaccgcgctg agaagaccct 
1440 

gaccagttga aggcttacgg 
1500 

atcctggagg gcatgtccta 
1560 

gccaacatcc tccgagactc 
1620 

cgcctgcaga cgatctgtat 
1680 

fcggatgagcc ctgaggtgat 
1740 

ctgggctgca ctgtggtgga 
1800 

atggccgcca tcttcaagat 
1860 

tctgaacatg gccgggactt 
1920 

gctgaggagc tgctcacaca 
1980 

cagctgccgg tcgccctttg 
2040 

tgcttctccc aggcaaggct 
2100 

ccccttccgc cactggggct 
2160 

cccccagcct gtcagatcca 
2220 

ctgggaacag tgtgcaaggc 
2280 



cagtgagggg gagttcatcc 
tgcagaaaat tccttgtctg 
cttccggaaa tcacgaatgt 
agatcgggaa actcagcttt 
ccacgtgtct gtgcaccaca 
gcgtcatcaa ggcaacttgt 
cgagaacatg ggtctggctg 
cagcgagaat gccctctctg 
catcaactgg cgccggggaa 
ctatgacgtg gacacgggac 
tcctgagaca agcaaggagg 
gcagcatgag cgcatcgtgc 
gaccatcttc atggagtaca 
tgctctgaca gagagcgtga 
cctgcacagc aacatgattg 
tgctgggaat gtaaagctgg 
gtcggggacg ggcatgcgct 
cagcggcgag ggctatggaa 
gatgctgaca gagaaaccac 
tgccacccag cccaccaatc 
cctgaggcgc atttttgtgg 
ccactttgca cagctcatgt 
ctgcatggca gggggctgct 
gtggaccatg gagtggcagc 
cagagccggg gtggggtggc 
ggagctccag tgtcctgagc 
agccgtgggc cccaccctcg 



cagagaccag cgagcagtgc 
gaagctgcca atccttggac 
cccgtgccca gagcttccct 
atgacaaagg ggtcaaaggt 
aggactacag tgatggcaga 
tcaccctggt gccctccagc 
tgcaatacct ggacccccgt 
tgcaggagag gaatgtgcca 
agctcctggg ccagggtgcc 
gtgaacttgc ttccaagcag 
tgagtgctct ggagtgcgag 
agtactatgg ctgtctgcgg 
tgccaggggg ctcggtgaaa 
cccgaaagta cacgcggcag 
ttcaccggga cattaaggga 
gggactttgg ggccagcaaa 
ccgtcactgg cacaccctac 
ggaaagcaga cgtgtggagc 
cgtgggcaga gtatgaagct 
ctcagctgcc ctcccacatc 
aggctcgcca gagaccttca 
actgagctct cacggccaca 
gctgggctca gtgaagttgc 
ccagccagcg tcggtctgtg 
tgcagcctca ggactgggag 
tcagcgtgga ggggtagggg 
gggatgtgtc ctgacactgc 
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aattggcacc gaagcccaga gggtctgggg gcacaagact gacgccaggg tatgaagagt 
2340 

gttattttca ttcaaagtgt tattttgttt ttccttccaa tgtctggaga ccaccagggc 
2400 

atctctgggc tggatgagct cccacaagcc tgagggaaag gccagcactc gctagcagtg 
2460 

gcaggcagag gcccaggctg ccgtccccta gagtcccagg ttggctctgc cagtcctgtc 
2520 

ctttaccaaa gatgaatgaa gcaaatgtca tgctgcctta ttcagggaag gaggagcctg 
2580 

tcctgcctgt ggccatgacc ctgcctctcc caggcagggg cccgcgatgt ggaactgctg 
2640 

ccactgaggg gggatccagt tttgtcaatg cagttgtctc tgttttacaa gttggagtca 
2700 

ctcttatgct gtacccagtt tctaaactgg agactgtgtg tgccctctgg gctctgagta 
2760 

cccctgcttt gggcttgggc ctaggctgca ttgaaaagag ctgaaggttg tggcctttgc 
2820 

gctcctggcc cagcctttgt tccccactgg agcagaaggg gagatggacg acacggtggg 
2880 

ggcatctggc ctggccagtg ccctgatccc agagagcccg aggaggtgtc tcaggctgcc 
2940 

tgagtcgtga cctgctaggc cagagcccac tccatctggt agaagggaaa gcccatatgc 
3000 

taccaccagc tgtgtccaaa accgccagct ctgttcttcc tcagccagcc tcgcccatcc 
3060 

ccttgaggtc tcagcccctt tcccttgtag ctcctcccct ggagggggaa tggcagcagg 
3120 

ggttggggaa acagcatctc caagcagctt agagttggcc atatttacct cagcctgggc 
3180 

gctggtcctt tcttccggcc cctcccctcc aaaatgtgcc tattgctaga gctcctccct 
3240 

ctcaacaccc agtttccttg ggagttgtca ttaaaggaaa aaaaaa 
3286 

<210> 4846 
<211> 626 
<212> PRT 

<213> Homo sapiens 
<400> 4846 

Met Asp Glu Gin Glu Ala Leu Asn Ser lie Met Asn Asp Leu Val Ala 

15 10 15 

Leu Gin Met Asn Arg Arg His Arg Met Pro Gly Tyr Glu Thr Met Lys 

20 25 30 

Asn Lys Asp Thr Gly His Ser Asn Arg Gin Ser Asp Val Arg lie Lys 

35 40 45 

Phe Glu His Asn Gly Glu Arg Arg lie lie Ala Phe Ser Arg Pro Val 

50 55 60 

Lys Tyr Glu Asp Val Glu His Lys Val Thr Thr Val Phe Gly Gin Pro 
65 70 75 80 

Leu Asp Leu His Tyr Met Asn Asn Glu Leu Ser lie Leu Leu Lys Asn 

85 90 95 

Gin Asp Asp Leu Asp Lys Ala He Asp He Leu Asp Arg Ser Ser Ser 
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100 

Met Lys Ser Leu 
115 

Ser Ser Ser Pro 
130 

Ser Gin Ser Ala 
145 

Arg Ser Arg His 

Pro Pro Pro Gly 
180 

Gly Ser Tyr Thr 
195 

Ser Glu Gin Cys 
210 

Ser Gly Ser Cys 
225 

Arg Lys Ser Arg 

Glu Tyr Ser Asp 
260 

Gly Thr Tyr Pro 
275 

Ser Asp Gly Arg 
290 

Leu Phe Thr Leu 
305 

Asn Met Gly Leu 

Ser Ala Asp Ser 
340 

Thr Lys Ser Pro 
355 

Gly Gin Gly Ala 
370 

Gly Arg Glu Leu 
385 

Glu Thr Ser Lys 

Lys Asn Leu Gin 
420 

Asp Arg Ala Glu 
435 

Gly Ser Val Lys 
450 

Val Thr Arg Lys 
465 

His Ser Asn Met 

Arg Asp Ser Ala 
500 

Arg Leu Gin Thr 
515 

Gly Thr Pro Tyr 



Arg He Leu Leu 
120 

His Ser Gly Val 
135 

Gly Asp He Asn 
150 

Leu Ser Val Ser 
165 

Tyr Val Pro Glu 

Ser He Asn Ser 
200 

Met Leu Asp Pro 
215 

Gin Ser Leu Asp 
230 

Met Ser Arg Ala 
245 

Arg Glu Thr Gin 

Arg Arg Tyr His 
280 

Arg Thr Phe Pro 
295 

Val Pro Ser Ser 
310 

Ala Val Gin Tyr 
325 

Glu Asn Ala Leu 

Ser Ala Pro He 
360 

Phe Gly Arg Val 
375 

Ala Ser Lys Gin 
390 

Glu Val Ser Ala 
405 

His Glu Arg lie 

Lys Thr Leu Thr 
440 

Asp Gin Leu Lys 
455 

Tyr Thr Arg Gin 
470 

He Val His Arg 
485 

Gly Asn Val Lys 

He Cys Met Ser 
520 

Trp Met Ser Pro 



105 

Leu Ser Gin Asp 

Ser Arg Gin Val 
140 

Thr He Tyr Gin 
155 

Ser Gin Asn Pro 
170 

Arg Gin Gin His 
185 

Glu Gly Glu Phe 

Leu Ser Ser Ala 
220 

Arg Ser Ala Asp 
235 

Gin Ser Phe Pro 
250 

Leu Tyr Asp Lys 
265 

Val Ser Val His 

Arg He Arg Arg 
300 

Arg Ser Leu Ser 
315 

Leu Asp Pro Arg 
330 

Ser Val Gin Glu 
345 

Asn Trp Arg Arg 

Tyr Leu Cys Tyr 
380 

Val Gin Phe Asp 
395 

Leu Glu Cys Glu 
410 

Val Gin Tyr Tyr 
425 

He Phe Met Glu 

Ala Tyr Gly Ala 
460 

He Leu Glu Gly 
475 

Asp lie Lys Gly 
490 

Leu Gly Asp Phe 
505 

Gly Thr Gly Met 
Glu Val He Ser 



110 

Arg Asn His Asn 
125 

Arg He Lys Ala 

Pro Pro Glu Pro 
160 

Gly Arg Ser Ser 
175 

He Ala Arg Gin 
190 

He Pro Glu Thr 
205 

Glu Asn Ser Leu 

Ser Pro Ser Phe 
240 

Asp Asn Arg Gin 
255 

Gly Val Lys Gly 
270 

His Lys Asp Tyr 
285 

His Gin Gly Asn 

Thr Asn Gly Glu 
320 

Gly Arg Leu Arg 
335 

Arg Asn Val Pro 
350 

Gly Lys Leu Leu 
365 

Asp Val Asp Thr 

Pro Asp Ser Pro 
400 

He Gin Leu Leu 
415 

Gly Cys Leu Arg 
430 

Tyr Met Pro Gly 
445 

Leu Thr Glu Ser 

Met Ser Tyr Leu 
480 

Ala Asn He Leu 
495 

Gly Ala Ser Lys 
510 

Arg Ser Val Thr 
525 

Gly Glu Gly Tyr 
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530 535 540 

Gly Arg Lys Ala Asp Val Trp Ser Leu Gly Cys Thr Val Val Glu Met 
545 550 555 560 

Leu Thr Glu Lys Pro Pro Trp Ala Glu Tyr Glu Ala Met Ala Ala lie 

565 570 575 

Phe Lys lie Ala Thr Gin Pro Thr Asn Pro Gin Leu Pro Ser His lie 

580 585 590 

Ser Glu His Gly Arg Asp Phe Leu Arg Arg He Phe Val Glu Ala Arg 

595 600 605 

Gin Arg Pro Ser Ala Glu Glu Leu Leu Thr His His Phe Ala Gin Leu 

610 615 620 

Met Tyr 
625 

<210> 4847 
<211> 2804 
<212> DNA 

<213> Homo sapiens 



<400> 4847 

ccaacagcag cggagaaacg tttctctttc 
60 

tgcccagcag actactcagc ctggcggcgg 
120 

ggccaagcgc gctcggcgct gcgacgctgg 
180 

gggcatcctc atcacctgca atatgaacga 
240 

cctcaacgaa tacggcgacg acatgtatgg 
300 

gacaaggatc agcagccctc tggaagtgag 
360 

aagaaagaag ttggtgacat taaggcatct 
420 

gtggaaagtg gagcaaataa cgttgtcttc 
480 

ttggtgcatc atattctcca ggatatgtac 
540 

ttgcgaatgt tacccatctc aggcacatgc 
600 

gcagaaacat ttttggaacc ctggtttaaa 
660 

tacaaatctc gaaataacag tcatgtgaat 
720 

atagtgtgca ccctcaattc agaaaataaa 
780 

gtagtagaaa tcatcaaagc tgtctgttgc 
840 

agaaaataca atctccagga ggtggtgaag 
900 

aagcagggaa atgggaaaga agctaaactg 
960 

acagcagaag gaaaaaataa ccagcaggta 
1020 



ctctcagttt gcgcacacca tggcggcccc 
gaagcgcaaa ggcaaggctc agtatgtgct 
cgggccccgt cagctagagc ccgggctaca 
gcgcaagtgc gtggaggagg cctacagcct 
gccagaaaag ttttatgcaa acagtttaca 
ggagaggatg atgatgcgga ggctgccttg 
acagagatga ggttaagaag attccagtca 
atcaggacac ttgggataga gcctgagaaa 
aaaaccaaga aaaagaagac tcgagttatt 
aaggcttttt tagaagatat gaaaaaatat 
gctccaaaca aagggacatt tcagattgtg 
agagaagaag ttatcagaga attggcagga 
gtggatctca ccaatccaca gtacacagtg 
ctgagtgttg tgaaagatta catgttgttt 
agccctaagg atccgtcaca gcttaactca 
gaatctgcgg acaaatcaga ccaaaacaac 
ccagagaata ctgaggagct agggcagaca 
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aaaccaacgt ctaatccaca 
1080 

caagccacag aaggatccaa 
1140 

tggagctgac agtccagtgt 
1200 

ttttaggcat agaactacag 
1260 

tgagtatact tcagtatact 
1320 

aaagctactt cccaagggta 
1380 

ttgtctgtga catgcaactt 
1440 

caagaaagga tattcattat 
1500 

tgttcagaaa tcacctttag 
1S60 

atctcaggaa aggaaaatat 
1620 

caagatgcag tacaaagttg 
1680 

gtcatatgat gcaaaaaagg 
1740 

ggatgatgag tcaacaggtt 
1800 

aaatgatgaa attcaaagaa 
1860 

atatataatg ttgtgacatc 
1920 

ccccatcagc ggttgtctcc 
1980 

tgatgttgac attatagcac 
2040 

gatacagtga agttctgaat 
2100 

tgcaaaaatg ttaaaaaaaa 
2160 

cctcctgccc catacaaaca 
2220 

tgaattgaaa ggtgaattgc 
2280 

tttggaaatg aaaaatgact 
2340 

aacaaatgga caagtctctg 
2400 

ctcttagatc taaaaggaaa 
2460 

tgcagccact tggccttgaa 
2520 

ggaggaacca caagacccaa 
2580 

aacctatgag gaacccttgt 
2640 



ggtggtaaat gag99 a 99ag 
gtcaaatgaa aatgacttct 
cgcaattttg gaaggcaaga 
acatttctga aaaggttggt 
agtgcaacaa gggacacaaa 
ttatgtggac tcagtccaag 
acaaaactag caattgtaac 
tttcaaatgg cttttggact 
tcaaaaggtt taagaagcaa 
gcatggttgg tgagaatcta 
aagagacttt attctcaata 
ttttgtgtca ttaactgaaa 
tcactaatat ttgtcatgct 
aactttttct attgctagga 
atatctgata accagaggtc 
ataagtcatt ttgcgttatt 
actgccttct ccacagagat 
aatgttacaa aactggttac 
aaaacaccca aaacaaaaac 
tccaggggct tctcaaagga 
cagagtactt acaataaaac 
acagaaagta gcctattttg 
aaaggttctg gggaaaaaaa 
ctgacttgcc accttgccag 
aataaagggt gcaactctca 
tgaaatagca ttttctctcc 
ctctgaatct gctcagcttg 



ccaaacctga acttgcaagt 
cataggaagt catttggtgt 
tgtgagagag acgagaacca 
gatgaagaac ttcagtcttc 
gaaattctgt cttaataaag 
ctctcctgtc ccattgtgca 
aataaatcac agccacttga 
atcaaaaaca gtaaggcttt 
attatttagt agcagaactt 
ataacattaa aatgctgggg 
agttgattta ctgatgatat 
agtagcagct tctctatcca 
gtagcatttg taagatttgt 
gcctgccaga acaaaggcca 
tggtatctac actcctggtg 
aaaaaaaaaa aaagaaatcc 
gctgatatca aaaacttgaa 
ctgtatcaaa gacccattta 
ctggacagac agcacataaa 
agcgttctct acaggatatt 
agccagcttt tgctgagtgc 
cagacgtttt tcatcacatg 
tttttcttaa agcgacaaga 
aggaattctt gaaatgtttc 
agtcttgttc taacccggct 
ttttcccagc actagtatat 
aaattttgtc tctgaaggaa 
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gagaatgaac tcagccctag tctgacagtc ctagatttct gtgaaataag agtattcttc 
2700 

aacttagtgc tcacactcac ataccatgag ggttctctgc aggggtttag gggtttcctg 
2760 

aatttaaaag ttttttcaag gcctcttttt gggtaaaaca attg 
2804 

<210> 4848 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 4848 

Met Arg Leu Arg Arg Phe Gin Ser Val Glu Ser Gly Ala Asn Asn Val 

15 10 15 

Val Phe lie Arg Thr Leu Gly He Glu Pro Glu Lys Leu Val His His 

20 25 30 

lie Leu Gin Asp Met Tyr Lys Thr Lys Lys Lys Lys Thr Arg Val He 

35 40 45 

Leu Arg Met Leu Pro He Ser Gly Thr Cys Lys Ala Phe Leu Glu Asp 

50 55 60 

Met Lys Lys Tyr Ala Glu Thr Phe Leu Glu Pro Trp Phe Lys Ala Pro 
65 70 75 80 

Asn Lys Gly Thr Phe Gin lie Val Tyr Lys Ser Arg Asn Asn Ser His 

85 90 95 

Val Asn Arg Glu Glu Val He Arg Glu Leu Ala Gly He Val Cys Thr 

100 105 110 

Leu Asn Ser Glu Asn Lys Val Asp Leu Thr Asn Pro Gin Tyr Thr Val 

115 120 125 

Val Val Glu He He Lys Ala Val Cys Cys Leu Ser Val Val Lys Asp 

130 135 140 

Tyr Met Leu Phe Arg Lys Tyr Asn Leu Gin Glu Val Val Lys Ser Pro 
145 150 155 160 

Lys Asp Pro Ser Gin Leu Asn Ser Lys Gin Gly Asn Gly Lys Glu Ala 

165 170 175 

Lys Leu Glu Ser Ala Asp Lys Ser Asp Gin Asn Asn Thr Ala Glu Gly 

180 185 190 

Lys Asn Asn Gin Gin Val Pro Glu Asn Thr Glu Glu Leu Gly Gin Thr 

195 200 205 

Lys Pro Thr Ser Asn Pro Gin Val Val Asn Glu Gly Gly Ala Lys Pro 

210 215 220 

Glu Leu Ala Ser Gin Ala Thr Glu Gly Ser Lys Ser Asn Glu Asn Asp 
225 230 235 240 

Phe Ser 



<210> 4849 

<211> 321 

<212> DNA 

<213> Homo sapiens 

<400> 4849 

nccatgtgtg gaggcagaga ggcagcatcc aggcgctggt cctctcggga catgctgctg 
60 
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ctgaagaaac acacggagga catcagcagc gtctacgaga tccgcgagag gctcggctcg 
120 

ggtgccttct ccgaggtggt gctggcccag gagcggggct ccgcacacct cgtggccctc 
180 

aagtgcatcc ccaagaaggc cctccggggc aaggaggccc tggtggagaa cgagatcgca 
240 

gtgctccgta ggatcagtca ccccaacatc gtcgctctgg aggatgtcca cgagagccct 
300 

ccccaccccc acctggccat g 
321 

<210> 4850 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 4850 

Met Leu Leu Leu Lys Lys His Thr Glu Asp lie Ser Ser Val Tyr Glu 

15 10 15 

He Arg Glu Arg Leu Gly Ser Gly Ala Phe Ser Glu Val Val Leu Ala 

20 25 30 

Gin Glu Arg Gly Ser Ala His Leu Val Ala Leu Lys Cys He Pro Lys 

35 40 45 

Lys Ala Leu Arg Gly Lys Glu Ala Leu Val Glu Asn Glu lie Ala Val 

50 55 60 

Leu Arg Arg He Ser His Pro Asn He Val Ala Leu Glu Asp Val His 
65 70 75 80 

Glu Ser Pro Ser His Leu Tyr Leu Ala Met 
85 90 

<210> 4851 
<211> 820 
<212> DNA 

<213> Homo sapiens 
<400> 4851 

aagatctgag cgagtcgcgt agctgagccc ggcaggggct ggggtggtgc tgctgctatg 
60 

agttgcacca tcgagaagat cctgacagac gccaagacgc tgctggagag gctacgggag 
120 

cacgatgcgg ccgccgagtc gctggtggat cagtcggcgg cgctgcaccg gcgggtagca 
180 

gctatgcggg aggcggggac agcgcttccg gaccagtatc aagaggatgc atccgatatg 
240 

aaggacatgt ccaaatacaa acctcacatt ctgctgtccc aagagaacac acagattaga 
300 

gacttgcaac aggaaaacag agagctatgg atttccttgg aggaacacca ggatgctttg 
360 

gaacttatca tgagcaaata tcggaaacag atgttacagt taatggttgc taaaaaagcg 
420 

gtggatgctg aaccagtcct gaaagctcac cagtctcact ctgcagaaat tgagagtcag 
480 

attgacagaa tctgtgaaat gggagaagtg atgaggaaag cagttcaggt ggatgatgac 
540 
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cagttttgta agattcagga aaaattagcc caattagagc ttgaaaataa ggaacttcga 
600 

gaattattgt ccatcagcag tgagtctctt caagccagaa aggaaaactc aatggacact 
660 

gcttcccaag ccatcaaata actgaactct gaatgatggc tggagattgt ctatcaagga 
720 

aggaagttac tgtcttccca ttcaagtact gtccattaag tgtcttgcct cagatttgat 
780 

ttaatcttaa ttaaaggtat caggtggcaa tttagaattc 
820 

<210> 4852 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 4852 

Met Ser Cys Thr lie Glu Lys He Leu Thr Asp Ala Lys Thr Leu Leu 

15 10 15 

Glu Arg Leu Arg Glu His Asp Ala Ala Ala Glu Ser Leu Val Asp Gin 

20 25 30 

Ser Ala Ala Leu His Arg Arg Val Ala Ala Met Arg Glu Ala Gly Thr 

35 40 45 

Ala Leu Pro Asp Gin Tyr Gin Glu Asp Ala Ser Asp Met Lys Asp Met 

50 55 60 

Ser Lys Tyr Lys Pro His lie Leu Leu Ser Gin Glu Asn Thr Gin He 
65 70 75 80 

Arg Asp Leu Gin Gin Glu Asn Arg Glu Leu Trp He Ser Leu Glu Glu 

85 90 95 

His Gin Asp Ala Leu Glu Leu He Met Ser Lys Tyr Arg Lys Gin Met 

100 105 110 

Leu Gin Leu Met Val Ala Lys Lys Ala Val Asp Ala Glu Pro Val Leu 

115 120 125 

Lys Ala His Gin Ser His Ser Ala Glu He Glu Ser Gin He Asp Arg 

130 135 140 

He Cys Glu Met Gly Glu Val Met Arg Lys Ala Val Gin Val Asp Asp 
145 150 155 160 

Asp Gin Phe Cys Lys He Gin Glu Lys Leu Ala Gin Leu Glu Leu Glu 

165 170 175 

Asn Lys Glu Leu Arg Glu Leu Leu Ser He Ser Ser Glu Ser Leu Gin 

180 185 190 

Ala Arg Lys Glu Asn Ser Met Asp Thr Ala Ser Gin Ala He Lys 
195 200 205 

<210> 4853 

<211> 1467 

<212> DNA 

<213> Homo sapiens 

<400> 4853 

ntgtgaggtc gcgttcccca gtgttacgga gggtccttga ggcaggagtg aaaattgggt 
60 

ctgggggtta gtcctggggt ggaggtctgg gcacgccggg tcggaccccc tccatcttcg 
120 
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gttttgcaca ccccgctttc cagcgcggag tcgggcgggg gtagggcggc gtcgcgtgcg 
180 

tgacgtcatc cagcggcgcc atcggaggct ccagtggcct tgacctcccg cgtcgtgtag 
240 

gcctgcgcgg cgatgctgca gttcgtccgg gccggggcgc gggcctggct tcggcctacc 
300 

ggcagccagg gcctgagttc cctggcggaa gaggcagcgc gtgcgaccga gaacccggag 
360 

caggtggcga gcgagggtct cccggagccc gtgctgcgca aagtcgagct cccggtaccc 
420 

actcatcgac gcccagtgca ggcctgggtc gagtccttgc ggggcttcga gcaggagcgc 
480 

gtgggcctgg ccgacctgca ccccgatgtt ttcgccaccg cgcccaggct ggacatactg 
540 

caccaggttg ctatgtggca gaagaacttc aagagaatta gctatgccaa gaccaagacg 
600 

agagccgagg tgcggggcgg tggccggaag cctntggccg cagaaaggca ctgggcgggc 
660 

ccggcatggc agcatccgct ctccgctctg gcgaggagga ggtgttgccc atggcccccg 
720 

ggccccacaa gttactacta catgctgccc atgaaggtgc gggcgctggg tctcaaagtg 
780 

gcactgaccg tcaagctggc ccaggacgac ctgcacatca tggactccct agagctgccc 
840 

accggagacc cacagtacct gacagagctg gcgcactacc gccgctgggg ggactccgta 
900 

ctcctcgtgg acttaacaca cgaggagatg ccacagagca tcgtggaggc cacctctagg 
960 

cttaagacct tcaacttgat cccggctgtt ggcctaaatg tgcacagcat gctcaagcac 
1020 

cagacgctgg tcctgacgct gcccaccgtc gccttcctgg aggacaagct gctctggcag 
1080 

gactcacgtt acagacccct ctaccccttc agcctgccct acagcgactt cccccgaccc 
1140 

ctaccccacg ctacccaggg cccagcggcc accccgtacc actgttgatg tgaagcacct 
1200 

cttctgagcc aggccgagcc cctggccgac ttgggagcct taggcccacg cccacccttc 
1260 

gaggaaggtg tcacctggac cccttcattc cacggaggaa gctgaggcca cagggagcgg 
1320 

ccatcgccat tgggaagggg cgactccacg gagagcccag acggggcttc tgcatccatt 
1380 

ccctcttttt gtttttaaaa taaattgtat ttttgaatca aaaaaaaaaa aaaaaaaaaa 
1440 

aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1467 

<210> 4854 

<211> 311 

<212> PRT 

<213> Homo sapiens 

<400> 4854 

Met Leu Gin Phe Val Arg Ala Gly Ala Arg Ala Trp Leu Arg Pro Thr 
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1 

Gly Ser Gin Gly 
20 

Glu Asn Pro Glu 
35 

Arg Lys Val Glu 
50 

Trp Val Glu Ser 
65 

Asp Leu His Pro 

His Gin Val Ala 
100 

Lys Thr Lys Thr 
115 

Ala Ala Glu Arg 
130 

Ala Leu Ala Arg 
145 

Tyr Tyr Tyr Met 

Ala Leu Thr Val 
180 

Leu Glu Leu Pro 
195 

Tyr Arg Arg Trp 
210 

Glu Met Pro Gin 
225 

Asn Leu lie Pro 

Gin Thr Leu Val 
260 

Leu Leu Trp Gin 
275 

Pro Tyr Ser Asp 
290 

Ala Ala Thr Pro 
305 



5 

Leu Ser Ser Leu 

Gin Val Ala Ser 
40 

Leu Pro Val Pro 
55 

Leu Arg Gly Phe 
70 

Asp Val Phe Ala 
85 

Met Trp Gin Lys 

Arg Ala Glu Val 
120 

His Trp Ala Gly 
135 

Arg Arg Cys Cys 
150 

Leu Pro Met Lys 
165 

Lys Leu Ala Gin 

Thr Gly Asp Pro 
200 

Gly Asp Ser Val 
215 

Ser He Val Glu 
230 

Ala Val Gly Leu 
245 

Leu Thr Leu Pro 

Asp Ser Arg Tyr 
280 

Phe Pro Arg Pro 
295 

Tyr His Cys 
310 



10 

Ala Glu Glu Ala 
25 

Glu Gly Leu Pro 

Thr His Arg Arg 
60 

Glu Gin Glu Arg 
75 

Thr Ala Pro Arg 
90 

Asn Phe Lys Arg 
105 

Arg Gly Gly Gly 

Pro Ala Trp Gin 
140 

Pro Trp Pro Pro 
155 

Val Arg Ala Leu 
170 

Asp Asp Leu His 
185 

Gin Tyr Leu Thr 

Leu Leu Val Asp 
220 

Ala Thr Ser Arg 
235 

Asn Val His Ser 
250 

Thr Val Ala Phe 
265 

Arg Pro Leu Tyr 

Leu Pro His Ala 
300 



15 

Ala Arg Ala Thr 
30 

Glu Pro Val Leu 
45 

Pro Val Gin Ala 

Val Gly Leu Ala 
80 

Leu Asp He Leu 
95 

He Ser Tyr Ala 
110 

Arg Lys Pro Xaa 
125 

His Pro Leu Ser 

Gly Pro Thr Ser 
160 

Gly Leu Lys Val 
175 

He Met Asp Ser 
190 

Glu Leu Ala His 
205 

Leu Thr His Glu 

Leu Lys Thr Phe 
240 

Met Leu Lys His 
255 

Leu Glu Asp Lys 
270 

Pro Phe Ser Leu 
285 

Thr Gin Gly Pro 



<210> 4855 

<211> 750 

<212> DNA 

<213> Homo sapiens 



<400> 4855 

nncgcaggag taacctactt ggtctcctgc tttcgcgaca tggccttcaa ttttggggct 
60 

ccctcgggca cctccggtac cgctgcagcc. accgcggccc ccgcgggtgg gtttggagga 
120 

tttgggacaa catctacaac tgcaggttct gcattcagct tttctgcccc aactaacaca 
180 

ggcactactg gactctttgg tggtactcag aacaaaggtt ttggatttgg tactggtttt 
240 
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ggcacaacaa cgggaactag tactggttta ggtactggtt tgggaactgg actgggattt 
300 

ggaggattta atacacagca gcagcagcag caaactacat taggtggtct cttcagtcag 
360 

cctacacaag ctcctaccca gtccaaccag ctgataaata ctgcgagtgc tctttctgct 
420 

ccaacgctgt tgggagatga gagagatgct attttggcaa aatggaatca actgcaggcc 
480 

ttttggggaa caggaaaagg gtatttcaac aataatattc cgccagtgga attcacacaa 
540 

gaaaatccct tttgccgatt taaggcagta ggttatagtt gcatgcccag taataaagat 
600 

gaagacgggc tagtggtttt agttttcaac aaaaaagaaa cagagattcg aagccaacaa 
660 

caacagttgg tagaatcatt gcataaagtt ttgggaggaa accagaccct tactgtaaat 
720 

gtagagggca ctaaaacatt gccagatgat 
750 

<210> 4856 

<211> 237 J 

<212> PRT 

<213> Homo sapiens 

<400> 4856 

Met Ala Phe Asn Phe Gly Ala Pro Ser Gly Thr Ser Gly Thr Ala Ala 

15 10 15 

Ala Thr Ala Ala Pro Ala Gly Gly Phe Gly Gly Phe Gly Thr Thr Ser 

20 25 30 

Thr Thr Ala Gly Ser Ala Phe Ser Phe Ser Ala Pro Thr Asn Thr Gly 

35 40 45 

Thr Thr Gly Leu Phe Gly Gly Thr Gin Asn Lys Gly Phe Gly Phe Gly 

50 55 60 

Thr Gly Phe Gly Thr Thr Thr Gly Thr Ser Thr Gly Leu Gly Thr Gly 
65 70 75 80 

Leu Gly Thr Gly Leu Gly Phe Gly Gly Phe Asn Thr Gin Gin Gin Gin 

85 90 95 

Gin Gin Thr Thr Leu Gly Gly Leu Phe Ser Gin Pro Thr Gin Ala Pro 

100 105 110 

Thr Gin Ser Asn Gin Leu lie Asn Thr Ala Ser Ala Leu Ser Ala Pro 

115 120 125 

Thr Leu Leu Gly Asp Glu Arg Asp Ala He Leu Ala Lys Trp Asn Gin 

130 135 140 

Leu Gin Ala Phe Trp Gly Thr Gly Lys Gly Tyr Phe Asn Asn Asn He 
145 150 155 160 

Pro Pro Val Glu Phe Thr Gin Glu Asn Pro Phe Cys Arg Phe Lys Ala 

165 170 175 

Val Gly Tyr Ser Cys Met Pro Ser Asn Lys Asp Glu Asp Gly Leu Val 

180 185 190 

Val Leu Val Phe Asn Lys Lys Glu Thr Glu He Arg Ser Gin Gin Gin 

195 200 205 

Gin Leu Val Glu Ser Leu His Lys Val Leu Gly Gly Asn Gin Thr Leu 

210 215 220 

Thr Val Asn Val Glu Gly Thr Lys Thr Leu Pro Asp Asp 
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225 230 235 

<210> 4857 

<211> 2887 

<212> DNA 

<213> Homo sapiens 

<400> 4857 

nncggccggc gagggcagat ggaagagtat gaggaagagc cctctcgggg gtggtggcgg 
60 

ctcgggagct ccagtcaggc cgcctgcctc aaacagatcc ttctgctgca attggacctc 
120 

atcgaacagc agcagcagca gctgcaggcc aaggaaaagg agatcgagga gctgaagtca 
180 

gagagagaca cgctccttgc tcggattgaa cgtatggaaa ggcggatgca gctggtaaag 
240 

aaggataacg agaaagaaag gcacaagctg tttcagggct atgaaactga agagagagag 
300 

gaaacagagc tatctgagaa aattaaactg gagtgccagc cggagctttc cgagacatcc 
360 

cagactctgc ctcccaagcc cttctcatgt gggcggagtg gaaagggaca taaaaggaaa 
420 

tccccatttg gaagtacaga aagaaagact cctgttaaaa agctggctcc tgaattttca 
480 

aaagtcaaaa caaaaactcc Caagcactct cctattaaag aggaaccctg tggttcctta 
54 0 

tctgaaactg tttgtaaacg tgaattgagg agccaagaaa ccccagaaaa gccccggtct 
600 

tcagtggaca ccccaccaag actctccact ccccaaaagg gacccagcac ccatcccaag 
660 

gagaaagcct tctcaagtga gatagaagat ttgccgtacc tttccaccac agaaatgtat 
720 

ttgtgtcgtt ggcaccagcc tcccccatca ccgttaccat tacgggaatc ctctccaaag 
780 

aaggaggaga ctgtagcaag taaggcatag agaacacttg ctcttatacc ctagtggtgg 
840 

cggtcaagct aacaagtgtg aaaatgcctt, tggcattttt aaaaaagtgc aatcaataaa 
900 

gcagagttct gtcaagaatg agtaagttaa cagccagaga cagacactgt gcaggcattg 
960 

caaatagatg gaattacagc aaaatgtgct caatgtattt gcctgcttac aacactggga 
1020 

gatgtgtttg ccagtaagtt gctcatcaca agagcaccag acttgggggt gtaatctccg 
1080 

gcaactcgca tgccctctga aagaagggtt ttctgtgctg tgaaatgcat agaactatac 
1140 

tttgccatgc acgactgttc ctgcaattga tattgtgtga aatctgggag ggtggtcttt 
1200 

gggtgttctc aggggccaat ggtaattttt gggttgggga gccagcttgg ggtggggaat 
1260 

tttcacctgg gcctccgctc tttaactata taaacattta tctgtatatc tatgtccctg 
1320 

tctggggggc aggaggaatc tgccaaagac caacagtctt actttatctt actatacttc 
1380 
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acaaaggttc taaaatgtga agagtttgtt 
1440 

aatatatgaa caaccaatgg gctactgcaa 
1500 

ttgtgaagta tagtaagata aagtaagact 
1560 

cagacaggga catagatata cagataaatg 
1620 

gaaaattccc caccccaagc tggctcccca 
1680 

acccaaagac caccctccca gatttcacac 
1740 

caaagtatag ttctatgcat ttcacagcac 
1800 

ttgccggaga ttacaccccc aagtctggtg 
1860 

catctcccag tgttgtaagc aggcaaatac 
1920 

tttgcaatgc ctgcacagtg tctgtctctg 
1980 

ctgctctatt gattgcactt ttttaaaaat 
2040 

accgccacca ctagggtata agagcaagtg 
2100 

ccttctttgg agaggattcc cgtaatggta 
2160 

acaaatacat ttctgtggtg gaaaggtacg 
2220 

tctccttggg atgggtgctg ggtccctttt 
2280 

ctgaagaccg gggcttttct ggggtttctt 
2340 

cagataagga accacagggt tcctctttaa 
2400 

cttttgaaaa ttcaggagcc agctttttaa 
2460 

ggggtagaag tctaacccct ccaccccctc 
2520 

agagaatgaa gttctttgtc tctaagggat 
2580 

ccagagggag gaaaatccat gatgtctgct 
2640 

ggatgaagta ttgccagcta ccaacagttc 
2700 

aacgactcct agcatcttcg ggaggctcct 
2760 

ggatttagtc cttgaaaggg agtagggata 
2820 

ctatctctcc agcttcatgt atgtgtgtct 

2880 

ccagaat 

2887 

<210> 4858 



tgaaaaatag tttgtagacc attttattta 
tccaagtaaa ctcttcacat tttagaacct 
gttggtcttt ggcagattcc tcctgccccc 
tttatatagt taaagagcgg aggcccaggt 
acccaaaaat taccattggc ccctgagaac 
aatatcaatt gcaggaacag tcgtgcatgg 
agaaaaccct tctttcagag ggcatgcaag 
ctcttgtgat gagcaactta ctggcaaaca 
attgagcaca ttttgctgta attccatcta 
gctgttaact tactcattct tgacagaact 
gccaaaggca ttttcacact tgttagcttg 
ttctctatgc cttacttgct acagtctcct 
acggtgatgg gggaggctgg tgccaacgac 
gcaaatcttc tatctcactt gagaaggctt 
ggggagtgga gagtcttggt ggggtgtcca 
ggctcctcaa ttcacgttta caaacagttt 
taggagagtg cttaggagtt tttgttttga 
caggagtctt tctttctgta cttccaaatg 
tcctccccag cagtcccacg cgggtatggg 
tcaaaccaga aacggaggga cctctggttc 
gcccagggag ctattgccac cgcctccttg 
cttcccaacg gccatcttcc agccttctta 
gaaggactga agcaaaggaa atctctgaag 
cttagggtgt tctgtgttga gcgcttcttc 
ttatgtccaa gcaattgagc caacaagtcc 
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<211> 269 

<212> PRT 

<213> Homo sapiens 

<400> 4858 



Xaa 


Gly 




7\ TCI 


Gly Gin Met 


Glu 


Glu 


Tyr 


Glu 


Glu 


Glu 


Pro 


Ser Arg 


1 








5 










10 










15 




Gly Trp 


Trp 


Arg 


Leu Gly Ser 


Ser 


Ser 


Gin 


Ala 


Ala 


Cys 


Leu 


Lys 


Gin 








z. \j 










25 










30 






lie 


Leu 


Leu 




Gin 


Leu 


Asp 


Leu 


He 


Glu 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 
















40 










45 








Gin 


Ala 


Lys 


oJLU 


Lys 


Glu 


He 


Glu 


Glu 


Leu 


Lys 


Ser 


Glu 


Arg 


Asp 


Thr 




50 










55 










fin 










Leu 


Leu 


Aid 


Arg 


He 


Glu Arg 


Met 


Glu 


Arg 


Arg 


Met 


Gin 


Leu 


Val 


Lys 


65 










70 










75 










80 


Lys 


Asp 


Asn 


Glu 


Lys 


Glu 


Arg 


His 


Lys 


Leu 


Phe 




Gly Tyr Glu Thr 










8 5 










90 










95 




Glu 


Glu 


Arg 


Glu. 


Glu 


Thr 


Glu 


Leu 


Ser 


Glu 


Lys 


lie 


Lys 


Leu 


Glu 


Cys 








100 










105 










110 






Gin 


Pro 




Leu 


Ser 


Glu 


Thr 


Ser 


Gin 


Thr 


Leu 


Pro 


Pro 


Lys 


Pro 


Phe 






115 










120 










125 








Ser 


Cys 


Gly 


Arg 


Ser 


Gly 


Lys 


Gly His Lys Arg 


Lys 


Ser 


Pro 


Phe 


Gly 




130 










135 










140 










Ser 


Thr 


Glu 


Arg 


Lys 


Thr 


Pro 


Val 


Lys 


Lys 


Leu 


Ala 


Pro 


Glu 


Phe 


Ser 


145 










150 










155 










160 


Lys 


Val 


Lys 


Thr 


Lys 


Thr 


Pro 


Lys 


His 


Ser 


Pro 


He 


Lys 


Glu 


Glu 


Pro 










165 










170 










175 




Cys 


Gly 


Ser 


Leu 


Ser 


Glu 


Thr 


Val 


Cys 


Lys 


Arg 


Glu 


Leu 


Arg 


Ser 


Gin 








180 










185 










190 






Glu 


Thr 


Pro 


Glu 


Lys 


Pro 


Arg 


Ser 


Ser 


Val 


Asp 


Thr 


Pro 


Pro 


Arg 


Leu 






195 










200 










205 








Ser 


Thr 


Pro 


Gin 


Lys 


Gly 


Pro 


Ser 


Thr 


His 


Pro 


Lys 


Glu 


Lys 


Ala 


Phe 




210 










215 










220 










Ser 


Ser 


Glu 


He 


Glu 


Asp 


Leu 


Pro 


Tyr 


Leu 


Ser 


Thr 


Thr 


Glu 


Met 


Tyr 


225 










230 










235 










240 


Leu 


Cys 


Arg 


Trp 


His 


Gin 


Pro 


Pro 


Pro 


Ser 


Pro 


Leu 


Pro 


Leu 


Arg 


Glu 










245 










250 










255 




Ser 


Ser 


Pro 


Lys 


Lys 


Glu 


Glu 


Thr 


Val 


Ala 


Ser 


Lys 


Ala 









260 265 

<210> 4859 

<211> 689 

<212> DNA 

<213> Homo sapiens 

<400> 4859 

ectgetgagg acatgaggac ccgtcttttt gcagtgccag gcagggtggc caaagaggac 
60 

tggactctgg acctggagcc ccgtggtcca gttcacattc accccacaag agtttcagga 
120 

ggcctcccac ggtgcctgtg ctgggtggcg gtggtggtgc caagaggaat ggaatgtcct 
180 

gggctccttc aggagctctc tacccagggg caaggagagc ccagagagaa gcgccctggt 
240 
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ctcttgagct tcctgatctg ctcctgtccc ccgctctcct ccactccctt gcctttccct 
300 

aggttgtccc ctccctgggc ttttgtgtgt tttgggagat gtcacctaac caggacattg 
360 

acatccaatc ccatccccct tcctcccacc ctgccccact ttgatttaat ccttcggctg 
420 

tgggctgagg cctcccaggg aagttgggtg gggtgggtgt tgagaccccc tcagaccagc 
480 

acagagacct gtccttgtgc agtctgcacc ctgcactccc tcccttgcct gtagatgttc 
540 

tggatgacag tagaggaaat ggacaaggtc agtttgaata tcccagaaca cagtgctctg 
600 

tctcctccca ccagtccagt tagcttccct tctggaccaa tagacgaggg gagaccccat 
660 

ggatcctctg gctgggaagc acctgacca 
689 

<210> 4860 
<211> 173 
<212> PRT 

<213> Homo sapiens 
<400> 4860 

Met Arg Thr Arg Leu Phe Ala Val Pro Gly Arg Val Ala Lys Glu Asp 

15 10 15 

Trp Thr Leu Asp Leu Glu Pro Arg Gly Pro Val His lie His Pro Thr 

20 25 30 

Arg Val Ser Gly Gly Leu Pro Arg Cys Leu Cys Trp Val Ala Val Val 

35 40 45 

Val Pro Arg Gly Met Glu Cys Pro Gly Leu Leu Gin Glu Leu Ser Thr 

50 55 60 

Gin Gly Gin Gly Glu Pro Arg Glu Lys Arg Pro Gly Leu Leu Ser Phe 
65 70 75 80 

Leu lie Cys Ser Cys Pro Pro Leu Ser Ser Thr Pro Leu Pro Phe Pro 

85 90 95 

Arg Leu Ser Pro Pro Trp Ala Phe Val Cys Phe Gly Arg Cys His Leu 

100 105 110 

Thr Arg Thr Leu lie Phe Asn Pro lie Pro Leu Pro Pro Thr Leu Pro 

115 120 125 

His Phe Asp Leu lie Leu Trp Leu Trp Ala Glu Ala Ser Gin Gly Ser 

130 135 140 

Trp Val Gly Trp Val Leu Arg Pro Pro Gin Thr Ser Thr Glu Thr Cys 
145 150 155 160 

Pro Cys Ala Val Cys Thr Leu His Ser Leu Pro Cys Leu 
165 170 



<210> 4B61 

<211> 1622 

<212> DNA 

<213> Homo sapiens 



c400> 4B61 

ctgcagactt ccggcggcgc gctgcaggcg cggggaacac caatggcggg gtacttgaag 
60 
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ctggtgtgtg tttcctttca gcgtcaaggg ttccacactg ttgggagtcg ctgcaagaat 
120 

cggacaggcg ctgagcacct gtggctgacc cgacatctca gggacccatt tgtgaaggct 
180 

gcgaaggtgg agagttaccg gtgtcgaagc gccttcaagc tcctggaggt gaacgagagg 
240 

caccagattc tgcggcccgg ccttcgggtg ttagactgtg gggcagctcc tggggcctgg 
300 

agtcaggtgg cggtgcagaa ggtcaacgcc gcaggcacag atcccagctc tcctgttggc 
360 

ttcgtgcttg gggtagatct tcttcacata ttccccctgg aaggagcaac ttttctgtgc 
420 

cctgctgacg tgactgaccc gagaacctca cagagaatcc tcgaggtgct tcctggcagg 
480 

agagcagatg tgattctgag cgacatggcg cccaatgcca cagggttccg ggacctcgat 
540 

catgacaggc tcatcagcct gtgcctgacc cttctcagcg tgaccccaga catcctgcaa 
600 

cctgggggga cattcctttg taaaacctgg gctggaagtc aaagccgtcg gttacagagg 
660 

agactgacag aggaattcca gaatgtaagg atcatcaaac ctgaagccag caggaaagag 
720 

tcatcagaag tgtacttctt ggccacacag taccacggaa ggaagggcac tgtgaagcag 
780 

tgaggatttc ttgtgccatt ttcataatgg tcattagctc cttttaagct agaaacgtag 
840 

cctgagctcc tgaagagttc ctgggagatt tgagctgatt ttggagatgg agcaggacaa 
900 

gtggggagtc tctctctctc tttctctctc tctcttttta accaaaaaga gatgacaaaa 
960 

ctaagttcag gggccatgga aaatgaaaaa gtccgccata ttgtgatttg ggaagagaaa 
1020 

gttatcaaga gaaagaggtg aggatggaag gatggagaaa aacagactgt gggaaggatc 
1080 

agaaggaatc cgccgaggca gggatgggtg tgcccatgtg tgccttgacg ggacttcatc 
1140 

tcatagactg ttaaactgtc acacacaaac aggctttcca cccctgctct gagagcacca 
1200 

cgcacagatt tccagttctt agtgtggctg tttaaagtag aaaatctggg ggctgggtga 
1260 

ggccactcat gcctgtaaac ccagggcttt agaaggctga ggctggggga ttgcttgaag 
1320 

tcaggagttc aagaccaacc tgggcaacat agcaacaccc cccatgtcta caaaaatgaa 
1380 

aaaccaaaaa gcaaaccaaa agaaaaatct gaaatttcca tctggggatt aacttctgtc 

1440 

tttctggtga acaatatagc aattcacgca ttcttcaagc agcaaaagtt cccggaacaa 
1500 

ttagggaaga cgtatggtct gaatttatcc aggcagtggg tctgctttgg tttttgctgg 
1560 

aaatttatat cagtgtctgg gctcccaaga acataaatgt aattgccaaa gcaaaaaaaa 

1620 

aa 

1622 
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<210> 4862 
<211> 260 
<212> PRT 

<213> Homo sapiens 
<400> 4862 



Leu 


Gin 


Thr 


Ser 


Gly Gly Ala 


Leu Gin Ala Arg Gly Thr 


Pro 


Met 


Ala 


1 








5 










10 










15 




Gly 


Tyr 


Leu 


Lys 


Leu 


Val 


Cys 


Val 


Ser 


Phe 


Gin 


Arg 


Gin 


Gly 


Phe 


His 








20 










25 










30 






Thr 


Val 


Gly 


Ser 


Arg 


Cys 


Lys 


Asn 


Arg Thr Gly Ala Glu 


His 


Leu 


Trp 






35 










40 










45 








Leu 


Thr 


Arg 


His 


Leu Arg Asp 


Pro 


Phe 


Val 


Lys 


Ala 


Ala 


Lys 


Val 


Glu 




50 










55 










60 










Ser 


Tyr 


Arg 


Cys 


Arg 


Ser 


Ala 


Phe 


Lys 


Leu 


Leu 


Glu 


Val 


Asn 


Glu 


Arg 


65 










70 










75 










80 


His 


Gin 


He 


Leu 


Arg Pro Gly Leu Arg Val Leu Asp Cys 


Gly 


Ala 


Ala 










85 










90 










95 




Pro 


Gly 


Ala 


Trp 


Ser 


Gin 


val 


Ala 


Val 


Gin 


Lys 


Val 


Asn 


Ala 


Ala 


Gly 








100 










105 










110 






Thr 


Asp 


Pro 


Ser 


Ser 


Pro 


Val 


Gly 


Phe 


Val 


Leu Gly Val 


Asp 


Leu 


Leu 






115 










120 










125 








His 


He 


Phe 


Pro 


Leu 


Glu Gly 


Ala 


Thr 


Phe 


Leu 


Cys 


Pro 


Ala 


Asp 


Val 




130 










135 










140 










Thr 


Asp 


Pro 


Arg 


Thr 


Ser 


Gin 


Arg 


He 


Leu 


Glu 


Val 


Leu 


Pro 


Gly Arg 


145 










150 










155 










160 


Arg 


Ala 


Asp 


Val 


He 


Leu 


Ser 


Asp 


Met 


Ala 


Pro 


Asn 


Ala 


Thr 


Gly 


Phe 










165 










170 










175 




Arg 


Asp 


Leu 


Asp 


His 


Asp 


Arg 


Leu 


He 


Ser 


Leu 


Cys 


Leu 


Thr 


Leu 


Leu 








180 










185 










190 






Ser 


Val 


Thr 


Pro 


Asp 


He 


Leu 


Gin 


Pro Gly Gly 


Thr 


Phe 


Leu 


Cys 


Lys 






195 










200 










205 








Thr 


Trp 


Ala 


Gly 


Ser 


Gin 


Ser 


Arg 


Arg 


Leu 


Gin 


Arg 


Arg 


Leu 


Thr 


Glu 




210 










215 










220 










Glu 


Phe 


Gin 


Asn 


Val 


Arg 


He 


He 


Lys 


Pro 


Glu 


Ala 


Ser 


Arg 


Lys 


Glu 


225 










230 










235 










240 


Ser 


Ser 


Glu 


Val 


Tyr 


Phe 


Leu 


Ala 


Thr .Gin 


Tyr His Gly 


Arg 


Lys 


Gly 










245 










250 










255 




Thr 


Val 


Lys 


Gin 



























260 

<210> 4863 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 4863 

ctgggggctc actttcgggt gcacctggtg aagatggtca ttctgacaga gcctgagggt 
60 

gccccaaata tcacagccaa cctcacctcg tccctgctga gcgtctgtgg gtggagccag 
120 

accatcaacc ctgaggacga cacggatcct ggccatgctg acctggtcct ctatatcact 
180 
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aggtttgacc tggagttgcc tgatggtaac ncggcagtgc ggggcgtcac ccagctgggc 
240 

ggggcctgct ccccaacctg gagctgcctc attaccgagg acactggctt cgacctggga 
300 

gtcaccattg cccatgagat tgggcacagc ttcggcctgg agcacgacgg cgcgc 
355 

<210> 4864 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 4864 

Leu Gly Ala His Phe Arg Val His Leu Val Lys Met Val lie Leu Thr 

15 10 15 

Glu Pro Glu Gly Ala Pro Asn lie Thr Ala Asn Leu Thr Ser Ser Leu 

20 25 30 

Leu Ser Val Cys Gly Trp Ser Gin Thr lie Asn Pro Glu Asp Asp Thr 

35 40 45 

Asp Pro Gly His Ala Asp Leu Val Leu Tyr He Thr Arg Phe Asp Leu 

50 55 60 

Glu Leu Pro Asp Gly Asn Xaa Ala Val Arg Gly Val Thr Gin Leu Gly 
65 70 75 80 

Gly Ala Cys Ser Pro Thr Trp Ser Cys Leu He Thr Glu Asp Thr Gly 

85 90 95 

Phe Asp Leu Gly Val Thr He Ala His Glu He Gly His Ser Phe Gly 

100 105 110 

Leu Glu His Asp Gly Ala 
115 

<210> 4865 
<211> 444 
<212> DNA 

<213> Homo sapiens 
<400> 4865 

accggtgaga agccctacaa atgtgaggtc tgcagcaagg ccttctccca gagctctgac 
60 

ctcatcaaac accagcgcac ccacactggc gagcggccct acaaatgtcc ccgttgcggc 
120 

aaggccttcg ccgacagctc ttacctgctt cgccaccagc gcactcactc tggccagaag 
180 

ccctacaagt gcccacattg tggcaaggcc ttcggcgaca gctcctacct cctgcgacac 
240 

cagcgcaccc acagccacga gcggccctac agctgcaccg agtgcggcaa gtgctatagc 
300 

cagaactcgt ccctgcgcag ccatcagagg gtgcacaccg gtcagaggcc cttcagctgt 
360 

ggcatctgcg gcaagagctt ctcccagcgg tcggccctta tcccccatgc ccgcagccac 
420 

gcccgggaga agcccttcac gcgt 
444 

<210> 4866 
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<211> 148 
<212> PRT 
<213> Homo sapiens 



<400> 4866 



Thr Gly Glu 


Lys 


Pro 


Tyr 


Lys Cys Glu Val Cys 


Ser 


Lys 


Ala 


Phe 


Ser 


1 






5 




10 








15 




Gin Ser 


Ser 


A3p 


Leu 


lie 


Lys His Gin Arg Thr 


His 


Thr 


Gly 


Glu Arg 






20 






25 






30 






Pro Tyr Lys 


Cys 


Pro Arg Cys Gly Lys Ala Phe 


Ala 


Asp 


Ser 


Ser 


Tyr 




35 








40 




45 








Leu Leu 


Arg 


His 


Gin 


Arg 


Thr His Ser Gly Gin 


Lys 


Pro 


Tyr 


Lys 


Cys 


50 










55 


60 










Pro His 


Cys 


Gly 


Lys 


Ala 


Phe Gly Asp Ser Ser 


Tyr 


Leu 


Leu 


Arg 


His 


65 








70 


75 










80 


Gin Arg 


Thr 


His 


Ser 


His 


Glu Arg Pro Tyr Ser 


Cys 


Thr 


Glu 


Cys 


Gly 








85 




90 








95 




Lys Cys 


Tyr 


Ser 


Gin 


Asn 


Ser Ser Leu Arg Ser 


His 


Gin 


Arg 


Val 


His 






100 






105 






110 






Thr Gly 


Gin 


Arg 


Pro 


Phe 


Ser Cys Gly He Cys 


Gly 


Lys 


Ser 


Phe 


Ser 




115 








120 




125 








Gin Arg 


Ser 


Ala 


Leu 


He 


Pro His Ala Arg Ser 


His 


Ala 


Arg 


Glu 


Lys 


130 










135 


140 










Pro Phe 


Thr 


Arg 


















14 5 























<210> 4867 

<211> 391 

<212> DNA 

<213> Homo sapiens 



<400> 4867 

ggatcccaga gggagttcta tctggacttg ccccaagcag gttgctaggc agtagcctca 
60 

tatccttggt gggaggatga gaaggacaaa aagaggcaac cagcctaggg acatcggcct 
120 

ccttctccac atccccattc tggtaggaaa agtcacccat gccaggatat ccccagccca 
180 

gagacagccc cagggggtgc tgcctggaga cagccgggat agcttcagtc tcctgaccct 
240 

gacacgggct gcaccaccag acaatgggca ttttcaggcc agactctggc acaaagagaa 
300 

ggggcagggc caaggctatg gcccacaagc tcctcagcag ctgagatggg tgcaggaggt 
360 

agcgctctac tcccatagct ccccactgta t 
391 



<210> 4868 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 4868 

Met Gly Val Glu Arg Tyr Leu Leu His Pro Ser Gin Leu Leu Arg Ser 
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15 10 15 

Leu Trp Ala lie Ala Leu Ala Leu Pro Leu Leu Phe Val Pro Glu Ser 

20 25 30 

Gly Leu Lys Met Pro lie Val Trp Trp Cys Ser Pro Cys Gin Gly Gin 

35 40 45 

Glu Thr Glu Ala lie Pro Ala Val Ser Arg Gin His Pro Leu Gly Leu 

50 55 60 

Ser Leu Gly Trp Gly Tyr Pro Gly Met Gly Asp Phe Ser Tyr Gin Asn 
65 70 75 80 

Gly Asp Val Glu Lys Glu Ala Asp Val Pro Arg Leu Val Ala Ser Phe 

85 90 95 

Cys Pro Ser His Pro Pro Thr Lys Asp Met Arg Leu Leu Pro Ser Asn 

100 105 110 

Leu Leu Gly Ala Ser Pro Asp Arg Thr Pro Ser Gly lie 
115 120 125 

<210> 4869 
<211> 418 
<212> DNA 

<213> Homo sapiens 
<400> 4869 

cccgggaaga gggtcgcccg ccataaatgc ggaaacagtt aaatggcgat gggaatagga 
60 

tgggaactca atggtgttgc tacctttgga tggactcgga ggcagcccag cttcctggga 
120 

caggactgca cggactgcct ggggaggggt ctttggcccc ccggttcctg caggggggct 
180 

cggggaggcc ctgtgagcag ttggtcacag gtgggtccca ttcgatgcga tcctgttcct 
240 

ccccaacagc cctggagaag ggggacgttg cctgctgtgg ctgcggctgt tttcctggcc 
300 

tgtgagaggc ggggccagag tggccgttgg gaatctgggt gttgcaaggt gaccacaaac 
360 

agctctctgg gggaggagga ggaaaatgca attgattttc aggagccttc tgaggtcg 
418 

<210> 4870 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 4870 



Met Ala Met Gly 


He 


Gly 


Trp 


Glu 


Leu 


Asn 


Gly Val Ala Thr Phe 


Gly 


1 


5 










10 


15 




Trp Thr Arg Arg 


Gin 


Pro 


Ser 


Phe 


Leu 


Gly 


Gin Asp Cys Thr Asp 


Cys 


20 










25 




30 




Leu Gly Arg Gly Leu 


Trp 


Pro 


Pro 


Gly 


Ser 


Cys Arg Gly Ala Arg 


Gly 


35 








40 






45 




Gly Pro Val Ser 


Ser 


Trp 


Ser 


Gin 


Val 


Gly 


Pro He Arg Cys Asp 


Pro 


50 






55 








60 




Val Pro Pro Gin 


Gin 


Pro 


Trp 


Arg 


Arg 


Gly 


Thr Leu Pro Ala Val 


Ala 


65 




70 










75 


80 


Ala Ala Val Phe 


Leu 


Ala 


Cys 


Glu 


Arg 


Arg 


Gly Gin Ser Gly Arg 


Trp 
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85 90 95 

Glu Ser Gly Cys Cys Lys Val Thr Thr Asn Ser Ser Leu Gly Glu Glu 

100 105 HO 

Glu Glu Asn Ala lie Asp Phe Gin Glu Pro Ser Glu Val 
115 120 125 

<210> 4871 

<211> 1354 

<212> DNA 

<213> Homo sapiens 

<400> 4871 

nntttttttt tttttttttt tttttctaga atccgcttta ttatggcacc tggtgggtct 
60 

ggtgggatct gagggaggaa gaggctgcag tcttgctggg cagcccctcg gtcagtccag 
120 

cagcccctca ggccatgctg ctgctcagct gcatggcaaa gtcctgcaca tgctccttca 
180 

gagtctggcg ggcatctgcc tgtgcccgct tctcccgtgc ccgctcctgc tgcagcttgg 
240 

tcagtctcaa ccgcagccgc tgctcccgcc gcttgcaggc ctgcagctgg cgctgggcct 
300 

tgtcaagggc atcaagggct gcctggctcg ccgcttccag agtaaggcgc tgcccacctg 
360 

gtagctgtgt tcattctgga tgtaggctcc ggcgggtggg ggcaggcgag catatacgct 
420 

gagggggaga ctggccgtgg ttcgagaggg gagggctgcc gctctggtga aggctgggcg 
480 

ctgcagcctg cttcatctgc ctgggcaccc aaggggccca gtaggtctga aaaggggctg 
^ 540 

ctaaggccag gctccagcct cccagctggg gaggccggca aagtggcagg tgctgaggcc 
600 

tcttccacag gaaagcaggt gacatcagca ggtggaggtg gagaaaatgg agttgtgggc 
660 

cctcggccct cggagcagcg cttcctgcat cgtctaagcc ggctgacttc aggggggcca 
720 

ggtgggtaac tgtgtccttt ggtcttggtt gtccggcgca acttggagaa agactcaaat 
780 

atggtgggga ctgccccctc ctttagcctg tgatatccac tgattcccac cagctcaaag 
840 

cagtcctcct caaagtgttt ggagcagaag tagatgtact cggatgccgg gtcccacagg 
900 

ccctggccgc tggggtccag ccgctggcag ttggccagcc acaagcctcg cctcgggttg 
960 

tccttcttgg gaagtctgtg gagccacaaa cccgtgagca ccaggctgtc cacagccctg 
1020 

ggctcatgct gcccaagcac cccagagggg aaacgcagac ccaacacgcg ccgccacgag 
10S0 

acctccctgc gaccccgccg ggtaagcacc accgcccggg cacagacgag gcaacggagg 
1140 

cctcgagaag aaaagcagtt tcctcagcgt catctggcag gtaacagagt ggggcgggtc 
1200 

caagccggct agacttcccg tcctcccctt cccgactgca ttcagtcccg ccgggaccgt 
1260 
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tccgcttcac ctcccaccca caggttcaag cctcctcagt atctgagaaa ggcgcgaagc 
1320 

ctctacgcag ttgcgacccg aggcgagcaa caac 
1354 

<210> 4872 

<;211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 4872 
Gly Arg Lys Arg 
1 

Gin Pro Leu Arg 
20 

His Ala Pro Ser 
35 

Val Pro Ala Pro 
50 

Pro Ala Ala Cys 
65 

Gin Gly Leu Pro 



Leu Gin Ser Cys 
5 

Pro Cys Cys Cys 

Glu Ser Gly Gly 
40 

Ala Ala Ala Trp 
55 

Arg Pro Ala Ala 
70 

Gly Ser Pro Leu 
85 



Trp Ala Ala Pro 
10 

Ser Ala Ala Trp 
25 

His Leu Pro Val 

Ser Val Ser Thr 
60 

Gly Ala Gly Pro 
75 

Pro Glu 
90 



Arg Ser Val Gin 
15 

Gin Ser Pro Ala 
30 

Pro Ala Ser Pro 
45 

Ala Ala Ala Ala 

Cys Gin Gly His 
80 



<210> 4873 

<211> 948 

<212> DNA 

<213> Homo sapiens 



<400> 4873 

ncccccctag gatgcagaaa gtagatgaca 
60 

agattgcctt gatagaggac tgatgttttt 
120 

ccactgtgag ttgaactctt tcgtgttgac 
180 

gaacacgacc tggccgatgt ggttcaaatt 
240 

ggtacagagc tgtgggacag tgttgttttg 
300 

cctgctttga aacgccagcg actagaaatc 
360 

ctgtattcca tcaaccagac aatctgcttg 
420 

gccctggagg ctacttgtaa atccttagaa 
480 

cacagcccca tccaggttcc catggtggcc 

540 

aacaaagtgc gatggtaaga acagaccagg 
600 

agcgcgtcac ctcctcgccc atgcccgcag 
660 

gtgtctgcct cagcagtctc agcagtttct 
720 



ttccatccac actgtgtgag caaattggag 
cactgatgag atggtgacca aaagccagcc 
cggccactct ccgtgctctg gatgatgtcg 
gcagtggaag acctgagccc tgaccaccca 
gagaatcatg tagtgacaga tgaagacgaa 
aattgccagg atccatctat aaagtcattc 
cggttggata gcattgaagc caaattgcaa 
gaaaagctgg atctggtcac gaacaagcag 
ggctcccctc tcaggacaac ccagatgtgc 
gtgccggggc cttcaggtca cttggggaga 
cttagtggct cagtttgctg gagatgcgca 
aactaaagct gactttagtt agaccgaaac 
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cgaacacatg gcatcctgcc aggatgacct gaagtcatcc tcacctttcc tttccacata 
780 

aagccggccc atacaccttt tctttggaac taacccacca gatcttagaa gatgtacacg 
840 

tgcttctttc ctttttccta ctctacctgg ctagtcttta gatatgtttt tcttcgtatg 
900 

tggtgtttat acatttcaca tgaatatatc aaacttttca ttcaaaaa 
948 

<210> 4874 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 4874 

Met Met Ser Glu His Asp Leu Ala Asp Val Val Gin lie Ala Val Glu 

15 10 15 

Asp Leu Ser Pro Asp His Pro Gly Thr Glu Leu Trp Asp Ser Val Val 

20 25 30 

Leu Glu Asn His Val Val Thr Asp Glu Asp Glu Pro Ala Leu Lys Arg 

35 40 45 

Gin Arg Leu Glu lie Asn Cys Gin Asp Pro Ser He Lys Ser Phe Leu 

50 55 60 

Tyr Ser lie Asn Gin Thr He Cys Leu Arg Leu Asp Ser He Glu Ala 
65 70 75 80 

Lys Leu Gin Ala Leu Glu Ala Thr Cys Lys Ser Leu Glu Glu Lys Leu 

85 90 95 

Asp Leu Val Thr Asn Lys Gin His Ser Pro He Gin Val Pro Met Val 

100 105 110 

Ala Gly Ser Pro Leu Arg Thr Thr Gin Met Cys Asn Lys Val Arg Trp 
115 120 125 



<210> 4875 

<211> 1255. 

<212> DNA 

<213> Homo sapiens 



<400> 4875 

ntgtacagtc 
60 

tcgccggcgc 
120 

tggacgcagt 
180 

aaaatacttt 
240 

ggcaagatgg 
300 

ttgcagcaat 
360 

cggccgcacc 
420 

gccccaatgc 
480 



gattccattt 
ggtcgttgtc 
tttagaaaga 
gcagctggtg 
aagaataggc 
ctcagctctc 
tgtgattaag 
tgttcatgag 



ggcccgggga 
gcattgctct 
gcgttttcgc 
agaaatatca 
gtagttggag 
aaagtgggcg 
gcctacagcc 
gtggagaagt 



tggtcacacg 
cggccgcact 
tacgtaaagc 
tacctcctct 
gctgtcagga 
cagacttgtc 
cggagctgat 
ggctgccccg 



cgcgggggcc 
cgcgctgtac 
acattcgata 
gtcttccaca 
gtacactgga 
ccacgtgttc 
cgtccaccca 
gctgcatgct 



ggaactgccg 
gggccgccac 
aaggatatgg 
aagcacaaag 
gccccatatt 
tgtgccagtg 
gttcttgaca 
cttgtcgtag 
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gacctggctt gggtagagat gatcgtccac ccagttcttg acagccccaa tgctgttcat 
540 

gaggtggaga agtggctgcc ccggctgcat gctcttgtcg taggaactgg cttgggtaga 
600 

gatgatgcgc ttctcagaaa tgtccagggc attttggaag tgtcaaaggc cagggacatc 
660 

cctgttgtca tcgacgcgga tggcctgtgg ctggtcgccc agcagccggc cctcatccat 
720 

ggctaccgga aggctgtgct cactcccaac cacgtggagt tcagcagact gtatgacgct 
780 

gtgctcagag gccctatgga cagcgatgac agccatggat ctgtgctaag actcagccaa 
840 

gccctgggca acgtgacggt ggtccagaaa ggagagcgcg acatcctctc caacggccag 
900 

caggtgcttg tgtgcagcca ggaaggcagc agccgcaggt gtggagggca aggggacctc 
960 

ctgtcgggct ccctgggcgt cctggtacac tgggcgctcc ttgctggacc acagaaaaca 
1020 

aatgggtcca gccctctcct ggtggccgcg tttggcgcct gctctctcac caggcagtgc 
1080 

aaccaccaag ccttccagaa gcacggtcgc tccaccacca cctccgacat gatcgccgag 
1140 

gtgggggccg ccttcagcaa gctctttgaa acctgagccc gcgcagacca gaagtaaaca 
1200 

ggcaccttgg acgggggaga gcgtgtgtgt gatgggaaaa tccggaccca cgcgt 
1255 



<210> 4876 

<211> 230 

<212> PRT 

<213> Homo sapiens 



<400> 4876 

Leu Ala Trp Val Glu Met lie Val His Pro Val Leu Asp Ser Pro Asn 

15 10 15 

Ala Val His Glu Val Glu Lys Trp Leu Pro Arg Leu His Ala Leu Val 

20 25 30 

Val Gly Thr Gly Leu Gly Arg Asp Asp Ala Leu Leu Arg Asn Val Gin 

35 40 45 

Gly lie Leu Glu Val Ser Lys Ala Arg Asp He Pro Val Val lie Asp 

50 55 60 

Ala Asp Gly Leu Trp Leu Val Ala Gin Gin Pro Ala Leu lie His Gly 
65 70 75 80 

Tyr Arg Lys Ala Val Leu Thr Pro Asn His Val Glu Phe Ser Arg Leu 

85 90 95 

Tyr Asp Ala Val Leu Arg Gly Pro Met Asp Ser Asp Asp Ser His Gly 

100 105 110 

Ser Val Leu Arg Leu Ser Gin Ala Leu Gly Asn Val Thr Val Val Gin 

115 120 125 

Lys Gly Glu Arg Asp He Leu Ser Asn Gly Gin Gin Val Leu Val Cys 

130 135 140 

Ser Gin Glu Gly Ser Ser Arg Arg Cys Gly Gly Gin Gly Asp Leu Leu 
145 150 155 160 

Ser Gly Ser Leu Gly Val Leu Val His Trp Ala Leu Leu Ala Gly Pro 
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165 

Gin Lys Thr Asn Gly Ser Ser Pro 
180 

Cys Ser Leu Thr Arg Gin Cys Asn 
195 200 
Arg Ser Thr Thr Thr Ser Asp Met 

210 215 
Ser Lys Leu Phe Glu Thr 
225 230 



170 175 
Leu Leu Val Ala Ala Phe Gly Ala 
185 190 
His Gin Ala Phe Gin Lys His Gly 
205 

He Ala Glu Val Gly Ala Ala Phe 
220 



<210> 4877 

<211> 1182 

<212> DNA 

<213> Homo sapiens 



<400> 4877 

nttttttttt ctttgttttc 
60 

acttgatctt ggtcactgct 
120 

gttcaatgaa tgcgtgcgga 
180 

ggccgggatt tgcggacacg 
240 

cgtgacgcgg tgactcgcag 
300 

gtcgccggca tggtttctcc 
360 

cgctagcttc ggcggcgacc 
420 

agctggtgtg gaagaatggc 
480 

agcctgatca tcctactgca 
540 

gagagcgtgg cccacggacg 
600 

aaagtcacct acacggaccg 
660 

ggccgcaatg tccgctacgt 
720 

cagcagctgc agattatcca 
780 

gaatttcccc caaaaaaact 
840 

tcctccagtg atctccggag 
900 

aaagcagggc caggccagaa 
960 

acagggttcc acctcccaga 
1020 

aggtgacaat cccccttttt 
1080 

aagtagtttt caactctccc 
1140 



ttaagactct ctcccctgca 
ccatgccgga gcctgggaag 
atgaatgaac gactctagtg 
agccccgcgc cgcgaagcat 
agcactgacg cactctgcgc 
gtcctgctgc agccggcggg 
cagacgggga aagcggaagg 
ggtgagccat tcagtgaagg 
gggcctccag ggccgggtaa 
catagacaat gtcgatgctt 
ttgggggcat caggtcaagc 
ccacatccca gatgacgtga 
tcgggtgcga aactttggtg 
gtaagtgagg ccctcagcaa 
ctagttccct gccctcacac 
gctggtgtcc aacagacacc 
ctcactctgg gacccagaat 
gatgatctga atctctgact 
agtgaggata attaaacatg 



gcgccatcag ctcagggacc 
gagcctggcc caggtcgccg 
aaagagactc caatgacgca 
tctggggatt gtagtttctc 
ccggaggaca gagcggcccg 
aggcagccag tccaggcgcc 
aatgtcgcgt gcaagcaggc 
agcggaccat ctctgagaac 
ccactgtgga cctgcgggat 
tcatgaacat ccgcctggcc 
tggatgacct ctttgtgaca 
acatcacctc gaccattgag 
gcaagggcca aggccggtgg 
gccctggccc caactcggag 
cctgtctggt acccgagaag 
acctgtcaaa gctgcctttc 
cctatatgtg gccttggggt 
tattgattat ggaacctgtc 
ctcagcctga gccacctcta 
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agtgtctcca tttctcatgc agttgtgttc attttctcat ga 
1182 



<210> 4B78 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 4878 
Met Ala Val Ser 
1 

Leu He He Leu 
20 

Leu Arg Asp Glu 
35 

Phe' Met Asn He 
50 

His Gin Val Lys 
65 

Tyr Val His He 

Gin Leu Gin He 
100 

Gly Arg Trp Glu 
115 



His Ser Val Lys 
5 

Leu Gin Gly Leu 

Ser Val Ala His 
40 

Arg Leu Ala Lys 
55 

Leu Asp Asp Leu 
70 

Pro Asp Asp Val 
85 

He His Arg Val 

Phe Pro Pro Lys 
120 



Glu Arg Thr lie 
10 

Gin Gly Arg Val 
25 

Gly Arg He Asp 

Val Thr Tyr Thr 
60 

Phe Val Thr Gly 
75 

Asn He Thr Ser 
90 

Arg Asn Phe Gly 
105 

Lys Leu 



Ser Glu Asn Ser 
15 

Thr Thr Val Asp 
30 

Asn Val Asp Ala 
45 

Asp Arg Trp Gly 

Arg Asn Val Arg 
80 

Thr He Glu Gin 
95 

Gly Lys Gly Gin 
110 



<210> 4879 

<211> 1941 

<212> DNA 

<213> Homo sapiens 

<400> 4879 

gttctggttc gccatcagca tcgccatcaa caatgcctac atcctgtaca aaatgtcaga 
60 

cgcctaccac gtgaagaggt acagccgggc gcagtttgga gagagactcg tcagagagct 
120 

gctgggcttg gaggatgcct ctccgaccca ctgatgctgg gggcgcagga ctcggtcaag 
180 

ggaggggcaa gaggaggagg agagcctgcc gttccaactt gcccatcaga gacccggaca 
240 

cggcctggtg tgtggcttgc tgcctgggag ggatgcacag ggcctcctga gggacaggat 
300 

ggacctggtc agaggacggt tgctgtcctc atttgctttc caagaagagc atgtcctccc 
360 

tcgagaaaca gtgccggcgg tgtgatgagc acttacaccc acgttctcaa gggcagattc 
420 

tctcatgaca tccgtggagc ttgcgaggca gcgtggactg gtgactgtga aggaaggccc 
480 

ccgtggtaga atgagctgga gcacgctcta agagagatgc ctgcttccta aagatctaca 
540 

gcaatctggg acgtggttca agttcaagac ttgaaggaag caaagacgcc ctgcatggtt 
600 

acaatggctc aggtgtcagg ggaggccgga ggttttccag catttgcctc atgccagcac 
660 
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ctttgaaccg gtctcttaga agaagacaca catcctgggt gtacagtggt gaaatgggga 
720 

gtgggtgccc attctgaaaa acgaggcatt cctgctcatt ccctctgctt agctggtggg 
780 

caggggagag agggaaatgc caaaaacttg gagtgaagga tgatgctatt ttttattttt 
840 

aaatatatct tcaggttatt ttcttactgt tgcttcagat ctaatgtaaa aggcagatgt 
900 

cccctcctct ccacccccga cgctgacccc ggcctcagtc acggctcttt gcatgatcac 
960 

agttctgtgt tctggcctgt ggcagggccg ggaagggccg ctggcttccg aacagacgtg 
1020 

gttgctctcc acgaggcgca tggggagccc gcgggcccta agctttgtcg cagatgtcat 
1080 

cattggcaga attacttgtc ttgaaaaata agtagcattg ctgaaacaca caaccgaatt 
1140 

ctctacgatg gccatttgct cattgtcttt cctctgtgtg tagtgagtga ccctggcagt 
1200 

gtttgcctgc tcagagtggc ccctcagaac aacagggctg gccttggaaa aaccccaaaa 
1260 

caggactgtg gtgacaactc tggtcaggtg tgatttgaca tgagggccgg aggcggttgc 
1320 

tgacggcagg actggagagg ctgcgtgccc ggcactggca gcgaggctcg tgtgtccccc 
1380 

aggcagatct gggcactttc ccaacccagg tttatgcgtc tccagggaag cctcggtgcc 
1440 

agagtggtgg gcagatctga ccatccccac agaccagaaa caaggaattt ctgggattac 
1500 

ccagtccccc ttcaacccag ttgatgtaac cacctcattt tttacaaata cagaatctat 
1560 

tctactcagg ctatgggcct cgtcctcact cagttattgc gagtgttgct gtccgcatgc 
1620 

tccgggcccc acgtggctcc tgtgctctag atcatggtga ctcccccgcc ctgtggttgg 
1680 

aatcgatgcc acggattgca ggccaaattt cagatcgtgt ttccaaacac ccttgctgtg 
1740 

ccctttaatg ggattgaaag cacttttacc acatggagaa atatattttt aatttgtgat 
1800 

gcttttctac aaggtccact atttctgagt ttaatgtgtt tccaacactt aaggagactc 
1860 

taatgaaagc tgatgaattt tcttttctgt ccaaacaagt aaaataaaaa taaaagtcta 
1920 

tttagatgtt gaaaaaaaaa a 
1941 

<210> 4880 
<211> 202 
<212> PRT 

<213> Homo sapiens 
<400> 4880 

Met Val Arg Ser Ala His His Ser Gly Thr Glu Ala Ser Leu Glu Thr 

15 10 15 

His Lys Pro Gly Leu Gly Lys Cys Pro Asp Leu Pro Gly Gly His Thr 
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20 

Ser Leu Ala Ala 
35 

Ala Thr Ala Ser 
50 

Thr Thr Val Leu 
65 

Arg Gly His Ser 

Gin Arg Lys Asp 
100 

Cys Phe Ser Asn 
115 

Met Thr Ser Ala 
130 

Val Glu Ser Asn 
14 5 

Cys His Arg Pro 

Glu Ala Gly Val 
180 

Tyr lie Arg Ser 
195 



Ser Ala Gly His 
40 

Gly Pro His Val 
55 

Phe Trp Gly Phe 
70 

Glu Gin Ala Asn 
85 

Asn Glu Gin Met 

Ala Thr Tyr Phe 
120 

Thr Lys Leu Arg 
135 

His Val Cys Ser 
150 

Glu His Arg Thr 
165 

Ser Val Gly Gly 

Glu Ala Thr Val 
200 



25 

Ala Ala Ser Pro 

Lys Ser His Leu 
60 

Ser Lys Ala Ser 
75 

Thr Ala Arg Val 
90 

Ala lie val Glu 
105 

Ser Arg Gin Val 

Ala Arg Gly Leu 
14 0 

Glu Ala Ser Gly 
155 

Val lie Met Gin 
170 

Gly Glu Glu Gly 
185 

Arg Lys 



30 

Val Leu Pro Ser 
45 

Thr Arg Val Val 

Pro Val Val Leu 
80 

Thr His Tyr Thr 
95 

Asn Ser Val Val 
110 

lie Leu Pro Met 
125 

Pro Met Arg Leu 

Pro Ser Arg Pro 
160 

Arg Ala Val Thr 
175 

Thr Ser Ala Phe 
190 



<210> 4881 

<211> 1333 

<212> DNA 

<213> Homo sapiens 



<400> 4881 

nntttttttt ttacatgtga gtcattcttt 
60 

ggggtagaga acagggtcac ctctccactc 
120 

ctaggttttg gatacatgac gcagcaactg 
180 

gccttggagg gtggccatga cctcacagcc 
240 

gctcttctgg gtaacagggt gagccgtctc 
300 

taagcccggc tctcaggact acccaaggaa 
360 

ggccaagcct gaaacaaggt aggcgaagcg 
420 

gcatctcctg gcctaggtag agtgtgcttg 
480 

agtgagctgg gcctgtgggt ccctgaaaga 
540 

ggatccggtt tgaggaagaa gctggaaaca 
600 

ggaggccgtg atccgggtgc acagtaagtg 
660 

gaaggatctt ggtggtaccc tgccccaccg 
720 



attagggagg aagcaagcag ggaagccaca 
ccgcccctcc catttctccc ctcccaacct 
atgaacctgg caggaggcgc agtggtgctg 
atctgtgacg cctctgaggc ctgtgtggct 
cctcccccat ccatgcttct gtcaggcagg 
caggcagatg ggatgggaca gggtgggagt 
aaagcctctg ttccaagtta ggtccaggca 
tggctagaag gctggggccc ctggggtggg 
ctggtggctg atgtactgtt ttctataggt 
gaaacccaac ctcaatgcca tccgctctct 
tggagatggg acactcgctg agctcagact 
tggccagatc ctagggcttc cggtgccagc 
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caggtgacct gctgttggtc tggagtaaga ttcctgtgag tgacccaggc agcaatggta 
780 

aatactgggg ctgcatgcag cgcctggcct cctgtccaga ctcctgggtg cctagagtgc 
840 

caggggctga caaagaagaa gtggaggcag tgaccgcact ggcgtccctc tctgtgggca 
900 

tcctggctga agataggtaa tgccagacnc tgggccctgg gcccgcagcc tctccaccgc 
960 

ttcattcctc cctgcttgaa gaccccgggt ccgctatgca gccaccccaa ccctcccagg 
1020 

cttcctgacc agggttgaga ggaagcttag ctaaggccct tgctgcagcc ctggtgctcc 
1080 

agcatcccac ccttgtccct ccccacaggc cctcggagca gctggtggag gaggaagaac 
1140 

ctatgaatct ctaaggctct ggaaccatct gcccgcccac catgcccttg ggacctggtt 
1200 

ctcttctaac ccctggcaat agcccccatt cctgggtctt tagagatcct gtgggcaagt 
1260 

agttggaacc agagaacagc ctgcctgctt tgacagttat cccagggagc gtgagaaaat 
1320 

ccctgggtct aga 
1333 

<210> 4882 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 4882 

Xaa Phe Phe Phe Thr Cys Glu Ser Phe Phe lie Arg Glu Glu Ala Ser 

15 10 15 

Arg Glu Ala Thr Gly Val Glu Asn Arg Val Thr Ser Pro Leu Pro Pro 

20 25 30 

Leu Pro Phe Leu Pro Ser Gin Pro Leu Gly Phe Gly Tyr Met Thr Gin 

35 40 45 

Gin Leu Met Asn Leu Ala Gly Gly Ala Val Val Leu Ala Leu Glu Gly 

50 55 60 

Gly His Asp Leu Thr Ala lie Cys Asp Ala Ser Glu Ala Cys Val Ala 
65 70 75 80 

Ala Leu Leu Gly Asn Arg Val Ser Arg Leu Pro Pro Pro Ser Met Leu 
85 90 95 

Leu Ser Gly Arg 
100 

<210> 4883 

<211> 1371 

<212> DNA 

<213> Homo sapiens 

<400> 4883 

nnagatctaa cagagaacct ggactgtctc ctatcatgat tcccgggaaa tatcgctctg 
60 

tttctggccg ggctgcgaac aacgtgaact gcgggcttca tctggttatt caaacatcat 
120 
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cgcttcctga aaaaaacaaa acaaaagctg accgtatgtc ctatcatcaa tggggaagac 
180 

caccttcgtt tgttgaactt tcaacacaat tttataactc ggatacaaaa tatttctaat 
240 

ctacagaagt taatatcgtt ggatttatat gataaccaga ttgaagaaat tagtgggctt 
300 

tcgactctga gatgtcttcg tgtccttctg ttggggaaaa acagaatcaa gaaaatctca 
360 

aatctggaga atctaaaaag cttagatgtc ttggatcttc atggaaatca gattaccaaa 
420 

attgaaaata ttaatcattt gtgtgagttg agagttttaa atcttgccag gaacttttta 
480 

agtcatgttg ataatcttaa tgggctggat tcactaactg aacttaactt gcgacacaat 
540 

caaatcactt tcgtgagaga tgtggataat ttgccctgcc tccaacatct ctttctcagc 
600 

tttaacaata tatctagttt tgacagtgtt tcctgccttg ctgactcttc ttccctctcg 
660 

gacatcacct ttgatggcaa tcccatagct caagagtcat ggtacaaaca cactgtcctt 
720 

cagaatatga tgcagctgcg ccagctagat atgaagagaa tcacggaaga agaaaggcgt 
780 

atggcatctg ttttagccaa aaaagaggaa gagaagaagc gggaaagtca taaacaatct 
840 

ttgcttaagg agaagaaaag gttaacaatt aacaacgtag ctcgacagtg ggacttgcaa 
900 

caacgagtag ccaatattgc tacaaatgaa gatagaaaag attctgactc tcctcaggac 
960 

ccctgtcaga ttgatggaag caccctctct gcattcccag aggaaacagg gcctctagac 
1020 

tcaggactca acaatgcttt acaaggttta tctgtcatag acacatacct tgttgaagtg 
1080 

gacggggata cactttccct atatggctca ggagcactgg aatctctgga taggaattgg 
1140 

agtgctcaaa cagcaggaat gatcacaaca gtctccttca ctttcataga atttgatgaa 
1200 — 

atcgtccaag tgcttcctaa actgaagatt aagtttccta attctctgca ccttaaattc 
1260 

aaggaaacaa atcttgtaat gcagcaattt aacgcactag cccaactccg tcggtattga 
1320 

ccagttggac aattgatcct caaggaaatc cagttggtcc attttaacac t 
1371 

<210> 4884<211> 410 

<212> PRT 

<213> Homo sapiens 

<400> 4884 

Thr Ala Gly Phe lie Trp Leu Phe Lys His His Arg Phe Leu Lys Lys 

15 10 15 

Thr Lys Gin Lys Leu Thr Val Cys Pro He He Asn Gly Glu Asp His 

20 25 30 

Leu Arg Leu Leu Asn Phe Gin His Asn Phe He Thr Arg He Gin Asn 
35 40 45 
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lie Ser Asn Leu 
50 

He Glu Glu He 
65 

Leu Leu Gly Lys 

Lys Ser Leu Asp 
100 

Glu Asn He Asn 
115 

Asn Phe Leu Ser 
130 

Glu Leu Asn Leu 
145 

Asn Leu Pro Cys 

Ser Phe Asp Ser 
180 

He Thr Phe Asp 
195 

Thr Val Leu Gin 
210 

He Thr Glu Glu 
225 

Glu Glu Lys Lys 

Lys Arg Leu Thr 
260 

Arg Val Ala Asn 
275 

Pro Gin Asp Pro 
290 

Glu Glu Thr Gly 
305 

Leu Ser Val He 

Ser Leu Tyr Gly 
340 

Val Gin Thr Ala 
355 

Phe Asp Glu He 
370 

Asn Ser Leu His 
385 

Phe Asn Ala Leu 



Gin Lys Leu He 
55 

Ser Gly Leu Ser 
70 

Asn Arg He Lys 
85 

Val Leu Asp Leu 

His Leu Cys Glu 
120 

His Val Asp Asn 
135 

Arg His Asn Gin 
150 

Leu Gin His Leu 
165 

Val Ser Cys Leu 

Gly Asn Pro He 
200 

Asn Met Met Gin 
215 

Glu Arg Arg Met 
230 

Arg Glu Ser His 
245 

He Asn Asn Val 

He Ala Thr Asn 
280 

Cys Gin He Asp 
295 

Pro Leu Asp Ser 
310 

Asp Thr Tyr Leu 
325 

Ser Gly Ala Leu 

Gly Met He Thr 
360 

Val Gin Val Leu 
375 

Leu Lys Phe Lys 
390 

Ala Gin Leu Arg 
405 



Ser Leu Asp Leu 
60 

Thr Leu Arg Cys 
75 

Lys lie Ser Asn 
90 

His Gly Asn Gin 
105 

Leu Arg Val Leu 

Leu Asn Gly Leu 
140 

He Thr Phe Val 
155 

Phe Leu Ser Phe 
170 

Ala Asp Ser Ser 
185 

Ala Gin Glu Ser 

Leu Arg Gin Leu 
220 

Ala Ser Val Leu 
235 

Lys Gin Ser Leu 
250 

Ala Arg Gin Trp 
265 

Glu Asp Arg Lys 

Gly Ser Thr Leu 
300 

Gly Leu Asn Asn 
315 

Val Glu Val Asp 
330 

Glu Ser Leu Asp 
345 

Thr Val Ser Phe 

Pro Lys Leu Lys 
380 

Glu Thr Asn Leu 
395 

Arg Tyr 
410 



Tyr Asp Asn Gin 

Leu Arg Val Leu 
80 

Leu Glu Asn Leu 
95 

He Thr Lys He 
110 

Asn Leu Ala Arg 
125 

Asp Ser Leu Thr 

Arg Asp Val Asp 
160 

Asn Asn He Ser 
175 

Ser Leu Ser Asp 
190 

Trp Tyr Lys His 
205 

Asp Met Lys Arg 

Ala Lys Lys Glu 
240 

Leu Lys Glu Lys 
255 

Asp Leu Gin Gin 
270 

Asp Ser Asp Ser 
285 

Ser Ala Phe Pro 

Ala Leu Gin Gly 
320 

Gly Asp Thr Leu 
335 

Arg Asn Trp Ser 
350 

Thr Phe He Glu 

365 

He Lys Phe Pro 

Val Met Gin Gin 
400 



<210> 4885 

<211> 489 

<212> DNA 

<213> Homo sapiens 



<400> 4885 
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cttaagaagg aaaatatggc tgctctttgc cggacagcag agtcccagaa ccccatgcag 
60 

gtgtttcagg gctttatgtc attcaaggat gtggctgtga acttcactag gnaagaatgg 
120 

agagaactgg accttgctca gagagtcttg tacagggatg taatgctgga gaactatagg 
180 

aacctggtct ccttggtagg atttccattt tccaaacctg gtatcatctc ctagttggaa 
240 

gaagtggtaa gcccacgaac acaaatgcag gagggagagg tgccaagaag cagcggtaca 
300 

cgagaaagac agggctggag accagtttgc tgatagtgac ccccaaccag aaaagttcat 
350 

tgggctgcac cctccagtag aactggacct gaggcagcta ggaataggat gcatgtttct 
420 

gaccctggcc aggatcagaa agaaggaaac ctctcctgag ggtcttcagc agtggaagag 
480 

ggcagtcag 
489 

<210> 4886 
<211> 77 
<212> PRT 

<213> Homo sapiens 
<400> 4886 

Leu Lys Lys Glu Asn Met 

1 5 
Asn Pro Met Gin Val Phe 
20 

Val Asn Phe Thr Arg Xaa 
35 

Val Leu Tyr Arg Asp Val 
50 

Leu Val Gly Phe Pro Phe 
65 70 

<210> 4887 
<211> 2271 
<212> DNA 

<213> Homo sapiens 
<400> 4887 

nntttttttt tttttttttc aaagggacac ctgcaccccc atgtttattg cagcaatatt 
60 

cacaatagcc ttgtagtttt agcgcttaga ggcatttaaa cagcctctct cctccagact 
120 

acttcactgt agtttattat ccctgaccct ccacaatgtg attaccaacc gctaggatga 
180 

gttgcatctt »attataaagt agcaaattac aagattgtaa cattagactt tttaagaaaa 
240 

tccagtcagc ttttatacta atccatctta atttctaggt tactcagaat tccaggtatt 
300 

ctgatttgga ctcacatctc gtattgtatt gcctgtattt aactaggaag ttactgccaa 
360 



4062 



Ala Ala Leu Cys Arg Thr Ala Glu Ser Gin 

10 15 
Gin Gly Phe Met Ser Phe Lys Asp Val Ala 

25 30 
Glu Trp Arg Glu Leu Asp Leu Ala Gin Arg 

40 45 
Met Leu Glu Asn Tyr Arg Asn Leu Val Ser 
55 60 
Ser Lys Pro Gly lie lie Ser 
75 



WO 00/58473 



PCT/USOO/08621 



cagcatctat ctctattaaa 
420 

gtaatagaac tgcttcagaa 
480 

cagggcatct cattgggaga 
540 

tcagcacatt atcatgtaaa 
600 

gccatcttgc tttgtcccaa 
660 

tcacaagaac catttctgca 
720 

ggaactaatt tgacaggatt 
780 

caagacctac tgtatgacct 
840 

gccacagaag acaactttga 
900 

gattctggcc tttctttaga 
960 

tctcactctg tgtgtgatga 
1020 

catcatgact. tagaaggtgc 
1080 

ttggatcaaa gtgattctga 
1140 

cacacttacc acttacagcc 
1200 

gggaagtcac agaagataag 
1260 

gatgaccagc gtgctaaagc 
1320 

cc tgttgatt ctttcaatag 
1380 

cttatccgtg acatcagacg 
1440 

cgcaaattgg acataatttt 
1500 

gaaactctta agagagagca 
1560 

ctgcatgacc tttatcatga 
1620 

aatcccaacc actatgctct 
1680 

gaactggtgg cctcaggcca 
1740 

actgaagatg gactctatta 
1800 

aaaccattga aactgcttca 
1860 

taacgctgtt ttgaagctta 
1920 

caatctgggg gagccacaac 
1980 



tgtagaggaa ttgacaaaag 
atagggctat tcatgtttga 
tattcctctt ccaggcagta 
cttcagccag gctataagtc 
caatacattt agaagagatc 
gttaaattct cataccacca 
tctttcaccg gttgacaatc 
tgacataaat atatttgatg 
tccaatcgat gtttctcagc 
ttcaagtcac aataatacct 
aggtgctata ggttattgca 
tgtaggtggc tactacccag 
tttccatgga gatcttacat 
aactgcacca gaatctactt 
gagtagatac cttgaagacc 
tttgcatatc cctttttctg 
catgttaagt agatattatc 
aagagggaaa aataaagttg 
gaatttagaa gatgatgtat 
agcacaatgt aacaaagcta 
tatttttagt agattaagag 
ccagtgtacc catgatggaa 
caaaaaggaa acccaaaagg 
tgtgaagtag taatgttcag 
agaattgtat ctttaagtac 
catggacaaa tgtttaggac 
ttttcatgaa gtgcattgta 



aggggaaaga aagttgttag 
agtgtttctc cttcgttttt 
tcagtgatgg catgaattct 
aggatgtgaa t ct tcatgag 
caacagcaag gacttcacag 
atcctgagca aacccttcct 
atatgaggaa tctaacaagc 
agataaactt aatgtcattg 
tttttgatga accagattct 
ctgtcatcaa gtctaattcc 
ctgaccatga atctagttcc 
aacccagtaa gctttgtcac 
ttcaacacgt atttcataac 
ctgacncttt tccgnntgct 
cagatagaac cttaagccgt 
tagatgaaat tgtcggcatg 
tgacagacct acaagtctca 
ctgcgcagaa ctgtcgtaaa 
gtaacttgca agcaaagaag 
ttaacataat gaaacagaaa 
atgaccaagg taggccagtc 
gtatcttgat agtacccaaa 
gaaagagaaa gtgagaagaa 
aaactgatta tttggatcag 
tgctacttga ataactcagt 
ttcaagatca cacttgtggg 
tacaaaattc atagtratgt 
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ccaaagaata ggttaacatg 
2040 

taagagtaag ttggttactt 
2100 

tatttcagtt ttaaatgcaa 
2160 

gcttttcaaa cactatttta 
2220 

taaattttgt atttgtatta 
2271 



aaaacccagt aagactttcc 

caaaaagagc aaacactggg 

aatagcctta ttttcattta 

atctttatat ttaacttata 

aaaattaact tttccctttt 



atcttggcag ccatcctttt 
gatcaaatta ttttaagagg 
gtttgttagc actatagtga 
aattttgctt tctatggaaa 
aaaaaaaaaa a 



<210> 48B8 

<211> 429 

<212> PRT 

<213> Homo sapiens 



<400> 4888 
Gly Tyr Ser Cys 
1 

Leu Gly Asp lie 
20 

Ser Ala His Tyr 
35 

Asn Leu His Glu 
50 

Asp Pro Thr Ala 
65 

Asn Ser His Thr 

Thr Gly Phe Leu 
100 

Gin Asp Leu Leu 
115 

Leu Met Ser Leu 
130 

Gin Leu Phe Asp 
145 

Ser His Asn Asn 

Cys Asp Glu Gly 
180 

His His Asp Leu 
195 

Lys Leu Cys His 
210 

Thr Phe Gin His 
225 

Ala Pro Glu Ser 

Lys lie Arg Ser 
260 

Asp Asp Gin Arg 
275 

He Val Gly Met 



Leu Lys Cys Phe 
5 

Pro Leu Pro Gly 

His Val Asn Phe 
40 

Ala He Leu Leu 
55 

Arg Thr Ser Gin 
70 

Thr Asn Pro Glu 
85 

Ser Pro Val Asp 

Tyr Asp Leu Asp 
120 

Ala Thr Glu Asp 
135 

Glu Pro Asp Ser 
150 

Thr Ser Val He 
165 

Ala He Gly Tyr 

Glu Gly Ala Val 
200 

Leu Asp Gin Ser 
215 

Val Phe His Asn 
230 

Thr Ser Asp Xaa 
245 

Arg Tyr Leu Glu 

Ala Lys Ala Leu 
280 

Pro Val Asp Ser 



Ser Phe Val Phe 
10 

Ser He Ser Asp 
25 

Ser Gin Ala He 

Cys Pro Asn Asn 
60 

Ser Gin Glu Pro 
75 

Gin Thr Leu Pro 
90 

Asn His Met Arg 
105 

He Asn He Phe 

Asn Phe Asp Pro 
140 

Asp Ser Gly Leu 
155 

Lys Ser Asn Ser 
170 

Cys Thr Asp His 
185 

Gly Gly Tyr Tyr 

Asp Ser Asp Phe 
220 

His Thr Tyr His 
235 

Phe Pro Xaa Ala 
250 

Asp Pro Asp Arg 
265 

His He Pro Phe 
Phe Asn Ser Met 



Gin Gly He Ser 
15 

Gly Met Asn Ser 
30 

Ser Gin Asp Val 
45 

Thr Phe Arg Arg 

Phe Leu Gin Leu 
80 

Gly Thr Asn Leu 
95 

Asn Leu Thr Ser 
110 

Asp Glu He Asn 
125 

He Asp Val Ser 

Ser Leu Asp Ser 
160 

Ser His Ser Val 
175 

Glu Ser Ser Ser 
190 

Pro Glu Pro Ser 
205 

His Gly Asp Leu 

Leu Gin Pro Thr 
240 

Gly Lys Ser Gin 
255 

Thr Leu Ser Arg 
270 

Ser Val Asp Glu 
285 

Leu Ser Arg Tyr 
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290 

Tyr Leu Thr Asp Leu Gin 
305 310 
Gly Lys Asn Lys Val Ala 
325 

lie lie Leu Asn Leu Glu 
340 

Glu Thr Leu Lys Arg Glu 
355 

Met Lys Gin Lys Leu His 
370 

Arg Asp Asp Gin Gly Arg 
385 390 
Cys Thr His Asp Gly Ser 
405 

Ser Gly His Lys Lys Glu 
420 

<210> 4889 
<211> 619 
<212> DNA 
<213> Homo sapiens 

<400> 4889 

nntgtttttc actttattat acaaaaaagg gaaaacaaaa cttccacagt tggctttaag 
60 

cataggcaga cacctctaag ccactccctc ccacctccca tgatacaaat tcaagttgtg 
120 

gtggttgttg aatcctacaa aacactcctt aaatattaga aaagaagtta ggagctccca 
180 

gcacatttct tgaagcccag gttctgagcc tggggtggcc aggcttggcc tctcagatga 
240 

acaggggaga ccttttccat caaatacaag ctttaagctt cacaccatct tgcctgcctt 
300 

tccgccttcc tgctggacaa tggagaccag cagctcggat gcatgtgact ctggcagagg 
360 

gagcctggtc tgggaagcat ccgagaatgg cttcagcaca ctccccctaa tggaatcaga 
420 

gactgggcaa aacagaggat gtggagaacg gggcagcctc agcctgctcc caccagggtc 
480 

aacatctccc ggccctcacc gacccttttt ccagattcac aacaaactga tgtgggctct 
540 

aggacagacc cctttacaca cacacacaca cactcacact cttttgcaca catccacagc 
600 

tgcacccatg ctatgtaca 
619 

<210> 4890 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 4890 

Leu Trp Gin Arg Glu Pro Gly Leu Gly Ser lie Arg Glu Trp Leu Gin 



295 

Val Ser Leu He Arg 
315 

Ala Gin Asn Cys Arg 
330 

Asp Asp Val Cys Asn 
345 

Gin Ala Gin Cys Asn 
360 

Asp Leu Tyr His Asp 
375 

Pro Val Asn Pro Asn 
395 

He Leu He val Pro 

410 

Thr Gin Lys Gly Lys 
425 



300 

Asp He Arg Arg Arg 
320 

Lys Arg Lys Leu Asp 
335 

Leu Gin Ala Lys Lys 
350 

Lys Ala He Asn He 
365 

He Phe Ser Arg Leu 
380 

His Tyr Ala Leu Gin 
400 

Lys Glu Leu Val Ala 
415 

Arg Lys 
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15 10 15 

His Thr Pro Pro Asn Gly He Arg Asp Trp Ala Lys Gin Arg Met Trp 

20 25 30 

Arg Thr Gly Gin Pro Gin Pro Ala Pro Thr Arg Val Asn He Ser Arg 

35 40 45 

Pro Ser Pro Thr Leu Phe Pro Asp Ser Gin Gin Thr Asp Val Gly Ser 

50 55 60 

Arg Thr Asp Pro Phe Thr His Thr His Thr His Ser His Ser Phe Ala 
65 70 75 80 

His He His Ser Cys Thr His Ala Met Tyr 
85 90 



<210> 4891 

<211> 1998 

<212> DNA 

<213> Homo sapiens 



<400> 4891 

ngggcaggac tggtgggaca cagaagcggc 
60 

cttgacaatt ctcatccatc acacagccaa 
120 

aatcaccgcc ccgccctccc tcaatgtctc 
180 

agcatttatg cccctgggga caggatgcat 

240 

ggtcagcggg acattcacca ccaaactcct 
300 

ctgtggtgca gcacttctgt tcagccggac 
360 

atgggttctt atcgggaggg cattctccct 

420 

gggcgaggcg cggcggttcg gttcccatgg 
480 

ggcggacgag cagcgcgctc cagtgacgtc 
540 

ccagcggagt tgtgggggcc gggggcgcca 
600 

ggggacctag cggggccgag aggggcggct 
660 

agctggttct tacggtgagg gcgcccccga 
720 

aggtgcagcg gaggggccgc cgctcacaga 
780 

ccatggatct cctccgagct gtcctgcagc 
840 

tcaacaagta cataaagttc ttccagaagg 
900 

aggaggtgga cgcagagcag ctgatccagg 
960 

naactgctct tttcagatgg agaaaaagta 
1020 

ataaagcgtg gccgtcaggc agaagaagaa 
1080 



cacagcctga cttgcaacat ttttctccag 
caatgcacag gcccaccaga acttttggac 
cgaggcaggt gcggccacag ccggtgctgc 
ccccatcaca cagctcctca cacggaaggg 
taggaatgtc tcggcagatc cgaccacagc 
acaattcatc gccctggcac agctctttgc 
cttttgaagg cctctaagtg taactgtcct 
taaccccgca gctccagcgt cgcgcttccg 
acggcgccac tttccggccg gtgacagagt 
tgggagccac tggcgacgcc gagcagccgc 
tggagctggg ggatgcgggc gcagcggggc 
acccttggaa cataatgata aagcaccggc 
tgacaacaag tttcacagat cctgccatct 
ccagcatcaa cgaggagatc cagactgtct 
cagcactgaa cgtgcgagac aatgttgggg 
aagcctgtcg gagctgcctg gagcaggcta 
atacccagat tgacccatga gcttccagga 
tgtgcccatc gaggaagccc ccttcctaaa 
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aagaggaaag gacggcctcc tggacacatc ctgtcaagcg accgggcagc cgccggcatg 
1140 

gtatggaaac caaaatcctg tgaaccaatt cgccgggaag gccccaagtg ggacccagct 
1200 

cgcctgaatg aatctaccac ctttgtgttg ggatctcgag ccaacaaagc cctggggatg 
1260 

gg^ggcacca gaggaagaat ctacatcaag cacccacacc tctttaagta tgcagctgac 
1320 

ccccaggata agcactggct ggctgagcag catcacatgc gggcaacagg gggcaagatg 
1380 

gcctacctcc tcatcgagga ggacatccgg gaccttgcgg ccagtgatga ttacagagga 
1440 

tgcctggatc tgaagctaga ggaattgaaa tcctttgtcc taccctcctg gatggtggag 
1500 

aagatgagaa agtatatgga gacactacgg acagagaatg agcatcgtgc tgttgaagca 
1560 

cctccacaga cctgaggccg ggtcccctgg ccacacttgg cagccctcct ccaaagccct 
1620 

cttcctcacg tggctgaggc caccgctggg actgctccta gatggatctc agcggcatta 
1680 

agctgtgcct gagcgagttt gtagtgactc actgcacagc acccccagac tagcatgtgg 
1740 

ttctatattt gtaaagttat tgggataaga aacaattaaa cagtttgtag taaacacaga 
1800 

tggtgaacct gctgtgccct ctaccttgtg ggaattgaca gaacatcaag ggctctagaa 
1860 

gtgggtgtag gaaaaaagga cgagataacc ctcacccata acagtataga gccaggcttg 
1920 

ataagaccaa cctgggagca ccatgtaccc tgcccgtctt ccctttgccc atttgtagtt 
1980 

tccttaccca gctaatgt 
1998 

<210> 4892 

<211> 216 

<212> PRT 

<213> Homo sapiens 



<400> 4892 



Ser 


Arg 


Lys 


Pro 


Val 


Gly 


Ala 


Ala 


Trp 


Ser 


Arg Leu 


Xaa 


Leu 


Leu 


Phe 


1 








5 










10 








15 




Ser 


Asp 


Gly 


Glu 


Lys 


Val 


He 


Pro 


Arg 


Leu 


Thr His 


Glu 


Leu 


Pro 


Gly 








20 










25 








30 






He 


Lys 


Arg 


Gly 


Arg 


Gin 


Ala 


Glu 


Glu 


Glu 


Cys Ala 


His 


Arg 


Gly 


Ser 






35 










40 








45 








Pro 


Leu 


Pro 


Lys 


Lys 


Arg 


Lys 


Gly 


Arg 


Pro 


Pro Gly 


His 


He 


Leu 


Ser 




50 










55 








60 










Ser 


Asp 


Arg 


Ala 


Ala 


Ala 


Gly 


Met 


Val 


Trp 


Lys Pro 


Lys 


Ser 


Cys 


Glu 


65 










70 










75 








80 


Pro 


He 


Arg 


Arg 


Glu 


Gly 


Pro 


Lys 


Trp 


Asp 


Pro Ala 


Arg 


Leu 


Asn 


Glu 










85 










90 








95 




Ser 


Thr 


Thr 


Phe 


Val 


Leu 


Gly 


Ser 


Arg 


Ala 


Asn Lys 


Ala 


Leu 


Gly 


Met 








100 










105 








110 






Gly 


Gly 


Thr 


Arg 


Gly 


Arg 


He 


Tyr 


He 


Lys 


His Pro 


His 


Leu 


Phe 


Lys 
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